Alignment of protein sequences from several T. whipplei isolates

TWTO018: deoD
Twist
Dig7

TWT099: unknown

Twist
Dig10
DigNeurol4
DigNeurol8

TWT171: unknown

Twist
Dig7
Digl5

TWT176: unknown

Twist
Digl5

TWT199: ftskE
Twist

Dig7

Artl
DigMuscl7
DigNeurol8
DigADP11

TWT203: ksgA
Twist
Digl5

TWT232: WiSP
Twist

Dig9

Artl
DigMuscl7

TWT277: unknown

Twist
Digl5

TWT311: unknown

Twist
Digl5

TWT386: trpE
Twist
Digl5

TWT388: unknown

Twist
Neuro2
DigNeurol8

YVLVIGARTHLYQGHGPEAVVHG IKTAHAAGARVAILTNGAGSTVPDWGPGEVVVIX
YVLVIGARAHLYQGHGPEAVVHG IKTAHAAGARVAILTNGAGSTVPEWGPGEVVVIX

YITYFIVDKLRLYQLPNCLFWLPNCLFWLPNLLLWLV
LYHLFH*CRA*VIPVTQPFIVVSPVLGLGLGN*GELFLLHV
YITYFIDAGLGYTSYPTIYCG*SCFGLGLGN*GELFL
SNRPCIFVPISPISLYHLFH*CRLRLYQLPNHLLWLV

RMHWPVDACWPG I KLFWINWSLLVFSAILLWYAFSACRKVGRVVAY IGSIGGGALLSLRTLLAHPSYTPHL
RMHWPVDACWPG IKLFRTNWSLLVFSAILLWYAFSACRKVCHVVAY IGSIGGGALLSLRTLLAHPSYTPHL
RMYGPVDACWPG IKLFWTNWSLLVFSAILLWYAFSACRKVGHVVAY IGSIGGGALLSLRTLLAHPSYTPHL

EVATLFTGAGLGKAAGKAAAKKLFKFLADKAAGKLVKQFLERLVVKAADTAANKVLHFGIDALSLPCKGRKPYY
EVATLFTGAGLGKAAGKAAAKKLFKFLADKAAGKLVKQFLERLVVKAADTAANKVLHFGIDALSLPCKGRKPYY

GITTKLLVQDKEVSVFLSTKEGAAGSSDASSCANNITGTGRCDTGLRDT—---~- HKSDTHNATPRDRALLHDPGLHDTGLQGDVTQGYMT
GITTKLLVQDKEVSVFLSTKEGAAGNSDASSCANNITDTGVRDTGVRDT -~~~ HKSDTHNATPRDRALLHDPGLHDAGLQGDVTHGYMT
GTTTKLLVQDKEVSVFLSTKEGAAGNSDASSCANNITDTGVRDTGYRDTGVRDTHKSDTHNATPRDRALLHDPGLHDAGLQGDVTQGYMT
GITTKLLVQDKEVSVFLSTKEGAAGNSDASSCANNITDTGVRDTGVRDT -~~~ HKSDTHNATPRDRALLHDPGLHDAGLQGDVTQGYMT
GITTKLLVQDKEVSVFLSTKEGAAGNSDASSCANNITDTGVRDTGVRDT -——-~— HKSDTHNATPRDRALLHDPGLHDAGLQGDV1QGYMT

GITTKLSGSRKEVBEFQQQKB——AQQVTVMQVAAQIT*PIa@YVIGGYVIPINLIHIMQHPVTAHYYMTLDCMMLDYREM*HKGT*ﬂZ

PTSQLHGLQVTSGSQHPTNQGVHDTGLRDTHKSDTHNATPRDRALLHDPGLHDTGLQGDVTQGYMT
PTSQLHGL-----~ QHLTNQGRCDTGLRDTHKSDTHNATPRDRALLHDPGLHDTGLQGDVTQGVRH

