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Supplemental Figure S2 - Permutation Analysis of Microarray Overlap: To test the possibility that the overlap between arrays might be 
observed by chance alone we carried out 100,000 permutation trials in which genes were selected from each array platform randomly and 
then compared for overlap. In contrast to our experimental overlap of 13 genes, the mean overlap across permutation trials was 1.56 (standard 
deviation = 1.24). Importantly, none of these simulation trials yielded overlap equal to or exceeding our experimental observations (empiric p 
< 10-5). Together with the low hypergeometric probability (p < 3.3 x 10-13) this shows that the overlap between array platforms is significant. 


