
Supplemental Table 2.   
cDNA Clones Organized by Gene Name, Other Transcript Mapping Studies, and Comparison of Temporal Class Assignment to Earlier Northern and Microarray 

Studies. 
Viral Gene 
and/or  
Name(s) 

Overlapping Clones (orientation)1 Reference 
and strain for 
other mapping 
data of sense 
transcripts 

Reference 
and strain for 
other mapping 
data of 
antisense 
transcripts 

Library in which 
clone(s) were 
isolated in this 
study 

Temporal class 
assigned by 
microarray 
analysis (11) 

Temporal class 
assigned by 
other northern 
analyses2

J1L   NR    E   

TRL1-TRL14 (See TRL/IRL region below)      
RL5A   NR (17) AD169  E, L  L (17) 

UL1   
L-8-1-1 (S), pL321 (S), pL249 (S), pE10226 (S), L-7-8-
1-1 (S)   E, L E-L   

UL2   pL321 (AS), pL249 (AS), pE10226 (AS)   E, L L   

UL3   

(All in AS orientation) pL321, pL249, pE10226, pL932, 
pL749, L-8-10-3, pL744, pL5112, pL444, pL8211, 
pL724, L-10-4-13, L-7-8-1-7, L-8-1-2, pL5310,  L-10-2-3, 
pL5316, pL5313, pE10134, pE102214, pL1036, 
pE101037, pE101117, pL10310, pIE631, pE101222, 
pE102213, pE1012111, pE1011111, pE10428, pL10-3-
3, pIE631   L, E,  IE L   

UL4   

(All in S orientation) pL321, pL249, pE10226, pL932, 
pL749, L-8-10-3, pL744, pL5112, pL444, pL8211, 
pL724, L-10-4-13, L-7-8-1-7, L-8-1-2, pL5310,  L-10-2-3, 
pL5316, pL5313, pE10134, pE102214, pL1036, 
pE101037, pE101117, pL10310, pIE631, pE101222, 
pE102213, pE1012111, pE1011111, pE10428,  pL10-3-
3, pIE631, pL631, pL316 (12) Towne  L, E,  IE E   

UL5   

(All in S orientation) pL749, L-8-10-3, pL744, pL5112, 
pL444, pL8211, pL724, L-10-4-13, L-7-8-1-7, L-8-1-2, 
pL5310,  L-10-2-3, pL5316, pL5313, pE10134, 
pE102214, pL1036, pE101037, pE101117, pL10310, 
pIE631, pE101222, pE102213, pE1012111, 
pE1011111, pE10428, pL10-3-3, pL631, pL316, L-10-2-
5, pE103122   L, E, IE E   

UL6   

(All in S orientation) pE101222, pE102213, pE1012111, 
pE1011111, pE10428, pL10-3-3, pL631, pL316, L-10-2-
5, pE103122   L, E, IE   

UL7   NR    L   



UL8   NR      
UL9   NR    L   
UL10   NR      
UL11   pE102216 (AS)   E   

UL13   
pL1016 (S), pL716 (S), pE102216 (AS), pIE816 (S), 
pL1042 (S), pL1037 (S), pIE5311 (S)    IE, E, L E   

UL12   pL1016 (AS), pL716 (AS), pE102216 (S)   E, L   
UL14   pE104210 (S)   E L   

UL16   pIE227 (S) (27) AD169 

(27) AD169 
(evidence for 
AS transcript 
overlapping 
UL16) IE  E, L (27) 

UL15A   NR (11) Towne   L  L (11) 
UL17   pIE227 (S)   IE E   
UL18   NR    L   
UL19   E-9-1-4 (S), pL636 (S)   E   

UL20   
E-9-1-4 (S), pL636 (S), pIE612 (S), pIE789 (S), pIE1031 
(S), IE8-7-1-1(S), pIE9-2-1 (S)   IE, E, L   

UL21A 
UL21.5   IE8-7-1-1 (AS), pIE9-2-1 (AS) 

(10) AD169 
(50) AD169  IE L  E-L (10) 