AVGVFSNGAGPTTPVVVVHPNNRTTVCLTCICNRAV IRLRPKCIGEPVKHILSSX
AVGVFSNGADSTTPVVVVPPNNRTTICLTCICNRTVIRLRPKCIGEPVKHILSSX
AVGVFSNGADSTTPVVVVPPNNRTT ICLTCICNRTVIRLRPKCIGEPVKHILSSX
AVGVFSNGADSTTPVVVVPPNNRTTICLTCICNRTVIRLRPKCIGEPVKHILSSX

IDTNINPYKRRQAPTQHRQAYARAKLTGRRRATNPTARTSQSDRAKLCY
IDTN*PA*EATN-PT*HRQAYARAKLTGRYKPHSSNQPVRSGKTMLS

LFFVSFGTHLQNLGVKETFMQNKTGLHKFVMLFKQRLWVLGAVLLATASILQVLSLVFAPLVVVQPLX
LFFVSFGTHLQNLGVKETFMQNKTGLHKFVMLFKQRLWVLGAVPPAIAS ILQVLSLVFAPLVVVQPLX

FSKLLDCDPQPWPLGFVGWIDYEVGACLLGVNYPTQQDAPATGQTNLSSWICCNRAICIDYRMGLLK I ISFSKNTVDAKEWVX
FSKLLDGDPQPWPLGFVGWVDYEVGACLLGVNYPTQQDAPATGQTNLSSWICCNRAICIDYRMGLLKT ISFSKNTVDAKEWVX

STMQGLSEALRVPDKVTDTRLFNRNIELMKHG IQSADQAVEKAKESMLLNHKAKKMRAKFDDDVLVLFRLERIAGH
STMQGLSEALRVPDKVADTRLFNRN IELMKHG IQSADQAVEKAKESMLLNHKAKKMRAKFDDDVLVLFRLERIAGH
STMQGLSEALRVPDKVADTRLFNRN IELMKHG IQSADQAVEKAKESMLLNHKAKKMRAKFDDDVLVLFRLERIAGH



TWT594: WiSP
Twist
Slow2
Endo5
Endo7

Dig9

Digl0
DigADP11
Artl
DigNeurol8
Dig7

TWT596: WiSP
Twist
Dig7

TWT604: unknown
Twist
Digl0

TWT653: membran
Twist
Neuro2

TWT673: unknown
Twist
Dig9

TWT679: unknown
Twist

Dig7

Artl

DigMuscl?7

TWT704: unknown
Twist

Artl

DigMuscl7

TWT751: unknown
Twist
Artl

TWT762: unknown
Twist
DigMuscl7

TWT773: unknown
Twist
DigNeurol8

VPYL----AVRIVYSVSHT I YSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLSF-TSGTITGSIDIRX
VPYL----AVRIVYSVSHT I YSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGXTGLPKGLTLDSSGTITGSIDIRX
VRTLLSVLYTQPCY IISRITYSYANPSLKARVLLYTQSQSNVTITPILYGSFSISTYVLVDTTGATSGSTGLPKGLTLDSSGTITGSIDIRX
FRTLLSVLYTQPCYIFSRI1YSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLSFDSSGTIKGSIDIRX
FRTL SVLYTQPCYIFSRITYSYANPSLKARVLLYTQNQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLTLDSSGTITGSIDIRX
VPYL————AVRIVYSVSHTIYSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLTLDSSGTITGSIDIRX
VPYL----AVRIVYSVSHT IYSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLTLDSSGTITGSIDIRX
VPYLLSVLYTQPCY IFSRIT1YSYANPSLKARVLLYTQSQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLSFDSSGTIKGSIDIRX
FRTLLSVLYTQPCYIFSRTIYSYANPSLKARVLLYTQNQSNVSITPILYGSFSISTYVLVDTTGATSGSTGLPKGLSF-TSGTITGSIDIRX
SVPCYPCYILSHAIYSAVSYTHTLIQA*KHVYYCTHRVRVM*VLHLYSTEAFLYPHMY**IQQVLHKGSTGLPKGLSFDSSGTIKGSIDIRX

