
Alignment of protein sequences from several T. whipplei isolates 
 
TWT018: deoD 
Twist  YVLVIGARTHLYQGHGPEAVVHGIKTAHAAGARVAILTNGAGSTVPDWGPGEVVVIX 
Dig7  YVLVIGARAHLYQGHGPEAVVHGIKTAHAAGARVAILTNGAGSTVPEWGPGEVVVIX 
 
TWT099: unknown 
Twist  YITYFIVDKLRLYQLPNCLFWLPNCLFWLPNLLLWLV 
Dig10  LYHLFH*CRA*VIPVTQPFIVVSPVLGLGLGN*GELFLLHV 
DigNeuro14 YITYFIDAGLGYTSYPTIYCG*SCFGLGLGN*GELFL 
DigNeuro18 SNRPCIFVPISPISLYHLFH*CRLRLYQLPNHLLWLV 
 
TWT171: unknown 
Twist   RMHWPVDACWPGIKLFWINWSLLVFSAILLWYAFSACRKVGRVVAYIGSIGGGALLSLRTLLAHPSYTPHL 
Dig7  RMHWPVDACWPGIKLFRTNWSLLVFSAILLWYAFSACRKVCHVVAYIGSIGGGALLSLRTLLAHPSYTPHL 
Dig15  RMYGPVDACWPGIKLFWTNWSLLVFSAILLWYAFSACRKVGHVVAYIGSIGGGALLSLRTLLAHPSYTPHL 
 
TWT176: unknown 
Twist   EVATLFTGAGLGKAAGKAAAKKLFKFLADKAAGKLVKQFLERLVVKAADTAANKVLHFGIDALSLPCKGRKPYYI 
Dig15  EVATLFTGAGLGKAAGKAAAKKLFKFLADKAAGKLVKQFLERLVVKAADTAANKVLHFGIDALSLPCKGRKPYYI 
 
TWT199: ftsE 
Twist   GITTKLLVQDKEVSVFLSTKEGAAGSSDASSCANNITGTGRCDTGLRDT-----HKSDTHNATPRDRALLHDPGLHDTGLQGDVTQGYMT 
Dig7  GITTKLLVQDKEVSVFLSTKEGAAGNSDASSCANNITDTGVRDTGVRDT-----HKSDTHNATPRDRALLHDPGLHDAGLQGDVTHGYMT 
Art1  GTTTKLLVQDKEVSVFLSTKEGAAGNSDASSCANNITDTGVRDTGVRDTGVRDTHKSDTHNATPRDRALLHDPGLHDAGLQGDVTQGYMT 
DigMusc17 GITTKLLVQDKEVSVFLSTKEGAAGNSDASSCANNITDTGVRDTGVRDT-----HKSDTHNATPRDRALLHDPGLHDAGLQGDVTQGYMT 
DigNeuro18 GITTKLLVQDKEVSVFLSTKEGAAGNSDASSCANNITDTGVRDTGVRDT-----HKSDTHNATPRDRALLHDPGLHDAGLQGDVIQGYMT 
DigADP11 GITTKLSGSRKEVRFFCQQKR--AQQVTVMQVAAQIT*PIQGYVIQGYVIPINLIHIMQHPVTAHYYMTLDCMMLDYREM*HKGT*HX 
 
TWT203: ksgA 
Twist   PTSQLHGLQVTSGSQHPTNQGVHDTGLRDTHKSDTHNATPRDRALLHDPGLHDTGLQGDVTQGYMT 
Dig15  PTSQLHGL------QHLTNQGRCDTGLRDTHKSDTHNATPRDRALLHDPGLHDTGLQGDVTQGVRH 
 
