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>TcasG 1( AMR92322)

MOHEVVKKFLHSVRI VFVQSEI FCLVNFNHRESYFRL SKAKSFCTFVAALVYCSVTFFALSE
LLTDLATSI LLKVSSLLI GFCASI YVGTVW NTSI NGTKFI EFI NKLI EFDVKLQNVSLI | N
YENQRTRSRI HLFVRYVFVTSYLLFDYFVQRNQEYKYYQ LSHLSA FFTVFNVAQCYLTTE
LVLM_QTRFVI LNKQLTKI TVKNFATKTQSAVLGKI CTLHHHLSKLVTRFNEI FGLGLLLMF
AVSFLI | TQVI FVI CVLVQSEKI VALHLVYI SFLA | CAADVFYI CHVCYATI QEVRAKI YF
FYLVKFYKVSKSGELI HKI ETNEHEI | DKI EMFSLQ LNERAEFNAAGFFPI DYTLVFSVSF
G

>TcasG 2( AMR92323)

MEKSTKI FPVPGDKNLHKSYSKM.I LAQ FGFFPVQGVRGPDFRSLRFSVKSARVVYALFTL
LGTFLI SGFOMXKI ATKG.DLLEANRL FFFLTGVNMASL LFLNLAKRWPKFVKDWCVVDATFA
SYGWPKGLNKKLNTLTVVFM.I ALGEHW. SRYSWAKVFLVEHI LVQTNKLVLALECNNTTAE
GFTYFLGNVSFAHI FALVEYDI FKALVLQOTI NLQ TFI WIYNDLFVMLI STALAYRFGQ TR
RI AAVASEKI KNEI | WKKLREDYTRQCRLVRKVDKEI AYl VLLTFASDLLFI LI QLFNSLRR
MRNDLERLYFYWSFALLI TRI VCLCLFGAKVHDESI KPLLTLNSVPTEI YNLEI QRFI QQ G
NSDI Al TGKNFFSI TRGLI LSFVDYFVFLLCSI LVNI AFI KLATEWPQLMKAWLKI ELLVGN
LGVRRNFRKKLDFI FTFI TLLTI GLYFQLCEFSRLNFSVEHLLMEL SRAI DSVACSKTVSDG
| RHYYVNVTFPHLFNGLVDYSLWKALI FQ SNLOQTTFGGTFGDTFI | LLSMAFATRVKQSRT
KI EALVKSHI AGAI VTYELWVI QFNLRL

>TcasG 3( AMR92359)

MYHQDQAVSI LCGEAI PKRRSVFLESGVNSADSFKASKVGPAPPI KFI NKSSTDKFGNGAI YE
VLKPI YALMRI VA FPI KNTEPGWRVAPEL LGYSVVWFVWMGYI GFI EWDKVEI VRSQEG
RFEEAVI DYLFTVYLLPI | | NPLVLYEARKLANVVTDW/NFERI YYKLTKKKL SVFFGNKPV
| LTVWLPLLACGVMVWTHI TMAHFKI | QVWPYCYI NCLI YLI GGFWFMQCDVVGEKVASCQLAE
DFQVAL KHVGPSSQVADYRSLWWLLSKLI RDVGNASGYTVTFLCLYLFLI | TLTI YALLSQL
QAGFSTKDI GLTI NAGLAI FI LYFI CDEAHYASNCL RVQFQKKL L L VEL SWWNDEAQQEI NM
FLKATENMSPTDI SLVGFFDVNRNLFKSLLATMVTYLWLLQFQ SI PEEASPTNSTTI TTQT
PN

>TcasG 4( AMR92325)

MVRPELDLNSLKCI TKVLTI LA.LSCSFPKKKLVYCI | FGAI ATLTClI EG.RDCPRKYSTPL
AKI TTI LQRYCSVLLVFLTYFFNI LFRKKLLNAVKI LSKI DETLNSKPLKPVKI RTKVYLVY
CSSALVLAAMITFHLI YEAHG-SYKCAE QYHI CNTVI SATVCFMVLLM_EI WRRFTI LNNYL
TI VLGETW SLSVYHLVEI SEI HFDLCQAADDLNRYFEVQVLTI FGVSFYFFI STFFYFFTT
GNI | ATYDKQFY! HNALI VRALFLFFQLWATVYTSSQVTREVQSRSNRMT PL KL QPQNFSI
>TcasG 5( AM292326)

MIT QLLSLI CKFGGAWGELTPVSVEPTGSPKGYSLLW LLFTLGVTI SGVYRTDFYKKLSPM
RLI VQTCLDFLLLALNI STI LTTVRKQQQWAQLI ONLKWATTKTKAWFLPFWTNI | FVLF
HTYEAFVWWTRI MGVAYYEQYAVEFFQFYAQFI VYFLI YAVLEM.LQKYKTVTYVMIGQLKAQ
NSNLLKSVCADLCLLSECVDLFNSLFGFLVLLLVALTTLQLLI YI QVI VI GTKNTI ETVAYS
VI FI LWH VGTFSG FLCDLI RREI ANVQVLAYKI EAKRRDNEI KMFVKI VDASCRNFTAAR
FFELNRRTI LGVSNAVI TFLI VMVQKASYEKLSPWWLFI QVAADTVLFI LNI STI | | TARKK
QOVWNSLI KI LKTVSNRNDKGDI FWFSPFLVANLAFVTI VTYETFVWWIQ MGAEFFKLYAVEY
FQWAQFI VGTFENSVFI CDLI EQKVKNI QVLVYQNEAEEVKI LLDVI NHFPHFTAARFFDLN
RKTI LGVLNALFTFLI VWQFENLTS

>TCasG 6( AMR92327)

VEl SDLAQLYGNELH KQ SKW.RGSARAQEI QKRSEL DSKDGHVI DEHDQFFRDHKL L L VL
FRVLGVMPI QRCGEI GRI TFGW'SI PMLYAYVFYWTTVLVWWLVGYERFDI LLNKSKNL QFPL
LSTLI 111 SLGCLI LAVWFLLTLSALLEGFTLYHTTAYLHI | TM NIMNCALWY1 NCRAVGNA
STALAESFONVLVPTASNSKSTKVLFKDVDRNCSAYI | AHYRVLWLSL SDL L QKMGNAYART
YSTYSLFMVANI TVAVYG-TSEI VDHG RFSFKEI GLLVDSTYCLFLLFVFCDCSHQASLNI
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ARRVQVTLLQVNL SQVDPATRKEI DI FLVAI QUNPPKVSLKGYTVWNRELVTASVATI Al YL
| VLLQFKI SLLNVRG