ANGSDTFLYPTDQLTEGGEGYTPIPVSTQSLSNFTIDTVSNTWTYTGSGKTNQTQGTVTLIITAYKNSTSSTQQTW
QMAKRHTYTPQIN*PRVEKSYTPITVSTQSLH-FTIDLTSNTWTYTGGGNTNQTQGTVTLT ITAYKNSSTSTQRTW

LLLRNLRYRLGHRLCHLVGRPRCLWVIVGGSLFLLIVFSKIRRENIQQONKIX
LLLRNLRYRLGHRLGHRVGRPRCLWV IVGGSLFLLIVFSKIRRENTQQNKIX

e protein
TVTLTHVTQQTRNSTDRWVIGVTDLYYGTDAWGFYLKAGWSLQAALVAVTSVVPSGVPLKAALRV I LPALLKGAVKFAGS
L*PLHMQHNRHRQDFPGVMTHGVST*NWNGMNKLPLLQALLPLVAVPAWPLRPL*K*P*RQAPRFWLAWRVVDKLSDI I1GA

RPAAVSVAGGLTGFVGGAVSGCVLGGRLVDDLVNGFNAGFNAVGDFVGKLFG
RPAAVSVAGGLTGFVGGTVSGCVLGGS**SCQWV*CWI*RRW*LCRKAIRI

KPLSRGIKIGASVVALCVSVLLIAIFSLMTRP IGNDYHTTSFKVKSDNEV IVEFSFTGHIPTVCAVRVLGRDMSTVGWKVVPVLSPHMEVGLRTTKVAX
KPLSRGIKIGASVVAICVSVLLIGIFSLMTRP IGNDYHTTSFKVKSDNEV IVGFSFTGHIPTVCAVRVLGHDMSTVGWKVVPVLSPHMEVGLRTTKVAX
KPLSRGIKIGASVVAICVSVLLIGIFSLMTRP IGNDYHTTSFKVKSDNEV IVGFSFTGHIPTVCAVRVLGHDMSTVGWKVVPVLSPHMEVGLRTTKVAX
KPLSRGIKIGASVVAICVSVLLIGIFSLMTRP IGNDYHTTSFKVKSDNEV IVGFSFTGHIPTVCAVRVLGHDMSTVGWKVVPVLSPHMEVGLRTTKVAX

YKTYFSRTRWERELSEAVCFNGKQLNSAITHYGIYRTGV IDPVWTAF I FKWVYAFR
YKTYFSRTRWERELSEAVCFGGKQLNSAINYGVYRTGV IDPVWTVFIFKWVYAFR
YKTYFSRTRWERELSEAVCFGGKQLNSAINYGVYRTGV IDPVWTVFIFKWVYAFR

IRKASQMLKDWRLSGLTLFVTMEPCTMCAGAIVTSRISRVVFGAFNNKTGSVGSRIDILR
IRKASQMLKDWRLSGLTLFVTMEPCTMCAGAIVTSRISRVVFGVFNNKTGSVGSRIDILR

LRGWSGSGDFGVSRLTRVLPLVLPVALVVEEGASERLPNNFLNGHVMPCHIHLNGAAIPLPTFDQNPPPLLSVGVERHLSNIDCX
LRGCSGSCDFCAPRLTRFLPLVLPVALVVEEGASERLPNNFLNGHVMPCHIHLNGAAIPLPTFDQNPPPLLSVGVERHLSNIDCX

TAHLTLLTATLLTATLSALGIEKQHGLSLERASTWRSALRNLG IKQQ INMGFVPGHMLWHAGHLYV
TAHLTLLSAN----- LSALGIEKRHGLSLERASTWRSALRNLG IKHTNKHGVRARSHAMACWASGL




