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Supplemental Figure S2. Generation of Arabidopsis CaPO2-OX plants that express the CaPO2 gene. 

A, Construct for expressing the pepper CaPO2 gene in transgenic Arabidopsis. Pnos, 5’-upstream 

sequence of the nopaline synthase gene; NPTII, neomycin phosphotransferase II; P35S, 5’-upstream 

sequence of the CaMV 35S promoter; Tnos, polyadenylation signal sequence of the nopaline synthase

gene in the Ti plasmid. B, Northern blot analysis of total RNA from 4-week-old wild-type (Col-0) and 

transgenic Arabidopsis (T2) leaves transformed with pBIN35S: CaPO2. Equal loading of total RNA (10 

μg per lane) was verified by visualizing rRNA on a gel stained with ethidium bromide. WT, Col-0. C, 

Spectrophotometric quantification of total peroxidase activity in Arabidopsis wild-type and CaPO2-OX 

plants. WT, wild-type; 35S:CaPO2, CaPO2-OX lines. Data are the means ± standard deviations from 

five independent experiments.


