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MelV   1 MEVRTPNFHSFVESAYSSYLTRPDTWNPSTLWETGQFVTPDVIRLGNAYCCAQCCGVLYY 

PulV   1 MEVRTPNFHSFVESAYSSYLTRPDTWNPSTLWETGQFVTPDVIRLGNAYCCAQCCGVLYY 

NBV    1 MEVRTPNFHSFVESAYSSYLTRPDTWNPSTLWETGQFITPDVIRLGNAYCCAQCCGVLYY 

 

MelV  61 GYRPINLYPFPHHRCHQLHRRETSPLLKVVRVGRTTDMVREHYAVWLQSLVDHLSDEKNI 

PulV  61 GYRPINLYPFPHHRCHQLHRRETSPLLKVVRVGRTTDMVREHYAVWLQSLVDHLSDEKNI 

NBV   61 GYRPINLYPFPHHRCHQLNRRENSPLLKVVRVGRTTDMVREHYAVWLQSLVDHLSDEKNI 

 

MelV 121 QDKEPMSSRVASEVLRNDVAISGDFWRGTLDLSPHDSARSIHDSMDKLSEVAGTHGLLPD 

PulV 121 QDKEPMSSRVASEVLRNDVAISGDFWRGTLDLSPHDSAQSIHDSMDKLSEVAGTHGLLPD 

NBV  121 QEKEPMSSRVASEVLRNDVAISGDFWRGTLDLSPHDSAQSIHDSLDKLSEVVDTHGLLPD 

 

MelV 181 CLLNVATHDHTALKMTAPVLNIYDQLDNARRSVLSATVTQMPKETADAHKLQGHVTKEVA 

PulV 181 CLLNVATHDHSALKMTAPVLNIYDQVDNARRLIFSDTVTQMLKETADAHKLQRHVNKEVA 

NBV  181 CLINVATHDHTALRMTAPALNIYDQLDNARRSVLSAAVTQMPKETADAHKLQRHVTKEVA 

 

MelV 241 AAALLKPEHVIVTPIMAGLPVLARSHQPSLRVGMPLVESTQKASLYRSLPHQLAHGYHSD 

PulV 241 GVALLKPEHVIVTPIMAGLPVLDRSHQPSMRVGMPIVESTQKASLYRSMPHQLVNGYHFD 

NBV  241 AAALLKPEHVIITPIMAGLPVLARSHQSSLRVGMPLVESAQKASLYRSLPHQLAHGYHSD 

 

MelV 301 TFRTMFGLSANEAESRLIGHHRTMLCTLPAIETSPTAVARATTSPLSIVSSDKVTMHECS 

PulV 301 TFRTMFGLSANEAKSRMIGHHRIMLCTLPAIETSSTAVARATTSPLSIVSSDKVTMHECS 

NBV  301 TFRTMFGLSATEAESRLMGHHRTMLCTLPAIEPFSTAVARNTVSPLSIVPSDKVTMHECS 

 

MelV 361 G 

PulV 361 G 

NBV  361 G 

 

Sequence identity: MelV:PulV = 93%; MelV:NBV = 93%; PulV:NBV = 88% 

 

 


