
a) Membrane fusion protein (P10) 

MelV   1 MSGDCAGLVSVFGSVHCQSSKNKAGGDLQATSILTTYWPHLAVGGGIILVIFLLGLFYCC 

PulV   1 MSGDCAGLVSVFGSVHCQSSKNKAGGDLQATSILTTYWPHLAIGGGIILVIFLLGLFYCC 

NBV    1 MSSDCAKIVSVFGSVHCQSSKNSAGGDLQATSVFTTYWPHFAIGGGIIVVILLLGLFYCC 

 

MelV  61 YLKWKTSHIRRTYHKELVALTRGYVRPISADVTSV 

PulV  61 YLKWKTSHIRRTYHKELVALTRGYVRPISADVTSV 

NBV   61 YLKWKTSQVKHTYRRELIALTRSHVHSTPSGISYV 

 

Sequence identity: MelV:PulV = 98%; MelV:NBV = 70%; PulV:NBV = 71% 

b) P17 

MelV   1 MSGRSRRTLPVSDCSFYGPWIISGTYPVVSLICFREITYYINVDIPLDHPQRVSLPHIAT 

PulV   1 MSGRSRRTLPVSDCSFYGPWIISGTYPVVSLICFREITYYINVDIPLDHPQRVVLPHLVA 

NBV    1 MSIQPHLVFRMCESSFYEPWVRSGYRSEISFICRRELTYYINVHIPLDHPQRSVACALSQ 

 

MelV  61 DPVVWHVQLVGRRAADSSKPYFCELDCVLIRVTPLTNHN-----RSHVIIHYSPFAQSPA 

PulV  61 DPVVWHVQLINRRATDSFKPYFCELDCVLIRVTPLTSHN-----RSHVIIHYSPFAQSPA 

NBV   61 TPVAWHVSLLRRRSYDPSLPDFCELDCVLRHIRPIPRRLVSRGFSSHVVVHYDRTTQSPA 

 

MelV 116 AKRSYRFDHDDDPEHKRFAIRSICSSR 

PulV 116 AKRSYRFDHDDDPEHKRFAIRSVCYSQ 

NBV  121 AKRGCSLDFDDEPEHKRFAI------- 

 

Sequence identity: MelV:PulV = 91%; MelV:NBV = 48%; PulV:NBV = 50% 

c)  Cell attachment protein (sigma C) 

MelV   1 MSSFTIHHSLNPQQRREVIALIMTMTQSISASRSDLSALRDELASLRTKVTDVSSQLALA 

PulV   1 MSSFTTHHSLNPQQRREVIALIMTMTQSINASRSDLSAIRSELMSLRSTVGDLSSQFAST 

NBV    1 -----MTEPLSPQQRKEVVALILTMNQSISASRSDMSALEKRVSIIESAQAALRVDVTSL 

 

MelV  61 SSTITQLSTQCSALSAELASYSDTLSTLSSTIASHTDKLSELSTSLTSTSSRLDATADSV 

PulV  61 SSGLAQLSTQCNAFSVEIASHSNAIATLVSTATSHSDKMSEFTTSLTDASSKLSVVSDSV 

NBV   56 QSVSSGLNSTMHDLSASVANLKTIVNTMSSTVATMEGELQSCKSEISNTQNVLSVVQTEL 

 

MelV 121 TQLSSDYASLRTDVTNLKSSLSTLAAQVNSLETKLNDTTQTVPKQVLSPLAINDGTLTLN 

PulV 121 DQLSLNYKTLETDVLNAKSSLSSLAAQVNSLESRLNDTTQTVPKQVLSPLTINEGALTLN 

NBV  116 SNAQSGLASMTTSLSNLTTSVNANAVAISGLKASLNSLSSSIPTSLASPLTVSGGILSLS 

 

MelV 181 MNPRFCRDSAGLASYSSQTLLQTFSANLASSIPNTNLATTIIVHSHGSVSTFNLTSQHAF 

PulV 181 MNPRFCSDSAGLASYSSQT-LQTFTANLASSIPDTNLAATIIVHSHGSVSTFNLTSKHAF 

NBV  176 MNRKFCGDAAGLNSYSTLSQMQSFNSNVPTSLSGTNLSTSILVHSRGGLTVFNLSTTHAF 

 

MelV 241 EPNAAKTQLTLDIRQFQPTPTDWSVLLAQPAFQASDFLGYAWASVAGIWAPITLVGRVDS 

PulV 240 SPSTEKTQLTLDIRQFQPSPTDWSVLLAQPAFQASDFLGYAWASIAGIWSPITLVGRVSS 

NBV  236 TPTSVDTKLTIDCRTFTPSPSDWSVLIPKPAFQSSNFLCTGWMCVNDAWIPASVIGAVDS 

 

MelV 301 NPKVITLQLGTPSMDRITGLVLTFSIDT 

PulV 300 NPKLITLQLGTNPMDRITGLVLTFSIDT 

NBV  296 NPKVMFLHLTTRPSQRITGLVIYFSIDT 

 

Sequence identity: MelV:PulV = 78%; MelV:NBV = 40%; PulV:NBV = 38% 


