Dmel ACTTTTTGAATGATCACATGTGCTCCGATTTTCGTGTCAGTCTTGAATTTAGCATACGACCGGAAGGCTTCTGACAAAATCAGTCTA
Dsim ACTTTTTGAACGATCACATGTGCTCCGATTTTCGTGTCAGTATAGAATTTATTATACGACCGGACGGCTTCTGACAAAATCAGTCTA
Dsec ACTTTTTAAACGATCACATGTGCTCCGATTTTTGTGCCAGTCTTGAATTTAGCATACGACCGGAAGGCTTCTGACAAAATCAGTCTA
Dyak ACTTTTTTAATCATCACATGTGCCACGATTTTTGTGTCAGTTTCGAATTTGGCATACGACCTGAAGGCTTCTGATGAAATCAGTCTA
Dere ACTTTTI?AATGATCACATGTGCTACGATTTTCGTGTCAGCTTTCAATTTAGCATACGATCCGAGGGCTTCCAATGAAATCAGTCTA

Dmel GCTGGAGCCTTGCTACCGTTCATACCAGTTTCTTTTCGGAATATTTCATCTAAATTCCAGTGCGTTTTCCT-AAAATTTTTCCAAA
Dsim GCTGGAGCCCTGCTACCGTTCAGACCAGTTTCTTTTCGGAATATTTCATCTAAATTCCAGTGCGTTTTCCT-AAAATTTTTCCAAA
Dsec GCTGGAGCCTTGCTACCGTTCAGACCAGTTTCTTTTCGGAATATTTCATCTAAATTCCAGTGCGTTTTCCT-AAAAATTTTTCAAA
Dyak GCTGGAGCCTTGCTACCGTTCGGACCAGATTCTTTTCGGAATATTTCATCTAAATTCCAGTGCCTTTTTCTTAAAATTTTTCCAAA
Dere EEIEQGTCCTTGCTACCGTTCAGACCAGTTTCTTTTCGGAATATTTCATCTAAATTCCAGTGCCTTTTTEITAAAATTTTTCCAAA

B

Dmel TGAAGGCGTTTGAAAGCTTGTTTTATTTTTCCTAACTGCCCTGTTGGCAAT TTATAATACAACAAAAAA-TTAGTAAATACATGGCTA CATATCGATTT
Dsim TGAAGGCGCTTAAAGGCTTGTTTTATTTTTCCTAACTGCCCTGTTGGCAAT TTATAATACAAAAAAA---TAAGTAAATACATGGCTA CATATCGATTC
Dsec TGAAGGCGCTTAAAAGCTTGTTTTATTTTTCTTAACTGCCCTGTTGGCAAT TTATAATACAAAAAAAAAATAT GTAAATACATGGCTA CATATCGATTC
Dyak TGAAGGCGTTTT-AAGCTTGTTTAATTTTTC--AA-TGCCCTGTTGGCAAT ATATTATATAAAAAAA-CAA-AGTAAATACATGGCTA AATATC-ATTC
Dere TGAATGCGTTTTﬁtAGCTTGTTTAATTTTTCAAAGCTGCCCTGTTGGCAATTTCTTATATAAAAAATACAA—AGTAAATACATGGCTAAATAT?itTTC

Figure S1. (A) Alignment of the ocn 5’ flanking and 5° UTR sequences of D. melanogaster, D. simulans, D.
sechellia, D. yakuba, and D. erecta. The arrowheads indicate the boundaries of the ocn promoter sequence
included in our expression constructs. The transcriptional start site is indicated by an arrow. (B) Alignment of the
ocn 3’ UTR sequences of D. melanogaster, D. simulans, D. sechellia, D. yakuba, and D. erecta. The two
conserved regions are shaded. The arrowheads indicate the boundaries of the 3> UTR sequence included in our
expression construct.



