Table S1. Strains and plasmids used in this study

Name Relevant genotype Source

Strains
APQI12-GFP MATa his3 ura3A0 leu2AO met1 SA0 APQ12-GFP Invitrogen
apql2A, a MATa his3 ura3A0 leu2A0 met15A0 apgql2:KAN® EUROSCARF
apql2A, o MATo his3 ura3A0 leu2A0 lys2 apql2:KAN® Research Genetics
nup188A MATo his3 ura3A0 leu2A0 lys2 nupl88: KAN® Research Genetics
nupl70A MATo his3 ura3A0 leu2A0 lys2 nupl70: KAN® Research Genetics
poml52A MATa his3 ura3A0 leu2A0 lys2 pom152:KANR Research Genetics
JSy064 his3 ura3A0 leu2A0 pom152:: KANF apgl12::KAN® This study
pom34A MATo his3 ura3A0 leu2A0 lys2 pom34::KAN® Research Genetics
JSy058 his3 ura3A0 leu2A0 pom34:: KAN® apg12::KAN® This study
nup60A MATa his3 ura3A0 leu2A0 lys2 nup60: - KAN® Research Genetics
JSy063 his3 ura3A0 leu2A0 nup60::KAN® apq12: KAN® This study
nup2A MATa his3 ura3A0 leu2A0 lys2 nup2: - KAN® Research Genetics
ISy062 his3 ura3A0 leu2A0 nup2::KAN® apq12: KAN® This study
nupl00A MATa. his3 ura3A0 leu2A0 lys2 nupl00: KAN® Research Genetics
JSy051 ura3A0 leu2A0 nup100::KAN® apq12::KAN® This study
CHY255 MATo his3 ura3A0 leu2A0 lys2 rat8-2::NATR This study
CDy3 his3 ura3A0 leu2A0 rat8-2:NAT® apq12::KAN® This study
mex67-5 MATa his3 lys2 leu2A0 ura3A0 mex67-5::NAT® This study
CHy245 MATo rat7AN ura3-52 leu2Al his3A200 trplA63 This study
CDy4 ura3 leu2 his3 rat7AN apq12::KAN® This study
SPY23 MATo trpIA63 ura3-52 leu2Al glel-37 Hodge et al., 1999
CHyl119 MATo ura3-52 leu2Al ripl::HIS3 Saavedra et al., 1997
CHy108 MATo ura3-52 leu2Al trpIA63 nup120::HIS3 Heath et al., 1995
AGy916 MATo ura3-52 leu2Al trpIA63 nup85::HIS3 Goldstein et al., 1996
JSy052 ura3 leu2 nup85A::HIS3 apql2:KAN® This study
JSy059 his3 ura3A0 leu2A0 nup188: : KAN® apq12:: KAN® This study
JSy061 his3 ura3A0 leu2A0 nup170:: KAN® apq12:: KAN® This study
JSy049 his3 ura3A0 leu2A0 NIC96-mRFP::HIS3 apq12:: KAN® This study
NIC96-mRFP MATa his3 ura3A0 leu2A0 NIC96-mRFP::HIS3 J. Falvo®
NUP82-GFP MATa his3 ura3A0 leu2AQ NUPS82-GFP::HIS3 Invitrogen
JSy050 his3 ura3A0 leu2AO0 NUP82-GFP::HIS3 apql2::KAN® This study
JSy054 MATa his3A200 ura3-52 leu2A1 GFP-NUP49.::URA3 This study
JSy055 MATo his3 ura3A0 leu2A0 met15A0 apg12: - KAN® GFP-NUP49::URA3 This study
NUPI-GFP MATa his3A1 ura3A0 leu2A0 met1SA0 NUP1-GFP::HIS3 Invitrogen
NUP60-GFP MATa his3A1 ura3A0 leu2AQ met1 SA0 NUP60-GFP::HIS3 Invitrogen
NUPI170-GFP MATa his3A1 ura3A0 leu2AQ met1 SAO0 NUP170-GFP::HIS3 Invitrogen
NUPI188-GFP MATa his3AI ura3A0 leu2A0 met1 SAO NUP188-GFP::HIS3 Invitrogen
NSPI-GFP MATa his3AI ura3A0 leu2A0 met1 SAO NSP1-GFP::HIS3 Invitrogen
MLPI-GFP MATa his3A1 ura3A0 leu2AO met1 5A0 MLP1-GFP::HIS3 Invitrogen
SAC3-GFP MATa his3A1 ura3A0 leu2A0 met1 SA0 SAC3-GFP::HIS3 Invitrogen
NUP57-GFP MATa his3A1 ura3A0 leu2AQ met1 SA0 NUP57-GFP::HIS3 Invitrogen
JSy065 his3 ura3A0 leu2AO NUPI-GFP::HIS3 apq12: - KAN® This study
JSy066 his3 ura3A0 leu2A0 NUP60-GFP::HIS3 apql2:-KAN® This study
JSy067 his3 ura3A0 leu2AO NUP170-GFP::HIS3 apq12:: KAN® This study
JSy068 his3 ura3A0 leu2AO NUP188-GFP::HIS3 apq12:: KAN® This study
JSy048 his3 ura3 leu2 ripl::HIS3 apql2: - KAN® pRIP1-GFP This study
JSy071 his3 ura3A0 leu2AO NUP57-GFP::HIS3 apql2:: KAN® This study
JSy072 his3 ura3A0 leu2AO SAC3-GFP::HIS3 apql2::KAN® This study
JSy073 his3 ura3A0 leu2AO MLP1-GFP::HIS3 apqi2::KAN® This study
JSy077 his3 ura3A0 leu2AQ NSP1-GFP::HIS3 apql2::KAN® This study
CSy513 MATa trplA63 ura3-52 leu2Al rat8/dbp5::HIS3 pRat8.31 Snay-Hodge et al., 1998
CSy1052 ura3 leu2 apql2::KAN® rat8/dbp5::HIS3 pRat8.31 (YCplac33RATS) This study
YDPyl11 MATo glel::HIS3 ura3-52 leu2A 1 his3A200 trpIA63 (pVDP9: Del Priore et al., 1996