>TcasGr 7( AM292328)

MRVQPSNTPPEKSQL STADTANL | NKSLGKHNL QKSFAKWWI LAQ FGFFPAQG LGRDFRA
| HFTWASARVGYTI VTl LGATFVTVLQLHKI FAKGLNVI EANRLFFYCSGLASGYL YLKLAM
KWPRFEMKDWSCVEVMVASY GAWPAGLNRRLNVL LAVFVBLAL | EY! LMJTNKLVLALECNNST
SEGFDYFFGKMSYSHI FSLMDYNI VVALVLQFI TLQHTFI WFNDVFVMLLSTALAYRFTQV
TDRTQSVBESKNKSESAWKNL REDYNRL CRL CKRVDEE! SY! VLMSFASDLLFI LI QLFNSL
RQVKNNLERI YFYWSFGFLI VRTVCL CLFGGKVNDESTQPM.VLNSVSADVYNLEI QRFI HQ
| GTLEVAFTGKNFFSI TRGLI LS| AGAI VSYELVLMQFNDSLLETI SEQ DSCPVYL
>TcasG 104( AMR92329)

MCYFNYSKKDI RSLSFFYKI CNI FGI VPPYSFEKPDSQKSLWKKI QGVWLVSI | AAGTAYSI
YVRHTYYRRLYT! THLVLDYLDEFLI VALAFQVI LNSCFCDPAKW RLNNNLQY! DEVLKNR
DSHETNLLRNVSVQFFVYVI LY! LATVFLAYVW CEMGWTLQAYTLHLFCVLYWLLHFLT
YNLSLG KLRYDDVNNLFRI EESEEKNI | VSLRQ GSLSQLLSETVALFNDVFGTCLI LI TG
KSI VQLLTCLNFI TNNLKSENEEFKEKLLAANLCLVI YTLVSVSLVMVTCDACTI ASKQTI S
WCYKL QEQFVTNSEVRTEL FKLAQHVSANI VH TAGNYFEI NKATLCG FGTTTTYFI VI LQ
FNQSSAK

>TcasGr 9( AM292330)

MEKSTKI FPVPGDKNLHKSYSKM.| LAQ FGFFPVQGVRGPDFRSL RFESVKSARVWYALFTL
LGTFLI SGFQMQKI ATKGLDLLEANRLFFFLTGVMASL L FLNL AKRWPKFVKDWCVWDATFA
SYGWPKGLNKKLNTLTVWFM.I ALGEHW.SRYSWAKVFLVEHI LVQTNKLVLALECNNTTAE
GFTYFLGNVSFAHI FALVEYDI FKALVLQTI NLQ TFI WI'YNDLFVMLI STALAYRFGQ TR
Rl AAVASEKVTSEKSW ALNDDYNRL CHLCFLLDEKLSY! | LTSFLNNFYFI | FQUFESFYL
HKATTLETVYYFI SLGLLI LRLVSVCFYGSW NEESKL SLDLLSYVPREVYNKEI SRLVETL
KFQSI TSAWTYELI VI QFRKKMERDEKPYSRNSI C

>TcasGr 10( AM292331)

MRNDHGSNTHL HPDDAI RRAKI VKVAASPT SANPDEEPDPEL L DRYDNFYQTTKSLLVLFQ
MGVMPI ERSGKGRTTFRWL.SSTSI YAYFI FGAETI FVTMVFKERLYLI LRPGKRFDEY! YG
| FLSI LI PHFLLPVAAWINGTEVAKFKNMATRFQLKYYQVTGTPI | FHNLTLI TYSLCVI SW
AVG G MLAQYYLQADMLLWHTFGYYHI LAMLNCLCSLWEI NCTAKGRVAVWWCNNL HKAL E
SRNPAKI LGAYRDLVWDL SHVVQQL GKAYSGMYSMYCLLI LLTTI VASYGSVTEI MDQG SF
KEAGLFM AFYCMTLLY! | CNEGHHATRKMGPEFRERL LNVNL SAVDQKTRQEVHVFLMAI E
KNPPI MNLNGYANVNRKLI SSTVTSI ATYLVM.MQFRL TLMRNAQLAARRAI ANVSVSSGNT
TVS

>TcasG 11( AM292332)

M KFSKVKSYFTTHHDTLHNI YTSMKPVYAI CKLI GLNTLRI GRKGEL KQHKSDYFYFSFY!
TSYTLLSVYSLFRI ATNENNSLVI NKRLI FI ECFVMVALTLI VTLFTFLARGTLI KSFDM.S
HVDVSFI KAGFRLEYKQLLKRSYLI | SFVLFSLLARVPVMLMI| SADFI QQ MLFVSALI KA
FSKYQFWL VL QL QHRFGKI NRTMRSFFSDNKQDDKI PQ SDNLY! LCRLHYKL TSVMXI N
SAFSVQLLVSI GVSLFDVLFQAYYLYYVATGKASFVTVPM VCPI VWW.MDEWE! YLLVYAC
ASTCEQANDTPSI LHELRNNYFHVDLENNVI | | L

>TcasG 12( AM292333)

VBNL KKL KFL LKL GQLLGLAPVKFYVQKFYWI LAFLLTAGA! | SLVYQAPVYKELTDI KLV
LNI LSDVTLW.SNVNSL TL TLKRKKWAL LFKTL THDEPRKSSLVQLI LTQAI FLMFVSYNI Y
VOQTVSNFEYFQRKI LLM QLYYLYFDVI VI STFLQLFLEHYEVI NRQTLDTADVKTLTTW
EKECYKMKVTI DAFNDI FGASFLLFTLYSSLLLLDYVSCWALI | LI LQCGRVRSEWKI LN
VLKKI ALRRQTTNGDLDEL| VTLSTHYFPVFSACDYFTI ETKTVLDVLGVTVTYLI VI | QFD
DKI VQV

>TcasG 13( AM292334)

MRFLGESPNG YL YHDGRVKL L EGRRVVDCDDVSSVSQSEAGDEDRFSFTSSM/QSL DGNSS
DL ENSSEENCVSVSNL KKL KFL LKL GQLL GLAPVKFYVQKFYWI LAFLLTAGA! | SLVYQA
PVYKELTDI KLVLNI LSDVTLW. SNVNSL TL TLKRKKWNL L FKTL THDEPRKSSLVQLI LTQ
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Al FLMFVSYNI YVCQTVSNFEYFQRKI LLM QLYYLYFDVI VI STFLQLFLEHYEVI NRQTL
DTADVKTLTTVWEKECYKMKVTI DAFNDI FGASFLLFTLYSSLLLLDYVSCWALI | LI LQC
GRVRSEVVKI LNVLKKI ALRRQTTNGDLDELI VTLSAHYFPVFSACDYFTI ETKTVLDVLGV
TVTYLI VI | QFDDKI VQV

