Fig. 1-44. MS/MS spectra of the N-terminally arginylated peptides for proteins shown in

Table 1 of the main text. Peptide sequence, accession number, and protein name

are listed on top of each spectrum. N-terminally arginylated I, Q, and R were not
found. One protein was found to be arginylated on initiator Met (Figure 19) and
two more cases of arginylation on internal Met have been found (Figures 5 and

20).
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Figure 24
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Relative Abundance

>gi|7106389|ref|[NP_036099.1| proteasome (prosome, macropain) subunit, alpha type 7

Figure 26 V.

100 1077.64

©
(€3]

RCQSHRLTVEDPVTVEYITR

g o O ~N N 00 o ©
o o o o o o u O

Ys Y10
681.45 1192.61

N N al
o o o
e b bcc o b e o beccc Pocec e Pecoc becce Peccc e b e Bevec b e f

w W
o o

558.26

Vi, Y, Y11

710.84 , 88156 1322.71
6

780.52

N N
o o

=
a

891.82

Y3 540.19 991.51

389.40 03

[N
o

124765 | 135972 146043 b,

1104.63

510.48
1478 65
‘ HH‘HHH‘ ‘M HH\\‘M“MH Ly \h‘\ I ‘\M Ll h h\h“ Wl 1y \\\HMHHH Hh mm‘wh\h\iu\ Ayl ‘im“dm\‘ huu‘M“}m\”hm”u\‘“\M H\ i h “\ \ \ H‘H ‘\ ‘h — 1582 98
ﬁwﬁwj—rﬁﬁm\\\\\\\\\\\\\\\\ T

296.22

al

400 600 800 1000 1200 1400 1600
m/z

o




Relative Abundance

Figure 27

>gi|61098124|ref|[NP_080896.2| family with sequence similarity 98, member B
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Figure 31
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Figure 32
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. >(i[111038118|ref[NP_032238.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase
Figure 33
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Figure 35
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>@i|20137006|ref[NP_071855.1| myosin, heavy polypeptide 9, non-muscle isoform 1
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>gi|6677833|ref|[NP_033138.1| S100 calcium binding protein A10 (calpactin)
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Figure 41
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Figure 42 | v
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Figure 43
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