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Figure S3. Comparison of mutated and wild-type mgrB promoters.  a) Stimulus-response 
curves. Blue diamonds – wild-type mgrB promoter.  Pink squares – t7a substituted mgrB 
promoter.  Yellow triangles – a6c substituted mgrB promoter.  (See Fig. 3a for 
sequences.) b) Corresponding normalized curves. 

S4 
YF

P/
C

FP
 n

or
m

al
iz

ed
 

1 
YF

P/
C

FP
 

0.8 

0.6 

0.4 

0.2 

0 

0.9 

0.8 

0.7 

0.6 mgtA 

0.5 

0 50 100 150 

IPTG (uM ) 

mgrB 
0.4 phoPQ 
0.3 hemL 
0.2 

0.1 

0 

YF
P/

C
FP

Figure S4. Transcription of PhoP-regulated promoters for various levels of PhoP 
expression in a ∆phoPQ background. PhoP was expressed from an IPTG-inducible 
promoter in strains carrying the plasmid pAS1.  Similar results were also observed for 
over-expression of the non-phosphorylatable mutant PhoPD51A (data not shown). 

Strain construction 
Strains and plasmids are summarized in Table S1 below.  P1kc transductions were 

performed using standard procedures (1).  To construct a constitutive CFP reporter, a 
promoterless cfp gene was cloned downstream of the tetA promoter (2) and integrated in 
single copy into the chromsome at the phage attachment site HKatt. In the absence of the 
TetR repressor, the tetA promoter is constitutive.  The cfp gene was isolated from 
pMG34, which was digested with SpeI, polished with T4 DNA Polymerase, and then 
digested with XbaI. The fragment that contained cfp was cloned into a SalI-XbaI 