>TcasG 14( AMR292335)

MPLLPKTPLPLTLLYKLLA | QFPI SAHFSFMSRFLCLPFYSYFFYLSY!I YTTYSRKLSA F
KYI DQVAGYTGFLAMLTSMWMFYKRSNDLKTLLSNLESI Q YSI KPKERNSNHWRSGLFAL
| TGNVLFYPFLPSDVSYNLFSFVPLVVNALDHLFLNDI LSDI CDKFEQ NQHFRRQ KSVDL
FVI FPLTKAEKVRNLKEDEVTFSVQKI QELSHLHYKLANFTVKI SGLFElI TTI TAMWMAFGY
VI DTMYLFI H RSRQEDTDTLWVI YTFNLFYLCFCFYW.LVMWAM-SRTQQSANKTATFVHE
| WNKYALKNEVDKRVRHL QLVAI RLLNTKLQFTAKDFFNLDWIFCHVMM AALTTYLVI LI QF
NF

>TcasG 15( AM292336)

MDI KSI KTCFYVAKFFAI TPSSI YDKPTKLYQKLYPVLM-LI YTI TEI YSVYERRYMNAHLS
G QLVWRNLLDI SLYLNAYHVFVTMMILKRHKWSTLFEI LLKLESKDLSRTFYG-VI VAHLL
FLVI FVLNI WCW VEI GGW.AFTKQLLI KFVEVYPLFVLLI VSNVVLKI LVEKYRHQKNFI N
ESNVETVKFNLFLLSQAVETFNDI FGATI LQTVFFTVPRVLMYFDI FI TEHESKPNW.FFLA
NFLTNLLFVEFDQ VNVAYRVETWNVVFNGSRKNL DVVKSFVNFRPSFTAARFFEI DRI NAE
SRKPI RI LFDVSSEI YNVEYKNVEFWRNI REDYDRLARL TQFLDKELSYLI LFSI GFNCFW/
MKLLYNVLRFGAESQT| NFMFSFGFI LLRFLSVFESCTRLNNESRKPSFVI QFSHI PVDNI E
FAGALVTYELTLFQYHAFYLT

>TcasG 16( AMR92337)

MPQVKLHKHYVPI | LLSKI LA APl SYKNSNVNYSKI G VQTVAYFVI FI | LTI VFFEKRSA
LSPFELI Q RTI NFVATFRTI ANI | LMAVLFLGTFI GRAKFLAI LKQVRNLEPEFLKLDQLG
ATVRNNRQ RRMWVFLI GVSLSFNLFGDLLTLFI KEELDLVWREVCTFWQVYPRLVVNTI N
LTFLTLLM LEGRFRVI NDG QALI NDSRKVTRFPTEL TFCNKI KHLVNLHKNL VKVAKDHN
SLYSLHLLLW TVTFI LLVGEDSYlI VMYVFFFHLSDVRYVMWWYLLKNWWLYG.ELFI LAKI V
TDLCQEANSTKKLI VKI KI DI DKEDERNEVI SSALKLSQNELEI TACKFFSI DNALLFSANS
TKKLI VKI RI DI DKEDERNEI | SSALKLSQSELEI TACKFFSI DNALLLSI CGASSSYLFI M
| QLDLGNKKNETSTI LVE

>TcasG 17( AMR92338)

MNTFKI FRPI KI LAEI FGLSPMIQKLTLSPLKVLQTVI LGTTCI YLTSLYI WFI LTQVITFSG
VTSPTI MKFVLSFRTGSFTFLMVWAVLSSGT TFKLVAKTLENMTKI DKDLTEL GQKKYLEKR
NRHI FRTSVLLI FVMHLM-DTLGGALYSTWSKKSKQVEYFLI HWPRMLI STKLLAHFLI LTV
LKARFEAI NNI | DSI RQNSQTRNQAVPTGTI KTLVQVHSNLVTTSEEVCDSFSI FGLVW SL
| FVWWLI GDAYAVLNSVLFQNVYKPLPI VLS| VKNCLSYCFNL YHLASKSNQL SREAKVTKTV
LLGVKI DI CNEEERNSHCLGGTI TRTMAYFQ CGSAFSYLFI MLQFDLNNKKNQSLGNGTTA
>TcasG 150( AM292339)

MNTFKI FRPI KI LAElI FGLSPMIQKLTLSPLKVLQTVI LGTTCl YLTSLY!I WFI LTQMTFSG
VTSPTI MKFVLSFRTGSFTFLMWAVLSSGT TFKLVAKTLENMIKI DKDL TEL GQKKYLEKR
NRHI FRTSVLLI FVMHLMFDTLGALYSTWSKKSKQVEYFLI HAYPRMLI STKLLAHFLI LTV
LKARFEAI NNI | DSI RONSQTRNQAVPTGT I KTLVQVHSNLVTTSEEVCDSFSI FGLVW SL
| FVWWLI GDAYAVLNSVLFONVYKPLPI VLS| VKNCLSYCFNL YHLASKSNQL SREAKVTKTV
LLGVKI DI CNEEERNSVVASVLQLMENKI EI TACRLFNI DNALLFAI CGSAFSYLFI MLQFD
LNNKKNQSLGNGTTA

>TcasG 19( AM292340)

MTSKARTFTI KCPVKKRKCTVSNVSLHSLKNKRSGASLQVG LDSLVFKCYNLRRI YYFYCV
SI TENVHLLFLLCSGYFTVHLLFYCPFI | FTVHFLLCTYYFYYAFI | LLCVYYFYYAFI | FT
VHLLFLLCI YYFVWPLFFLLCI YYFYCAFI | FTVHLLFLLCI YHFFCAFI | FTVHLLFCCAF
| FENMHLLFLLCLDYFTLHLLFLPCI YYFYSAFI | FTI HLLFYCVLI | LLCl YYFYYAFI LF
TVHLLLLVCI YYFYYMVHLLFCCAFI | FTMHLLFLLCI YYFYCALI | LLCI YYFCRAFI | FPT
HFYCAFSLYPLKSTFYLNVVRPFPERSMAE TPM VWNSTRRLFVWW