UL22A, 
UL20a   

IE8-7-1-1 (S), pIE9-2-1 (S) pIE526 (AS), pIE912 (AS), 
pIE626 (AS) 

(55) AD169 
(50) AD169  IE  L (50) 

UL23   pIE9-2-2 (S), pL7-5-1 (AS), pL5312 (S)   IE, L   

UL24   pL3115 (AS), pL5312 (S), pL8212 (AS), pL715 (AS)   L   

UL25   
pL3115 (S), pL8212 (S), pL241(S), pL757 (S), pL6414 
(S), pL10311 (S), pIE811 (AS) (5) AD169  L, IE  L (5) 

UL26   pE104117 (S) (59) AD169  E E  E-L (59) 

UL27   pE104117 (S), pL551 (AS)   E, L E   
UL28   pL551 (AS)   L L   

UL29   pL551 (AS), pIE526 (S), pIE912 (S), pIE626 (S)   IE, L L   



UL30   pL551 (AS)   L   
UL31   NR (11) Towne   L  L (11) 

UL32   
pL2510 (S), pL326 (S), pL246 (S), pL235 (S), pL1013 
(S), pL1048 (S) (25) AD169  L L   

UL33   pL3212 (S), pL325 (S), pL2515 (S) (71) AD169  L 
 
E  L (71) 

UL34   

(All in S orientation) pIE5212, pIE625, pIE223, pIE224, 
pIE618, pIE336, pIE523, pL639, pL6212, pIE1034, 
pL6211 (71) AD169  IE, L E-L  L (71) 

UL35   pL533 (S), pL6410 (S) (39) Towne  L E  L (39)  
UL35A   pL3214 (S), pL533 (S) (39) Towne  L  E (39) 

UL36   pE10422 (S), IE-9-1-1 (S), pIE521 (S), pE104114 (AS) 

(32) 
(55) AD169  
(66) AD169 
(67) AD169 
(68) AD169  IE, E E  IE (66-68)  

UL38    

(32) 
(66) AD169 
(67) AD169 
(68) AD169    IE (66-68) 

UL37 
gpUL37   

pE104114 (AS), pIE324 (S), pL6313 (S), pIE788 (S), 
IE913 (S), pL258 (S) 

(32) 
(65) AD169 
(66) AD169 
(67) AD169 
(68) AD169  IE, E, L  IE (66-68) 

UL39   pL5510 (AS)   L   
UL40   NR (69) AD169   E-L   
UL41A   pL5510 (S), pL525 (S)   L L   

UL42   
pL5510 (S), IE-9-10-5 (S), pIE1012 (S), pL824 (S), L-
10-4-2 (S), pL525 (S)   IE, L   

UL43   

pL5510 (S), IE-9-10-5 (S), pIE1012 (S), pL824 (S), L-
10-4-2 (S), pL5111 (S), pL812 (S), pE10419 (S), pL333 
(S), pL525 (S)   L, IE L   

UL44   
pL5111 (S), pL812 (S), pE10419 (S), pL216 (S), pIE325 
(S), L-8-2-7 (S), L-10-3-1 (S), pL552 (S), pL525 (S) 

(19) Towne 
(20) Towne 
(35) Towne 
(44)  L, E, IE E-L  E, L (35) 

UL45   pL1044 (S)   L   



UL46   IE-9-10-16 (S)   IE E-L   
UL47   IE-9-10-16 (AS) (6) AD169  IE E-L  L (24) 

UL48   
pL238 (AS), pL4410 (AS), pE1012115 (AS), pE1011210 
(AS) 

(6) AD169 
(11) Towne  E, L L  L (11) 

UL48.5 
UL48/UL49 
UL48A   pL238 (S), pL4410 (S), pE1012115 (S), pE1011210 (S)   E, L   

UL49   
pL238 (S), pL4410 (S), pE1012115 (S), pE1011210 (S), 
pL632 (S), pL723 (S),  pE101125 (S)   E, L E-L   

UL50   pE101125 (S)   E   
UL51   NR      

UL52   
pL258 (AS), pE10135 (S), pL319 (S), pL726 (S), L-10-4-
1 (S), pL5210, pL327   L L   

