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® [14 i = ‘1 and morphological analysis of the analyzed
: ® P cell populations. A) flow cytometry analysis
™ % ® ! ‘& of lineage specific antigens used to isolate
m w : a cell populations from cord or peripheral
° e A '

blood. The cytofluorimetric analysis was per-
formed after the purification procedure. In
details, CD34, CD16 and CD14 antibodies
have been used to positive select stem
cells, neutrophils and monocytes respec-
tively; human eosinophils were obtained as
negative fraction of the CD16-based purifi-
cation procedure. In the upper part of this
panel a morphological analysis of each fresh
. N . population is reported. B) CD14+ and
Lineage - Specific Antigen CD14- myeloid precursors purification and
morphological analysis. In the left part of the
panel, the flow cytometry analysis of CD14
B expression is reported respectively in the
unseparated and separated day 7 myeloid
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b precursors. In the right side, morphological
2 q analysis of purified CD14- and CD14+ cells
= & appears respectively as granulocyte precur-
. sors at the late myeloblast/promyelocyte of
Myeloblasts differentiation and monocyte —like precur-
PURICFIIDC":TION = sors. C) flow cytometry histogram of Gly-
& cophorin A and CD41a expression which
: ,’ z. identify, respectively, erythroblasts and
a 4 megakarioblasts cell populations generated
‘ in vitro from CD34+ stem /progenitors cells
— cultured in the presence of a proper cyto-
Monoblasts kines mixture as described in the “Methods”

section. Morphological analysis of cytocen-
trifugated preparations and May and
Grunwald - Giemsa stained are reported in
the right side of the panel.
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