>TcasG 20( AMR92341)
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MIPHALI SSDFHDVI KPLI NLTKI FGFLPVCSSQKGQKTCLNLSI NYCI CGYI FSAI LFSLS
| LGLTEDLNSAPI RVKNPI VKY1 | LI DLGEVAVTVLAG LTTPFKLPYFWKMLTGFGKI EQV
LPPHHAPEEKKRSFWAVTI FLVLAASVI FFDVWVWWGEL SASDL GVFFKRFLPVYVSYLLI FVQ
Q PFCFFVRVI RLKI EDLNGAFRAGL ERVONGENQW SVIVKVNKQPKVI QGKSAL SYERLNE
FVMRLVEEI EDVI EAl NGFYGVHTLLI LFSCLLHLVVTPYYLLI EVCNAGYLPFI LLQVAW V
LHLI RLMYQVTTNLVLKLLTSPLLPDI KEQVEI LAVQVSNKKI KFSSFGVLKI SRSLLTSFG
GALTTFLVI LFQYGE HG\VY

>TcasG 21( AMR292342)

M. PKQFLKLFKDPCDVYTAI HPLFYVCTFFGLAPYSLVRVENGKKVFKFAWAPL TRNAL L VL
| LLGALTYHAI FDLI SFKDSDLQKLRYFEEVFSSLLSCCSVI FGCI FALKVI EVFKNI EEV
DVAFRSLAVW/PYKHLYVNI LI HLSGLVTI VATLTVTI | FFASYQYGTKTYSLFI VFMTVI L
PYFI NLLMELQYCHYLNI LRVRYQLLNEYLETLVQETNRTSVEGM DVSNVKRKSKEI SKLP
KSMLAI SDPVFI VDQVAALHI KLTDTAHM NYAFCVQQLLRI TVAFI SI VTALFLVAI NFNK
SSSEENEGKTTQLDYFFTFWAFSNACEVMVAI VW TSETCEEI VAGVTTYLVI LI Q-NNSDFV
QRNSTEFDNATESY

>TcasG 22( AM292343)

MFRDL GSTTMWLNLFFSQWFTKKL EQVRQVHEVDNQL KQVIGCDL DI PNSVWQKHLI LLIW
LVNLI FNTCGEVFSAWRCQDQ LI FLVNWYPRLI | G MNSTLNLI FLLI QTRFEM NNI'T T
RGDVTSTTI KKLFNLHKI LVKVWREI NG FAFQVLMCTSMNFVLLI GDLHTSI Y1 | FFDVFY
QHHKI VL DMGKNCVTYVFDLFYL SKRASDL CNEANKTKI LLVGLKI DI DQEEERNVVWTSVL
KLMONKLEI TACRLFSI DNALLFSI CGAASSYLFI MLQLDI GSKTQGTNSTLY

>TcasG 79( AM292344)

MNSI Pl ETI FKFCKYTLLTPKSRI EKKPSRQKQFYALFLI FFYTFGEVFTLVLRI RNVEYRS
QTLMITTLRLI RDLSLYFSVI YSLLRVKRMVRSWYYLLTNL TYNNTNRKYYW.NVCCLNL SI

VTl FENFATKKLEQFI VRFVKYHFFGTLKLWSQLFSTFAG EVLHVWKQCYHL QKI NVQQRSG
| FI NLPFLEHNLI RLKNCVI YENRI FOGANI LFGHI FTVCRTLI YI DDNVKGLGKQYNI ASSK
TLKLSI NI I SLVQLW FQLYLLI LCDQ LREFDQ WI LSKVKSI LNKKCCEKCALKKI EFC
RPTFSAARFYG DFSNTFLGLVGAWTFLI VLLQFQ N

>TcasG 123( AM292345)

MSDF(KL YCQKFVNSI Rl LLFQSRI FGLVTFTPDRSKFRPSSLRFCLNI LSI FTYVPM LYCV
YTTATYDSFM YKTTNI | | LALNVVYWTAW CAl TKRDMFVEFLLKLVDFDSKLQTMNI KV
NYHRVHRKI MWQSLGRVGVLWI | GTLAI | ANLNGDTM VEANMAY| LLAMNSAVCHQTI ELV
KMLKI RFVI LNKQ NNLI EYFQKNKI GPVETKGTNKQLNTLNKI CALHHHL SKLVKLFNETF
G VLLLMFGVSFWI VI TI FFFTANVQAGEL YFMSLLNPI LSNVTFVI DVWYVCDVCYSTI E
EANKAGEL | HKI DTEDHDI RDEI EMFSLQ ANEQVEFNAAGFFAI NYTLVFSI LGGVTTYI |

| LI QLATSLAGQ

>TcasG 25( AM292346)

MBQVMLI QFCAFVWL KQKFCVWNQYI KQVCKLNNGHYKNFLSQVEI | HNEI LVTHNE! QT

FSVPLLMKI ASQFVGE FCSLYFCI FGYl YDDEMVWPQNFHDI FLPLLCI LTNTLEI LI TVTV
CELTI LEYKRTKKLLYRI PVTKTDSM.I RNI NLFSLQLAHQKLEFSACGFFLI NGTLLHTI V
GAVTVYLI MFI QFDI ATTTKGAAPAVSKARQFL PALPGYVPVYI RPGDTPLEDI NPDLAEAF
SSYARKNARL SFGRAEPVFDGKVPSNGSLNQ SDI DDVNFQEENLAL TSTEHSL SQSQHI QK
| PKN

>TcasG 26( AM92347)

MEl SDLAQLYGNELHI KQ SKW.RGSARAQEI QKRSEL DSKDGHVI DEHDQFFRDHKL LL VL
FRVLGVIVPI QRGEI GRI TFGM'SI PMLYAYVEFYWTTVLWLVGYERFDI LLNKSKNL QFPL
LSTLI 111 SLGCLI LAVWFLLTLSALLEGFTLYHTTAYLHI | TM NMNCALWY1 NCRAVGNA
STALAESFONVLVPTASNSKSTKVLFKDVDRNCSAYI | AHYRVLW.SL SDL L QKMGNAYART
YSTYSLFMVANI TVAVYG-TSEI VDHGE RFSFKEI GLLVDSTYCLFLLFVFCDCSHQASLNI

ARRVQVTLLQVNLSQVDPATRKEI DI FLVAI QUNPPKVSLKGYTVVNRELVTASVATI Al YL
| VLLQFKI SLLNMRG

>TcasG 27( AM292348)