UL53   
pL319 (S), pL726 (S), L-10-4-1 (S), pL5210 (S), pL327, 
pL3111 (S)   L E   

UL54   NR 

(22) AD169 
(33) AD169 
(58) AD169  L E  E (22, 33, 58) 

UL55 gB   pL8210 (S), pL649 (S) (58) AD169  L E  E-L (58) 

UL56   pL8210 (S), pL649 (S) 
(9) AD169 
(58) AD169  L E  E (9, 58) 

UL57 ICP8 
ssDNA BP   NR 

(29) AD169 
(58) AD169   E  E (29, 58) 

UL58   NR    E   
UL59   NR    L   
UL60   NR    L   

UL61   

pL252 (AS), pL629 (AS), pL638 (AS), pL831 (AS), 
pE103314 (AS), pE10335 (AS), pE109512 (AS), pL7210 
(AS), pL6210 (AS), pL756 (AS), pL233 (S), pL537 (S)   L, E   

UL62   

pL252 (AS), pL629 (AS), pL638 (AS), pL831 (AS), 
pE103314 (AS), pE10335 (AS), pE109512 (AS), pL7210 
(AS), pL6210 (AS), pL756 (AS), pE101124 (AS), pL937 
(AS), pL233 (S),, pL729 (S), pL537 (S)   L, E   



UL63   

pL252 (S), pL629 (S), pL638 (S), pL831 (S), pL937 (S), 
pL5317 (S), pL6312 (S), pL524 (S), pE10338 (S), 
pE10415 (S), pL832 (S), pL754 (S), pE103314 (S), 
pE10335 (S), pE109512 (S), pE6210 (S), pL756 (S), 
pE10124 (S), pL233 (AS), pL729 (AS), pL537 (AS)   L, E E   

UL64   

pL252 (AS), pL629 (AS), pL638 (AS), pL831 (AS),  
pE103314 (AS), pE10335 (AS), pE109512 (AS),  pL756 
(AS), pE101124 (AS), pL937 (AS), pL5317 (AS), 
pL6312 (AS), pL524 (AS), pE10338 (AS), pE10415 
(AS), pL832 (AS), pL754 (AS), pL647 (AS), pE10953 
(AS), pL338 (AS), pL717 (AS), pL814 (AS), pL233 (S), 
pL5110 (S), pL729 (S), pL537 (S)   L, E   

UL65   

pL629 (S), pL638 (S), pL831 (S),  pE103314 (S), 
pE10335 (S), pE109512 (S), pL756 (S), pL937 (S), 
pL5317 (S), pL6312 (S), pL524 (S), pE10338 (S), 
pE10415 (S), pL832 (S), pL754 (S), pL647 (S), 
pE10953 (S), pL338 (S), pL717 (S), pL814 (S), pL233 
(AS), pL5110 (AS), pL537 (AS) 

(15) Towne  
(16) Towne 
(55) AD169  L, E  L (16) 

UL66   

pL629 (AS), pL638 (AS), pL831 (AS),  pE103314 (S), 
pE10335 (S), pE109512 (S),  pL756 (S), pL937 (S), 
pL5317 (AS), pL524 (AS), pE10338 (AS), pE10415 
(AS), pL832 (AS), pL754 (AS), pL647 (AS), pE10953, 
pL338, pL717, pL814,  L-8-1-4 (AS), pL537 (S) (11) Towne  L, E  E-L (11) 

UL67   

pL629 (AS), pL638 (AS), pL831 (AS),  pE103314 (AS), 
pE10335 (AS), pE109512 (AS), pL756 (AS), pL937 
(AS), pL5317 (AS), pL524 (AS), pE10338 (AS), 
pE10415 (AS), pL832 (AS), pL754, pL647, pE10953 
(AS), pL338 (AS), pL717 (AS), pL814 (AS), L-8-1-4 
(AS), pL537 (S)   L, E L   