TWT232: WiSP 
Twist   AVGVFSNGAGPTTPVVVVHPNNRTTVCLTCICNRAVIRLRPKCIGEPVKHILSSX 
Dig9  AVGVFSNGADSTTPVVVVPPNNRTTICLTCICNRTVIRLRPKCIGEPVKHILSSX 
Art1  AVGVFSNGADSTTPVVVVPPNNRTTICLTCICNRTVIRLRPKCIGEPVKHILSSX 
DigMusc17 AVGVFSNGADSTTPVVVVPPNNRTTICLTCICNRTVIRLRPKCIGEPVKHILSSX 
 
TWT277: unknown 
Twist   IDTNINPYKRRQAPTQHRQAYARAKLTGRRRATNPTARTSQSDRAKLCY 
Dig15  IDTN*PA*EATN-PT*HRQAYARAKLTGRYKPHSSNQPVRSGKTMLS 
 
TWT311: unknown 
Twist   LFFVSFGTHLQNLGVKETFMQNKTGLHKFVMLFKQRLWVLGAVLLAIASILQVLSLVFAPLVVVQPLX 
Dig15  LFFVSFGTHLQNLGVKETFMQNKTGLHKFVMLFKQRLWVLGAVPPAIASILQVLSLVFAPLVVVQPLX 
 
TWT386: trpE 
Twist   FSKLLDCDPQPWPLGFVGWIDYEVGACLLGVNYPTQQDAPATGQTNLSSWICCNRAICIDYRMGLLKIISFSKNTVDAKEWVX 
Dig15  FSKLLDGDPQPWPLGFVGWVDYEVGACLLGVNYPTQQDAPATGQTNLSSWICCNRAICIDYRMGLLKIISFSKNTVDAKEWVX 
 
TWT388: unknown 
Twist   STMQGLSEALRVPDKVTDTRLFNRNIELMKHGIQSADQAVEKAKESMLLNHKAKKMRAKFDDDVLVLFRLERIAGH 
Neuro2  STMQGLSEALRVPDKVADTRLFNRNIELMKHGIQSADQAVEKAKESMLLNHKAKKMRAKFDDDVLVLFRLERIAGH 
DigNeuro18 STMQGLSEALRVPDKVADTRLFNRNIELMKHGIQSADQAVEKAKESMLLNHKAKKMRAKFDDDVLVLFRLERIAGH 



 
TWT594: WiSP 
Twist   VPYL----AVRIVYSVSHTIYSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLSF-TSGTITGSIDIRX 
Slow2  VPYL----AVRIVYSVSHTIYSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGXTGLPKGLTLDSSGTITGSIDIRX 
Endo5  VRTLLSVLYTQPCYIISRIIYSYANPSLKARVLLYTQSQSNVTITPILYGSFSISTYVLVDTTGATSGSTGLPKGLTLDSSGTITGSIDIRX 
Endo7  FRTLLSVLYTQPCYIFSRIIYSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLSFDSSGTIKGSIDIRX 
Dig9  FRTLLSVLYTQPCYIFSRIIYSYANPSLKARVLLYTQNQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLTLDSSGTITGSIDIRX 
Dig10  VPYL----AVRIVYSVSHTIYSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLTLDSSGTITGSIDIRX 
DigADP11 VPYL----AVRIVYSVSHTIYSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLTLDSSGTITGSIDIRX 
Art1  VPYLLSVLYTQPCYIFSRIIYSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLSFDSSGTIKGSIDIRX 
DigNeuro18 FRTLLSVLYTQPCYIFSRTIYSYANPSLKARVLLYTQNQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLSF-TSGTITGSIDIRX 
Dig7  SVPCYPCYILSHAIYSAVSYTHTLIQA*KHVYYCTHRVRVM*VLHLYSTEAFLYPHMY**IQQVLHKGSTGLPKGLSFDSSGTIKGSIDIRX 
 
TWT596: WiSP 
Twist  ANGSDTFLYPTDQLTEGGEGYTPIPVSTQSLSNFTIDTVSNTWTYTGSGKTNQTQGTVTLIITAYKNSTSSTQQTW 
Dig7  QMAKRHTYTPQIN*PRVEKSYTPITVSTQSLH-FTIDLTSNTWTYTGGGNTNQTQGTVTLTITAYKNSSTSTQRTW 
 