MBHSNPL EAFKLNTFFLKAL TWWHVENPTYRL YKI FVWFSFAVTFFSAW CALVNYNVSEI S
ENFYYLPAMSTGPLKYAI FQKNFTNI VNLTHLLETQYAKI RTENQKKI FDESVI FERKVVKN
FAI LI | PTCVAVFI VPYFQDRREMPLI VWFPFDYKQPVVFDLVYFI LAFACI SI AYTNVSTD
AFFYTCLI Q ETQCEI VSDTLRNLDKI VTNGFRNVAESRKI FI ECI EQYNVI LRYTKI VSDT
YQG LVWQFFCSLVALCLTMYKLSLTEDL YFAI YEVMHWYDASKQ QNEVFI FMGQLEKPI VF
YVANI FSLDLDTFKKI MQKAWSFFTAL KNVHDI RNN

>TcasG 28( AMR92349)

MRLI RKMKSDL VLTI EASDAVL AYPQPSFHQTFSFWI FGQFFG MPLHGVSRKNVQE! RLE
VKSFRFVYAVYNI FGAFVVGLFCI LKFALDGLM_DKTG CVSNVFDFVHFYYPVATVBFYVL
NFFGSI QFI | | SKHW/TI MKEWSFVEMBIVRNYGSSI NVKKRFVWMTSVI MTLAL GNPYCFNS
SVYKVFPVEHLLFI ANAFI TSQSCENATL YSGDEMYFRVAFPSVFTLI DYSLWKACFVEVRR
>TcasGr 29( AVR92350)

MRVQPSNTPPEKSQL STADTANL I NKSLGKHNL QKSFAKWI LAQ FGFFPAQG LGRDFRA
| HFTWASARVGYTI VTI LGATFVTVLQLHKI FAKGLNVI EANRLFFYCSGLASGYL YLKLAM
KWPRFMKDWSCVEVIMVASY GWPAGL NRRL NVLLAVFVBLALI EYI LMITNKLVLALECNNST
SEGFDYFFGKMSYSHI FSLMVDYNI VMVALVLQFI TLQHTFI WIFNDVFVM. L STALAYRFTQV
TDRTQSMBESKNKSESAVKNL REDYNRL CRLCKRVDEEI SYI VLMBFASDLLFI LI QLFNSL
RQVKNNLER! YFYWSFGFLI VRTVCL CLFGGKVNDESTQPM.VLNSVSADVYNLEI QRFI HQ
| GTLEVAFTGKNFFSI TRGLI LS| AGAI VSYELVLMQFNDSLLETI SEQ DSCPVYL
>TcasGr 30( AVR92351)

MRVQPSNTPPEKSQL STADTANL I NKSLGKHNL QKSFAKWI LAQ FGFFPAQG LGRDFRA
| HFTWASARVGYTI VTl LGATFVTVLQLHKI FAKGLNVI EANRLFFYCSGLASGYL YLKLAM
KWPRFNKDWSCVEVMVASY GWPAGL NRRLNVLLAVFVBLAL I EYI LMITNKLVLALECNNST
SEGFDYFFGKMSYSHI FSLMVDYNI VMVALVLQFI TLQHTFI WIFNDVFVM. L STALAYRFTQV
TDRTQSMBESKNKSESAVKNL REDYNRL CRLCKRVDEEI SYI VLMBFASDLLFI LI QLFNSL
RQVKNNLERI YFYWSFGFLI | QRFI HQ GTLEVAFTGKNFFSI TRGLI LS| AGAI VSYELVL
MQFNDSLLETI SEQ DSCPVYL

>TcasGr 31( AMR92352)

MGSVAI NHSLKKRLKI | TI VI LWATGNI | HTTSNKQLQFFAVEHLLI QCYI AVSI FGSSSF
EADLRQFYKTAYSAI FTVI DFSLCKAI LVHAI TI RSTFSWIFI DVFI MLTSTAFVFRLKQLN
AKVEM_KNARVKNTALVKQLRYEHYRLYQLSVLI DNNVBYI | | VSFATNLYFI | | QLFGSMK
| VKGTLKTAYYLI SFALLI MRLI SVCLCGASVHSESSKVLPLLFSVSSSSYNCEVLFSFLI D
q:

>TcasGr 32( AMR92353)

MBFKLLRLVLKVGHFFAI TPGFRKNRTTCPEKI YAYGVWAFI TLGVAVSVFYRAKDYAKFI H
| KAWQ TLDATLYVQNI YTVL TAL TKKPLWEKL LKNL KMVQNHNNI REKSHYCL FVASNCF
FWSYQSYMBYI FANI MGLEFYKQFAI EYFQWYVL FFVNFAFFVWVKM.LVRYRNL TKQLRFK
L RFFEKL GNRRLGFVQRLDQ QFDI CLLKEGVDLVNDI FGAQ LFLI TYATLQ LVYLHLAV
MLGFQDI YM VYI | WI FWTVNASTNI FLCDEI CNEGQTI LG SYSLEKLKTGDEI QDLI S
TI KDNFPRFYAARFFVI NRGTI LGl LDAI VTFLI VM QFEMTQNSTNI NFVSTFFKI PFYST
LRPI NLLVQ | LDVI LLI LNVHTI LTTI TKRNQACKL L ENLKLDRENNSSFVWANVLFQLI H
VYYTWFTLLLGVDFVKEYAFEYI QLYSQFI LYFLLFATLKI LLGKYTQLKACLMEEKRPMW
SLQVI KAQ YSLRETVDVFNDI FGAPFLLLI TFTSLQ MYYLQHI FVKSRPSPATI | SNVTV
| SWQAVCTFYNI LLCDSVAHTAGEL L GAVYSLDLELKHI ENFNDFVTAL KDNVPVFAAARFY
Al NRSTI FRVFNAI VTFLI VMWQFETNYSQP

>TcasGr 433( AM292368)

MEI SDLAQLYGNELHI KQ SKW.RGSARAQEI QKRSEL DSKDGHVI DEHDQFFRDHKLLLVL
FRVLGVMPI QRGEI GRI TFGWI'SI PMLYAYVFYWTTVLWLVGYERFDI LLNKSKNLQFPL
LSTLI I 11 SLGCLI LAWFLLTLSALLEGFTLYHTTAYLHI | TM NVNCALWYI NCRAVGNA
STALAESFQNVLVPTASNSKSTKVL FKDVDRNCSAY! | AHYRVL W SL SDLL QKMGNAYART
YSTYSLFMVANI TVAVYGFTSEI VDHG RFSFKEI GLLVDSTYCLFLLFVFCDCSHQASLNI
ARRVQVTLLQVNLSQVDPATRKEI DI FLVAI QUNPPKVSLKGYTVWNRELVTASVATI Al YL
| VLLQFKI SLLNVRG
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>TcasGr 34( AMR92355)