UL68   

pL629 (AS), pL638 (AS), pL831 (AS),  pE103314 (AS), 
pE10335 (AS), pE109512 (AS), pL756 (AS), pL937 
(AS), pL5317 (AS), pL524 (AS), pE10338 (AS), 
pE10415 (AS), pL832 (AS), pL754, pL647, pE10953 
(AS), pL338 (AS), pL717 (AS), pL814 (AS) (11) Towne  L, E L  L (11) 

UL69   NR 
(19) Towne 
(76) AD169   E-L  E-L (76) 

UL71   pL5511 (S), pIE226 (S), pL337 (S)   L, IE   

UL70   pL821 (S), pL933 (AS), pL345 (AS), pL5511 (AS)   L   

UL72   
pL643 (S), pE104111 (AS), pL6311 (AS), L-10-1-4 (AS), 
pL5511 (AS)   L E-L   

UL73 gN   pE104111 (S), pL6311 (S), L-10-1-4 (S), pL635 (AS) (11) Towne  L, E E-L  L (11) 



UL74 gO   pE104111 (AS), pL6311 (AS), L-10-1-4 (AS), pL635 (S)   L, E   

UL75 gH   NR (46) Towne   E-L   
UL76   NR      

UL77   
pL745 (S), pL536 (S), pL1029 (S),  L10-2-7(S),  
pL10410 (S)   L E   

UL78   
pL745 (S), pL536 (S), pL1029 (S), L10-2-7 (S), pL10410 
(S), pE104110 (S), pIE322 (S)   L, E, IE E   

UL79   pL615 (AS), pL342 (AS)   L   

UL80 apnG   pL615 (S), pL342 (S) (72) Colburn  L   
UL80.5 
UL80a   pL342 (S) (72) Colburn  L   

UL81   pL826 (S), pL223 (S)  
(7) Clinical 
isolate L, IE L   

UL82   

(All in S orientation) pL826, pIE527, pIE527, pL223, 
pL234, pL225, pL244, pL555, pL226, pL711, pL959, 
pL6310, pL532 

(45) AD169 
(54) AD169 

(7) Clinical 
isolate L, IE L   

UL83   

(All in S orientation) pL5513, pL236, pL3114, pL826, 
pL556, pL721, pL715, pL4112, pL215, pL1047, pL5512, 
pL911, pL10110, pL211, pL816, pL2512, pL722, pL711, 
pL959, pL6310, pL532 

(45) AD169 
(54) AD169  L L   

UL84   
(All in S orientation) pIE610, pL753, pL5314, pL742, 
pL1041, pL511, pL743, pL315, pL553   L E-L   

UL85   pL1015 (S), pIE6110 (S)   IE, L E-L   

UL86   NR 
(13, 53) 
AD169   E-L  L (53) 

UL87   pL339 (AS), pL2212 (AS)   L   
UL88   pL339 (AS), pL725 (S), pL2212 (AS)   L   
UL91    pL725 (S)   L L   
UL90    pL725 (S)   L L   
UL92    pL725 (S),  pL2212 (AS)   L L   
UL93    pL725 (S), pL331 (S) (74) Towne  L L   

UL94    pL725 (S), pL331 (S) 

(55) AD169 
(74)Towne 
(75) Towne   L  L (75)  



UL95    pIE628 (S) (74) Towne  IE   

UL89    pL725 (AS), pL331 (AS),  pL2212 (S) 
(50) AD169 
(74) Towne  L E-L  E, L (50) 

UL96    pIE628 (S) (74) Towne  IE E-L   

UL97   
pIE628 (S), pL711 (S), pIE334 (S), pL231 (S), pIE918 
(S), pIE925 (S), pL314 (S), pL346 (S) (74) Towne  IE, L E-L   

UL98   

pIE628 (S), pIE334 (S), pL231 (S), pIE918 (S), pIE925 
(S), pL314 (S), pL346 (S), pE103120 (S), pIE8110 (S), 
pE1012120 (S), pL759 (S), pL613 (S) 

(1) AD169  
(74) Towne   L, IE, E E-L  L (42) 

UL99   
pIE628 (S), pE103120 (S), pIE8110 (S), pE1012120 (S), 
pL759 (S), pL613 (S) 