YCpLac33-GLE1)

CSy1054 ura3 leu2 apql2: KAN® glel ::HIS3 pVDP9 This study
2709 MATa ndcl::KanMX + pALR10-NDCl1 Lau et al., 2004
JSy084 apq12::KAN® ndel::KanMX + pALR10-NDC1 This study
JSy085 GALI10-GFP-S65T-nup49-URA3 This study
JSy086 GALI10-GFP-S65T-nup49-URA3 apql2: - KAN® This study
SWY27 MATa ade2-1 ura3-1 his3-11,15 trpl-1 leu2-3,112 canl-100 Wente and Blobel, 1993

nupl16-5::HIS3
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JSy090
JSy096
JSy101
RSy281
erv25A
SWY2515

YRX12
JSy102
Name
Plasmids
pFS1030
pCS835
pMex67-GFP
pCSNup49-GFP-1
pRip1-GFP

PALR-10

pIK59

CBB179%4
Yip-Nupp116-GFP

apq12:: KAN® nup116-5::HIS3

SECG63-RFP::HIS3 NUP82-GFP::HIS3 apql2: KAN®

NUPI88-RFP:: KANR NUP82-GFP::HIS3 apq12:: KANR

MATo sec23-1 ura3-52 his4-619

MATa his3A leu2A0 ura3A0 lys2A0 erv25::KAN®

MATa trpl-1 ura3-1 his3-11,15 leu2-3,112 canl-100 NIC96-GFP::HIS3
NUP170-GFP::URA3 prp20 (G282S)

MATo ura3-52 his3A200 leu2Al lys2-801 accl-7-1

ura3-52 his3 leu2 apq12: KAN® mtr7-1(accl)

Description

GLEI-GFP, LEU2, CEN
RATS8-GFP in YCplacl11
pUNI100-LEU2-MEX67-GFP
GFP-NUP49 in Ylplac211
RIPI-GFP, LEU2, 2um
pRS314-ndci-39-3xmyc
pRS315-NDCI-GFP
PNDCI, URA3, CEN
pSEC63-GFP, URA3, CEN
p4xUPRE-GFP URA3
Nupl16-GFP in Ylplac211

This study

This study

This study

C. Barlowe®
Research Genetics
Ryan et al., 2003

Schneiter et al., 1996
This study
Source

Strahm et al., 1999
Snay-Hodge et al., 1998
Segref et al., 1997
This study

F. Stutz®

Lau et al., 2004
Chial et al., 1998
Chial et al., 1998
Prinz et al., 2000
Wilson et al., 2006
Izawa et al., 2004

*Harvard Medical School, Boston, MA.
®Dartmouth Medical School, Hanover, NH.
“Department of Cell Biology, University of Geneva, Geneva, Switzerland.
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