
Fig. S1

Fig. S1. (A) Folding of E. coli P RNA when transcribed by T7 RNA polymerase (40mM trisHCl, pH 7.8, 14mM MgCl2, 1 mM 
spermidine, 50 µg/ml BSA, 1.2 mM each NTP, 37ºC) or with Mg2+-initiated refolding (20mM trisHCl, pH 8.1, 10 mM MgCl2, 37ºC). E. 
coli/B. subtilis polymerase data are those from Fig. 1A. (B) Mapping the location of the major pause site in E. coli RNase P RNA during 
transcription by the E. coli RNA polymerase. The sequencing lanes are derived from the same transcription reaction containing 3’OMe-
NTPs. (C) Pausing at high NTP concentration (same as folding assays). (D) Kinetics of pausing for wild-type, mutant and B. subtilis
RNA polymerase. 
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