(42)Towne 
(74) Towne 
(1) AD169  IE, E, L  L (42) 

gM UL100   L-8-2-5 (S), pE102221 (S) (37) AD169  E, L E-L   

UL102   L-8-2-5 (AS), pL1035 (S), pL2211 (S), pL222 (AS) 
(57) AD169 
and Towne  L L  E (57)  

UL103   NR    L   
UL105   NR (56) Towne   E  E (56) 
UL104   NR    E   

5kb intron 
(spans 
UL111-
UL106) pL539 (S), pL3211 (S) 

(11) Towne 
(34) AD169 
(47) AD169 
and Towne  
(50) AD169  L  

IE, E, L (34, 
47), L (50) 

UL106   pL539 (S), pL3211 (S)   L E-L   
UL107   pIE8112 (AS), pL727 (AS)   IE, L L   

UL108   pIE8112 (S), pL727 (S), pIE2212 (AS)   IE, L L   

UL109   pL748 (S), pL5211(S),  pL322 (S), pL212 (S)   L L   

UL110   
pL6316 (S), pL935 (S), IE-9-1-5 (S), L-10-4-16 (S), 
pL748 (S), pL5211(S),  pL322 (S), pL212 (S) (11) Towne  L, IE IE, E, L  IE, L (11) 

UL111A 
cmvIL-10   pL2513 (S), pL539 (AS), pL3211 (AS) 

(31) AD169 
(40) Towne, 
primate 
strains 
(51) Towne  L E-L  

 
 



UL111   
pL6316 (S), pL935 (S), IE-9-1-5 (S), L-10-4-16 (S), 
pL2513 (AS), pIE538 (AS), pL539 (S),  pL3211 (S)   L, IE L   

UL112   
IE-9-10-13 (S), pIE1036 (S), pL6315 (S), IE-9-10-17 (S), 
pIE638 (S), pL3211 (AS) 

(19) Towne  
(61) AD169 
(77) AD169  IE, L E  E (61) 

UL114 UDG   IE-10-1-2 (S), L-8-2-2 (S), pIE834 (S) (14) AD169  IE, L E   

UL115   
IE-10-1-2 (S), L-8-2-2 (S), pIE834 (S), pIE923 (S), 
pL449 (AS), pL237 (AS) (36) Towne IE, L  IE, L (36) 

UL116   pIE834 (S), pIE923 (S), pL449 (AS), pL237 (AS) (36) Towne IE, L E-L  IE, L (36) 
UL117   pL3211 (S), IE-9-2-1 (S) (36) Towne IE, L  IE, L (36) 

UL119   NR 

(3) AD169 
(36) Towne 
(50) AD169 

(36) Authors  
report that 
only sense 
UL119-115 
transcripts 
derived from 
the same DNA 
strand were 
detected.  E  

E, L (10) 
IE, L (36) 

UL120   NR      
UL121   NR      

UL122   
IE-10-1-3 (S), pL718 (S), pL256 (S), pIE614 (S), 
pIE6310 (S), pIE1015 (S)  

(28) AD169 
(49) AD169 
(50) AD169 
(60) AD169 
(63) Towne 
(73) AD169  IE, L IE, L  

IE (60); L (49); 
IE, L (50) 

IE1 UL123   

(All in S orientation) pIE326, pIE915, pIE817, pIE5210, 
pIE721, pIE714, pIE8111, pIE783, pIE813, pIE627, 
pIE927, pIE818, pIE815, pIE622, IE-9-1-7, IE-9-1-13, 
IE-9-10-15, IE-9-10-8, IE-9-1-8, IE-10-1-6, IE-9-2-9, 
pIE814, pIE639, pIE634, pIE333, IE-9-10-4, pIE724, 
pIE335, IE-10-1-7, IE-10-1-5, IE-9-2-8, IE-9-10-10, 
pIE535, pIE2210, pIE613, pIE528, pIE836, pE1012215, 
IE-9-2-5, IE-10-1-8, IE-9-2-7 

(2) AD169 
(4) AD169 
(49) AD169 
(60) AD169 
(63) Towne 
(64) Towne 

(30) Clinical 
isolate IE, E IE  IE (60) 