MSSQLLKLTHDALKI LG GPKSNKI YSFLLLTTLTLLVI LSSI DRPYLKSYTY!I KLWSVLM
DFI AYFFNFWIT LFSRSDFFQQFECDNEPKLRHYLI FI FVNVFFW/ | LMBNYAFTRI | LLK
SVLEI VI | DI El YSQFLYGFM YLI LDTI KSKYRQVHRLLANYKVI TSDEFFYLVSKI ESLA
CELKNTVDDFNDI FG SFLLI | SYSTLHFVNY! DDLFFFRFEKSKFEPFLI SNI SLVSLI FL
FNCTLI | MCDCVRSEASKVWKNAQKL RHKFDLKTLVLNFPKFTAGGFFHVKKSTI FSI LNTV
STLLI VMVQFDKER

>TcasG 35( AM292356)

MRLKWYYI TI SMAFI | FVSLEI YH YTWEESGFENFVKTYLVSDFENYVTFFCSLFI WI L
KLI LAKYRQQDVTLLQ TKAKNLLYSKQ VTI LKKTKSNI FI LKESVDTFNDI FGW | LCNI
FEAAAKSLI Yl DM | KKNVTQONSDVFI FDNVWLFI LW/G LSTI FLCDTI LKKVDDI LSQA
YKLEASFDDLATYETDEVQ FI DVWQHNRPEFKAARFFSI DRSTLFSVLNSLTTFLLVM QF
KEN

>TcasG 105( AM292357)

MYFSRRDI RFLRPI FAVCRLFALVPYYNFEKFSLEHQLWOKI QAWTYLI LLTTWIVI SASTR
| KSFKFLTI GVG TTDTI DRVFTVAI PFVG ANSCI LNQDKWRLLNNNFQQ DKI FKTRDDR
VKVYQAPVLQLFLY! FTYLSVTCYVTYAWSPI DHTESNI | NDMCSLYY! LQ TLI VNYALAL
KNRFKELQKYLKI ETSCRYVGTLYRI LTTMVEMVNDI FGATLI LI LAKCI TSSLSSLYTCI A
GYEFNANFTI SYI LFALFNTFGTI LLI MICSGVHSESQKLVGVCYEYQDRFSDESKKRREL L
RLAQQVNANI AQ TAANFFDI SRSTFLG LATI TTYFI VI | EFGF

>TcasGr 37( AM292358)

MLKVWL KVGNVL AMTPTKEKRFPHRI HSYFMVAFYWFSSVSTFFKI PFYSTLRPI NLLVQ
| LDVI LLI LNVHTI LTTI TKRNQWCKL L ENLKL DRENNSSFVWANVLFQLI HVYYTWWFTLL
L GVDFVKEYAFEY! QLYSQFI LYFLLFATLKI LLGKYTQLKACLMEEKRPMVSLQVI KAQ Y
SLRETVDVFNDI FGAPFLLLI TFTSLQ MVYLQHI FVKSRPSPATI | SNVTVI SWQAVCTFY
NI LLCDSVAHTAGEL L GAVYSLDLELKH ENFNDFVTAL KDNVPVFAAARFYAI NRSTI FRM
FNAI VTFLI VMVQFETNYSQP

>TcasG 38( AM292324)

IMNNKL NMVL VKSMLQRI KVEEKLWEKFLNSLQ YLQHNQ FGFVTFTCTRSNFRSSKLLI L
YNI | LQVLFVSFVSYW.YLVLEADDM.PI YKNTYLI | LFADFAYLETTW CTLLKKDKLLEL
FKRLI HFDTKCQENSTVI DYKRHKKRLLCYLLARYVALALVI LFSEI LVI VSEQEWSFSTGL
LVM FNSALSYKASEl VWWMLRSRFAI LNKQ RFLNQYLRLKPEGRI SNRRVFI SFSKI CYLH
QHL SKSVKL FNEVFGVSLLVLFGNSFLSI VLALFRTAAELQASQ KWIRI AYMALASVPFI F
DS| HLCDVCYSTI GTVSWCEL NFDWESQVSKAGEL I HQ QTEDHDI | DEI EMFSLQ ANEQV
EFNAAGFFPI NYTLVFSVRSVQVER!

>TcasG 39( AM292360)

MRNDHGSNTHL HPDDAI RRAKI VKVAASPT SANPDEEPDPEL L DRYDNFYQTTKSLLVLFQ
MGVIVPI ERSGKGRTTFRW.SSTSI YAYFI FGAETI FVTMVFKERLYLI LRPGKRFDEY! YG
| FLSI LI PHFLLPVAAWTNGTEVAKFKNMATRFQLKYYQUTGTPI | FHNLTLI TYSLCVI SW
AVG G MLAQYYLQADMLLWHTFGYYHI LAMLNCL CSLWFI NCTAKGRVAVMWVCNNL HKAL E
SRNPAKI L GAYRDLWWDL SHMMQQL GKAYSGMYSMYCLLI LLTTI VASYGSVTEI MDQG SF
KEAGLFM AFYCMTLLY! | CNEGHHATRKMGPEFRERL LNVNL SAVDQKTRQEVHVFLMAI E
KNPPI MNLNGYANVNRKLI SSTVTSI ATYLVM.MOFRL TLMRNAQLAARRAI AN

>TcasGr 40( AMR92361)

MVFAELWKKI RNRGTPPKFELPTTHNCLKKVLLLSQ VGVFPLNHLNEEPEKL HFTFKSWKV
LYTSLTSFGYLFCASLSFYKAFKI G| LLNQLI TPLFFFHSFMT SVLFSQVASRWPL FLNEWT
KI El NLLKHYQSTTDLHKKI RYSAFGM FVALLEHCFSM_NYVYSSKCENNSTGVEHFFKKQ
FHYI FTYMPYN VFGLCLTTFGLLPVNGVTSEKCNL TFSWYSKKVFYSKI | | SGSI FMITTS
FYRI LNSGYNLTTFGSFI FNANSAI EG | FFNLAKSWPQLI EKWSRVEMAL DNVKNDKSLKR
KFYLTI CTI MSAAAVEH LS| VNTCSQ PSEVEDKYTTYFLNTYPHLFNFFEFSVPLAI FAV
Vv

>TcasGr 41( AMR92362)



