a) Membrane fusion protein (P10)

Melv 1 MSGDCAGLVSVFGSVHCOSSKNKAGGDLOATSILITYWPHLAVGGGIILVIFLLGLFYCC

Pulv 1

MSGDCAGLVSVEGSVHCOSSKNKAGGDLOATSILTTYWPHLA GGG ILVIFLLGLEYCC
NBv 1 HSSDEAIVSVEGSVECOSSKNAGEDLOATS. - DIVHEH: A1 GGGHEy V. BEGLEYCE
Melv 01 YLKWKTSHIRRTYHKELVALTRGYVRPISADVISV

Pulv 61

YLKWKTSHIRRTYHKELVALTRGYVRPISADVTSV
NBV 61 NERKWRTSOVKHEYRREDIBBTRSHWHSTPSGISYW

Sequence identity: MelV:PulV = 98%; MelV:NBV = 70%; PulV:NBV =71%
b) P17
Mel?U 1 MSGRSRRTLPVSDCSFYGPWIISGTYPVVSLICFREITYYINVDIPLDHPQRVSLEHIAT

Pulv 1 LVA

MSGRSRRTLPVSDCSFYGPWITSGTYPVVSLICFREITYYINVDIPLDHPQRVVLPH
NBV 1 MS1QPHLVFRMCESSENEPWVRSGYRSEISFECRRELTYYINVHIPEDHPORSVACALSQ

Melv 61 DENVWEVORyCREH»PSSKEVRCEIDOVETRVIBENEN -
PulV 61 DEVVWEVOHTNRRATDSr KEYECEEDCVETRVIBEESHN - RSHVITHYSPFAQSPA
NBV 61 TPVAWNEVSELRRRSYDPSLEDECEBDEVERHIRPIPRRLVSRGE SEHVVVEYDRT TOSPA

Melv 116 BRESYREDEDDDPEHKREATES QSR
PulVv 116

AKRSYRFDHDDDPEHKRFAIRSVC
NBV 121 BERGCSLDrDDEPEHKREAL---——-—-

Sequence identity: MelV:PulV = 91%; MelV:NBV = 48%; PulV:NBV = 50%

¢) Cell attachment protein (sigma C)

melv 1 MSSHEHHSENPOORREVIANIMINIOSTSASRSDESARRDEESER < TDvES0LALA
Pulv 1 MSSENTHHSENPOORREVIALIMIMIOSE ASRSDESA:HSBEMSERSTHCHLES0FAST
NBV 1 ———- MTEPESPOORKEV VAR L IMNOSTSASRSDMSANEKRVS I IESAQAALRVDVTSL

Melv 61 [BTITONSTOESEHSARLAS S0 LS HSEH ASH DRISE. SNBSS~ H0A 12550
Pulv 61 SllcL M- BV H B e - v
NBV 6 QBVsSGENSTMHDESASVANLKTIVNEMESEVATMEGEEQSCKSEISNEONVESVVQTEL

Melv 121 TQESSDYASE-EDYTNEKSSES T EAROVNSEE T« ENDITOTVEKOVESEE~TN0E  EIEN
Pulv 121 DPESLNEXTEEEDVLN»KSSESSEAROVNSEES:ENDIIOTVEKOVESEE T IN: 6~ EIEN
NBV 116 SNAQSGLESMTESLSNETTSVNANEVAISGEKASENSLSSSIBTSLASBHTVSGEIESHES

MelV 181 MNPRFCRDSAGLASYSSQTLLQTFSANLASSIPNTNLATTIIVHSHGSVSTENLTSOHAF
PulV 181 MNPRFCSDSAGLASYSSQT-LQTFTANLASSIPDTNLAATIIVHSHGSVSTFNLTSKHAR
NBV 176 MNRKEGGDARGENSYSTLSOMOSENSNVPTSLSGENISESELVESREGL TVENTST THAE

Mely 241 EPNAAKTOLTLDIRQFOPTPTDWSVLLAQPAFOASDFLGYAWASVAGIWAPITLVGRVDS
Pulv 240 SPSTEKTQLTLDIRQFQPSPTDWSVLLAQPAFQASDFLGYAWASTAGIWSPITLVGRVSS
NBV 236 TPTSVDEKEEIBCRTETESESDWSVEIrKPAEQSSNEEC TGHMCUNDANIBASVIBAVDS

Melv 301 NERVENEOUGE?SUDRIIGEVEIESIDY
Pulv 300 NERLENEOBGH:>MDRITCLVEIESIDT
NBV 296 NERWMrBHETHRPSORNGHYIYESIDE

Sequence identity: MelV:PulV = 78%; MelV:NBV = 40%; PulV:NBV = 38%