UL124   NR    E   
UL125   NR      
UL126   NR      

UL127   NR (41) Towne 

(41) Towne 
(evidence for 
AS upstream 
of UL127)    

UL128   pL1045 (S), pL247 (S), pIE531 (S), pL5212 (S) (43) Towne  L, IE E  E (43) 



UL129   pL1045 (S), pL247 (S), pIE531 (S), pL5212 (S)   L, IE L   

UL130   pL1045 (S), pL247 (S), pIE531 (S), pL5212 (S)   L, IE E-L   

UL131A   pL1045 (S), pL247 (S), pIE531 (S), pL5212 (S)   L, IE L   

UL132   
(All in S orientation) pE101218, pL518, pL5318, L-10-4-
15, pL443, pL523, pL413, pL713, L-10-1-8   L, E E-L   

UL148   
(All in S orientation) pE101218, pL518, pL5318, L-10-4-
15, pL443, pL523, pL413, pL713, L-10-1-8   L, E   

J1I   NR    E   

TRL14 IRL14   L-7-8-1-4 (S)   L E, L   

TRL13 IRL13   
pL443 (S), pL523 (S), pL413 (S), pL713 (S), L-7-8-1-4 
(S) (79) AD169  L E-L   

TRL12 IRL12   NR    E-L   

TRL11 IRL11   L-8-1-5 (AS), pL811 (AS) (3) AD169  L L   

TRL10 IRL10   L-8-1-5 (AS)   L E-L   

TRL9 IRL9   L-8-1-5 (AS), pL811 (AS), pE101213 (AS) (11) Towne  L, E L   

TRL8 IRL8   

(All in AS orientation) pL417, pL227, L-8-10-5, L-10-4-
17,  pIE823, L-10-3-6, L-10-4-8, L-10-1-13, L10-1-6, L-
10-4-5, pL717, pL1711, L-8-1-5, pL811, pE101213  (11) Towne  L, E L  L (11) 

TRL7 IRL7   

(All in S orientation) pL417, pL227, L-8-10-5, L-10-4-17, 
pIE823, L-10-3-6, L-10-4-8, L-10-1-13, L-10-1-6, L-10-4-
5, pL255, L-8-1-5, pE101213, L-8-1-5, pL811, 
pE101213, pL1711, pL717 (55) AD169  L, IE E  L (11) 

TRL6 IRL6   NR (17) AD169   L  L (17) 

TRL4 IRL4   

(Clones in S orientiation): pE101350, pL344, pE10222, 
E-8-2-5, pL6314, pE101121, pL348, pL828, pE10414, 
pL446, pE104116, pE1033318, pE1012220, pE10319, 
pE109511, pE10218, pL559, pL441, L-8-1-3, 
pE1011215, pL519, pL825, pE103312, pL7111, 
pE1012119, pE102218, pE102212, pE10325, AND 141 
clones in transcript group 148 (see suppl. table 1). 
(Clones in AS orientiation): pE103210, pE1012213, 
pE101032 

(18) Davis 
(19) Towne 
(50) AD169 
(70) Towne 
(78) AD169  E, L E  E, L (50) 



TRL5 IRL5   

(All in AS orientation)  pE109511, pE10218, pL559, 
pL519, pL825, pE103312, pL7111, pE1012119, 
pE10325, AND 141 clones in transcript group 148 (see 
suppl. table 1).   E, L   

IRL3 RL3   

(Clones in S orientiation): pE104119, pE103210, 
pE1012213, pE101032, pL328, pE1211, pE1012129  
(Clones in AS orientiation): pE10135, pL344, pE10222, 
E-8-2-5, pL6314, pE101121, pL348, pL828, pE10414, 
pL446, pE104116, pE1033318, pE1012220, pL827, 
pL448, L-10-1-5, pE1011211, pE10336, L-10-4-3, 
pE1012150, pE10331, pE10224, L-10-4-14, pE101221, 
L-10-3-2, pE10136, pE10122, pL213, pL445, L-10-4-11, 
pE10319, pE102212, pL245, pL441, L-8-1-3, 
pE1011215, E-9-1-3, E-8-2-6, E-8-2-2, pE102218, 
pE10325 AND 141 clones in transcript group 148 (see 
suppl. table 1).   E, L L   