M EVGKTRVKRASNQLFRFGQFCAI CVPKI TSTNNEVPRWYI CYTI GVI | TI GCLCI W8I FN
KWNQFRSYSNFSVFLFDI | TI VTLTSTSI LLI VNAVFVKEKRI RTLLI KLSEI KENTRLAEK
QARI SI LELVAVHLVLAFLYSFDLFANG TFGAHTY! FDVPNFVNEYVQAI EVLYI CSYTVL
| RNKI SNLNTSLI HSTHLNGDI VKEHQNLHNKI CNLI DEFNECFGLQ LG LFVGVI YTTYT
| FLLLI FGSGSATPENNVSVWYVLI LY! LESLLYM/TKLVWVTFLKFI KKI Q FG M TKAC
MSASNLI QRTPNI CYKLLSNLG FPKTTNEQLL RKEL LLFAEQVGQRQVAFKVGGFLNI DYG
TLYSLFGSTAMWVI | LLQFQKQGKYN

>Tcas@ 71( AMR92363)

MIDHNLLRLI VTl GEFFAMTPSRPKTRAKI YALCWTALVTPSALSI | YYRQPI YAKI SETK
S| VAMVMGTI VNAFSCYTVLAPVL CKRQQYCQL MBKL L GNHQL VYNCHTFGRFLAPNL TYLL
VALYSGYVWIDI LGFGYFREYLAEAVQLYFQFYYTYFLCVI VCl FRGKYRNI NLLLTEQLQN
RRFFAKKVEGLVCSI KELNM FNEFFGWPI | M | LYSSLMVLNY! DEVFNNNFGYDKKQYI G
VWANVGVAFM NVGTVTLI LSCDAVLEEVKTTLLLAYKI RQVFPNEKKNI SEFI NVVLNNY
PDFSAAGFFSI NKTTLLQ | GNVTTFFI | | | QFNNKH

>TcasG 43( AMR92364)

MDFQLLQ MFTI GKFFALTPRSI KLEKQTFI QKFYAVAFFLALSI GVWVSI YSKSFHRNEI H
| KI VLMFFKEASL YCFNYYVI WTTFYKRRTWIRLLKNL ESCAKI KKTKRYCYYYYAFFGVH
LAYGWI | YSI CVQTEKSVFDFLCRHTVEYFQNY! HEFYQLLLYLI TDM LMRYKELNRVI L
DNVBRNHL FLVRRTETLAQ LNQTVNFYNSAFGWP| AFLI FFATLDFLDNVDTI MYEKTNVT
FVHLAVLNI LRVGKNFVCLLSLI | LCDCVWKEAQKSL VL TYEMRWCQTATVEEKQEL YEFS
NFVSQHLPKFSAANFFDI ERSTI LSVLGTACTFLI | | VQFRNS

>Tcas@ 44( AMR92365)

MIRAMVRPELDLNSLKCI TKVLTI LGLLSCSFPKKKLVYC! | FGAI ATLTCl EGLRDCPRKY
STPLAKI TTI LQRYCSVLLVFLTYFFNI LFRKKLLNAVKI LSKI DETLNSKPLKPVKI RTKV
YLVYCSSALVLAAMITFHLI YEAHGFSYKCG QYHI CNTVI SATVCFMVLLM_EI VRRFTI L
NNYLTI VLGETWI'SLSVYHLVE! SEI HFDLCQAADDLNRYFEVQVLTI FGVSFYFFI STFFY
FFTTGNI | ATYDKQFYI HNALI VRAL FLFFQLWATVYTSSQVTREVQSRSNRMTPLKLQPQN
FSI

>TcasG 45( AMR92366)

MCYFNYSKKDI RSLSFFYKI CNI FGI VPPYSFEKPDSQKSLVKKI QGWLVSI | AAGTAYS
YVRHTYYRRLYTI THLVLDYLDEFLI VALAFQVI LNSCFCDPAKW RLNNNLQYI DEVLKNR
DSHETNLLRNVSVQFFVYVI LYI LATVFLAYVW CEMGVWTLQAYTLHLFCVLYWLLHFLT
YNLSLG KLRYDDVNNLFRI EESEEKNI | VSLRQ GSLSQLLSETVALFNDVFGTCLI LI TG
KSI VQLLTCLNFI TNNLKSENEEFKEKLLAANLCLVI YTLVSVSLVM/TCDACTI ASKQTI S
WCYKL QEQFVTNSEVRTEL FKLAQHVSANI VHI TAGNYFEI NKATLCG FGTTTTYFI VI LQ
FNQSSAK

>Tcas@ 46( AMR92367)

MEEKLVWEKFLNSLQ YLQHNQ FGFVTFTCTRSNFRSSKLLI LYNI | LQVLFVSFVSYW.Y
LVLEADDMLPI YKNTYLI | LFADFAYLETTW CTLLKKDKLLELFKRLI HFDTKCQENSTVI
DYKRHKKRLLCYLLARYVALALVI LFSEI LVI VSEQEWSFSTGLLVM FNSALSYKASEI W
M_LRSRFAI LNKQ RFLNQYLRLKPEGRI SNRRVFI SFSKI CYLHQHL SKSVKLFNEVFGVSL
LVLFGNSFLSI VLALFRTAAELQASQ KWIRI AYMALASVPFI FDSI HLCDVCYSTI GTVSK
AGELI HQ QTEDHDI | DEI EMFSLQ ANEQVEFNAAGFFPI NYTLVFSVLKQYVMQQQVKNF
RHSVRSVFFLSEl FGLVNLKYRETYFRL SKTKTFCTLVTALVYCSLAI FVLCELLI EGTTSI
LI NVPSLI | HVSTSAYVATVW NSVI NRWKFI EFI RKVLEFDVKCVSNYTKQQSKI HLI VRS
VFVTTYLMFDYCTVL RVORFNNYQSL AHYL RVFFTVFNVWHCYLASEL VL MLKNRFVTLNVQ
L TKL TKNCATKAQSWWLGRI CTLHHHL SKLVTRFNEI FGLGLLLMFGVSFLLI TQTI FI | CV
| VOQSEQ AWLHLLY! FLVG MYAADVFY!I CHVCCSTI HEVSKAGEL| HKI ETNDHEI | DKI E
MFSLQ LNERAGFSAAGFFPI DYSLVFSETKLLLFKI TSVM AVSGLVYl ATVW CTLMNRC
KFSEFMTKLLEFDVKLQSDRLM DYKTQKTGSKI HLFVKCVFLMGYQ FDW/QKEQSLAHSY
GVFLTI FNAAHCYLATELVLM.KNRY! | LNGRLI KMETKAQSVAL GKI CTLHHHLSKLI RLF
NEl FGHGLLLMFG SFLLVTQTI FALCVWLQLQENDW.QLGYLI FVSTLYTANWWCI CHVCY
STI QEVSKSGELI HKI ATNDHE! | DKI EMFSLQ LNERAGFTAAGFFPI DYTSAFSSEKI VW
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LHLVYI SFLA | CAADVFYI CHVCYATI QEVRAKI YFFYLVKFYKVSKSGEL I HKI ETNEHE
I 1 DKI EMFSLQ LNERAEFNAAGFFPI DYTLVFSKFTSSI RMLLI QGQ FALI TFGCSNRCF
FPSKI Rl CWAVLLNCVYLFLCG-CVYEFASDERI KLVI KAI'| | M LSGCI | FTEG W CSLI
HRKKI VKFLDGE MAFDI QLKQVWNYKKKKFQRMWARYVYYATI FTI | TATSSFVTI HNVI G
QFLGYFI GLI TFVVMSQHCVELVSM KARFVWVNQQ GE VTYFSTNLPKRETEVRKKSLDFG
KLCSLHHHLSKLI KSFNEI YGVPLLLFFGLNFLI | TQAMFLVWGQLQASQ HWKI | 1 | VMBS
SVTYQG DTVAVCDACYSTI EEKNLQVNESGKLI HKI DAQDCDFVDEI EMFSMFERFHVNKLH
FLLQ | GGVTTYI | | LI QLSASLKQ