TWT604: unknown 
Twist   LLLRNLRYRLGHRLCHLVGRPRCLWVIVGGSLFLLIVFSKIRRENIQQNKIX 
Dig10  LLLRNLRYRLGHRLGHRVGRPRCLWVIVGGSLFLLIVFSKIRRENIQQNKIX 
 
TWT653: membrane protein 
Twist   TVTLTHVTQQTRNSTDRWVIGVTDLYYGTDAWGFYLKAGWSLQAALVAVTSVVPSGVPLKAALRVILPALLKGAVKFAGS 
Neuro2  L*PLHMQHNRHRQDFPGVMTHGVST*NWNGMNKLPLLQALLPLVAVPAWPLRPL*K*P*RQAPRFWLAWRVVDKLSDIIGA 
 
TWT673: unknown 
Twist   RPAAVSVAGGLTGFVGGAVSGCVLGGRLVDDLVNGFNAGFNAVGDFVGKLFG 
Dig9  RPAAVSVAGGLTGFVGGTVSGCVLGGS**SCQWV*CWI*RRW*LCRKAIRI 
 
TWT679: unknown 
Twist   KPLSRGIKIGASVVALCVSVLLIAIFSLMTRPIGNDYHTTSFKVKSDNEVIVEFSFTGHIPTVCAVRVLGRDMSTVGWKVVPVLSPHMEVGLRTTKVAX 
Dig7  KPLSRGIKIGASVVAICVSVLLIGIFSLMTRPIGNDYHTTSFKVKSDNEVIVGFSFTGHIPTVCAVRVLGHDMSTVGWKVVPVLSPHMEVGLRTTKVAX 
Art1  KPLSRGIKIGASVVAICVSVLLIGIFSLMTRPIGNDYHTTSFKVKSDNEVIVGFSFTGHIPTVCAVRVLGHDMSTVGWKVVPVLSPHMEVGLRTTKVAX 
DigMusc17 KPLSRGIKIGASVVAICVSVLLIGIFSLMTRPIGNDYHTTSFKVKSDNEVIVGFSFTGHIPTVCAVRVLGHDMSTVGWKVVPVLSPHMEVGLRTTKVAX 
 
TWT704: unknown 
Twist   YKTYFSRTRWERELSEAVCFNGKQLNSAIHYGIYRTGVIDPVWTAFIFKWVYAFR 
Art1  YKTYFSRTRWERELSEAVCFGGKQLNSAINYGVYRTGVIDPVWTVFIFKWVYAFR 
DigMusc17 YKTYFSRTRWERELSEAVCFGGKQLNSAINYGVYRTGVIDPVWTVFIFKWVYAFR 
 
TWT751: unknown  
Twist   IRKASQMLKDWRLSGLTLFVTMEPCTMCAGAIVTSRISRVVFGAFNNKTGSVGSRIDILR 
Art1  IRKASQMLKDWRLSGLTLFVTMEPCTMCAGAIVTSRISRVVFGVFNNKTGSVGSRIDILR 
 
TWT762: unknown 
Twist   LRGWSGSGDFGVSRLTRVLPLVLPVALVVEEGASERLPNNFLNGHVMPCHIHLNGAAIPLPTFDQNPPPLLSVGVERHLSNIDCX 
DigMusc17 LRGCSGSCDFCAPRLTRFLPLVLPVALVVEEGASERLPNNFLNGHVMPCHIHLNGAAIPLPTFDQNPPPLLSVGVERHLSNIDCX 
 
TWT773: unknown 
Twist   IAHLTLLTATLLTATLSALGIEKQHGLSLERASTWRSALRNLGIKQQINMGFVPGHMLWHAGHLV 
DigNeuro18 IAHLTLLSAN-----LSALGIEKRHGLSLERASTWRSALRNLGIKHTNKHGVRARSHAMACWASGL 
 
 