IRL2   

pE101127 (S), pE103310 (S), pE103213 (S), pE10229, 
E-8-2-1 (S), pL719 (S), pE10138 (AS), pE10225 (AS), 
L-10-3-5 (AS), pE10127 (AS), pL332 (AS), L-10-4-10 
(AS), E-9-1-2 (AS), pE10332 (AS), pE1012110 (AS), 
pE101114 (AS), pE104118 (AS), pE101129 (AS), L-10-
3-4 (AS), L-10-1-9 (AS), pE1012112 (AS), pE101228 
(AS), pE101216 (AS)   E, L E   

RL1 IRL1   pE101127 (S)   E   
J1I   NR      

IRS1   pE1012117 (S), pE101316 (S), pIE934 (S), pL645 (AS) (52) AD169  E, IE   

US1   pE1012117 (AS), pE101316 (AS), pIE934 (AS)   E, IE   
US2   NR      

US3   
IE10-1-4 (S), pIE534 (S), pIE536 (S), pIE931 (S), 
pIE1013 (S) 

(8) Towne 
(38) Towne 
(55) AD169 
(67) AD169 
(50) AD169 
(26) AD169  IE IE  

IE (8, 67); IE, E 
(50) 

US4   pL718 (AS), pL712 (AS)   L   
US5   pL718 (AS), pL712 (AS)   L   
US6   pL718 (S), pL712 (S) (26) AD169  L E-L  E-L (26) 
US7   NR (26) AD169   E-L  E-L, L (26) 



US8   pE101116 (S), pE1012216 (S), pL612 (S) (26) AD169  E, L E  E (26) 

US9   pE101116 (S), pE1012216 (S), pL612 (S) (26) AD169  E, L E  E (26) 
US10   pE101215 (S) (26) AD169  E E  E (26) 
US11   pE101215 (S) (26) AD169  E E  E (26) 
US12   NR    E   

US13   pIE833 (S), pE10329 (S), pL7112 (S)   IE, E, L E   

US14   
pE10329 (S), pL7112 (S), pE10427 (S), pL1032 (S), 
pL7411 (S), pL752 (S)   L, E, IE E  

US15   pE10427 (S), pL1032 (S), pL7411 (S), pL752 (S)   L, E E-L   
US16   NR    E   
US17   NR    E   
US18   pL10-4-18 (S), pL516 (S) (21) Towne L E  E, L (21) 

US19   pE1011212 (S), pE10132 (S), pE103217 (S) (21) Towne E E  E, L (21) 

US20   pE1011212 (S), pE10132 (S), pE103217 (S)  (21)Towne 

(21) Authors 
report that no 
antisense 
transcripts 
were found in 
the US18-20 
region. E E  E, L (21) 

US21   NR      
US22   pIE717 (S), pL831 (S)   IE, L E   
US23   pL412 (S)   L E   
US24   pL412 (S)   L E   
US25   NR    E-L   
US26   NR    E   
US27   pL415 (S) (71) AD169  L E  L (71) 

US28   pL1011113 (S), pE1012113 (S), pE101035 (S) (71) AD169  E, L E  L (71) 

US29   L-824 (AS), pE103112 (AS), pL521 (AS)   L, E E-L   
US30   L-824 (AS), pE103112 (AS)   E, L E   
US31   pE103112 (AS)   E   
US32   pL719 (S), pL521 (AS)   L L   

US34   
pE101035 (S), pE1032118 (S), pIE713 (S), pIE624 (S), 
pIE229 (S) (55) AD169  IE, E E   

US34A   pE1032118 (S), pIE713 (S), pIE624 (S), pIE229 (S)      



 
1    Clones representing all or part of the gene sequences are included; NR, not represented in these libraries. 
2    References listed here include only those studies which ascertained temporal class according to definitions established with the use of protein synthesis and 
DNA synthesis drug inhibitors.  
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