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Fig. S4. (A) Mapping of the sequence conservation onto the surface of VP30CTD based on the sequence alignment shown in Fig. 
S2. Strictly conserved residues are shown in green, conservative changes are shown in yellow. Four orientations rotated by 90º 
are shown. Residues of the second monomer are labelled with asterisks. (B) Electrostatic potential maps of VP30CTD revealed the 
overall basic nature of VP30. (electrostatic potential < -20 kBT in red and > +20 kBT in blue). Basic residues are labeled in blue 
while acidic residues are colored in red. Residues altered by mutagenesis are highlighted by a yellow circle.
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