>TcasG 47( AMR92354)

MDLEVLEI YFTVANKFSGKLWPI SI VLI YTVGWYSFKRRI FYQDESPI SRLVYI GTDLSYF
| SNVYQ LAYNFWKKKYWSEFLANL KLLKGRKI RKNLYYLLLFVI NVLYVLTLCYAVYYWRQ
QYEDFVWHRYTLSFI ENYCQFLYNCFHSTLLLM LSRYQRLKAQLWNRYETVAHGMTVQKTT
LFFENRTFGVPI FLVLVFVQMSVQDLSDI FYYKDTAQLVSLALLMALTQLVPALFVI YLCG
RVIVEEQNKI RLI TFEMNKSFERDKNKL GDFVAL I RDAQVKI TAADFFI LDKSTI LKVLDTW
AFLMWAQFQD

>TcasG 48( AM292369)

VMHTLCQHFTI DTRSTHSVKNFKYLKVLVTFAHFI CLFPI TI NI RKNGLNYNFTKKCYFLRWL
| DLLI VGCI LKHI FNI LMKNVTLNDVVFI FCSAPI | 1 TI LDI EI LGYVNKAKFGKLLI NLYT
| NYNFKESERNDYVSLLQLVFVFCYFI YLFTVYYI YYSVHEASI | NFGYTLAKFM FTSTC
YTNLLRI | EADFSKLNHLLSGTENLDLVLPI YSQLVFMCKKI NKLYGHQLLLTI LTYLI W
YEMYHLAI LWSCTSTNCPRFLI MLALSYTVI QEVMLFTI LMNCONTRVASEDFKAI WYSI LI
KKADSFCKKKLENYSL QLI NHRVWFTAMGL YVLNVEHFFSVKCSI QSESLLNDI LFPVAGFI
SDFDCDI NSI QYFCLMARCLNTLI FYYHI STYEYSI

>TcasG 49( AM292370)

MCQ KNKLLLLDSSTQPNYLI LSNKNNTYLVLNKYLLVKHSKPKMPLLPKTPLPLTLLYKLL
A | QFPI SAHFSFVMSRFLCLPFYSYFFYLSYI YTTYSRKLSG FKYI DOVAGYTGFLAMLTS
MVMFYKRSNDLKTLLSNLESI Q YSI KPKERNSNHWRSGLFALI TGNVLFYPFLPSDVSYN
LFSFVPLVVNALDHLFLNDI LSDI CDKFEQ NQHFRRQ KSVDLFVI FPLTKAEKVRNLKED
EVTFSVQKI QELSHLHYKLANFTVKI SGLFEI TTI TAMMAFGYVI DTMYLFI HI RSRQEDT
DTLWWVI YTENLFYLCFCFYW.LVMVAMFSRT QQSANKTATFVHEI WAKYAL KNEVDKRVRHL
QLVAI RLLNTKLQFTAKDFFNL DWIFCHWSHKW.NY! NQFEANFR

>TcasG 50( AMR92371)

MBLYSSI NSLVLI SKI FALLPVKKHHRLEKLVPCVYLTSFSVVLSLGSFI VSVYLTTKI DND
GES| SLASGALDLYLA TI QTLA | SNCI NAKQ Tl FFDKI QRI DKQFGLLGYSI NYRRI SI
FVNLAI LGVFGEFVLVFVPDYVFFVENEPI LYLI FSYCPI VITA | KI QFATCAHLI LQRVN
HVKKI LEKETQTVAFPKDNHFLALLDI VHGVHNEL CNLCQVANSI YGFONFLFVLSTFSI Cl
TQFYYCYDSGFNSDNLTDVYFTLQMFLQ LEI LALAYLCDKVQLKI GEI KYSVNKLI FRSN
DPKVTLELCGM STYLI | M QLDLARTVPKFENKNKETEQ

>TcasG 51( AMR92372)

MM LKLSLKDI VFI NPLVKYLNI FFI TPWYDFPTNQKYYPSLAKCYACLL MWVKI LW/I YW
LQDDALKSVYASLLCTEKI FLFAI YTNLSI LTTVTI FKSAFVWDVDKWRTLFTNLQY! DI NLQ
NKGKKESKL MKNFYFWFVLKQVMFLCYSTYA QVFGTMORTSFFKTFLNSCLMVDVYYEFLLI
SLI NI LI RSFKSRYKDLNQKLETACEQSKSVEELMNI ANYYRI LGDTVEI ENSLFGYQ | LV
| FDCCLETVSALNGAFLYTI NGQGQFNI EMFLCNVSLLTVI PI HVYW SKEKI SFLRGFW.SP
AVDMFYEFQ | ELMTSVVKSLESRYADL NENFL QCQDEKFESFVYYHRI LGETVDLFNSLFG
YQTLLI TFHI GSQLVLHTVKTVLKTTMSTESDI TEMRTVWKFENI FLI TPFYNFNENTIT HSK
LCKLYATFLI ALKLVW VALFKNENL SEWKQFLFTQKFTFVAGLATLSVLNLLSVI KSSFL
DI NTWKMLVKSFDAI DSKLQTGGKVETSI CKNFCFGHI TKQLI FM FVTYQLYCWSSFLKI S
VLQSLWASPTCDLMYEFQ FTFLMSLLQSI KRRYVLLNEKVEAI KTSPKMRHEL QKLAQVYR
| LGETI ETWNKLFGYQ LLI TFQSGLNVVSCI NFPLGVLDRGNFDI EI ALCNG FLLLTLGS
LLQWI SMDSTVEEAKTFVDRCYKMQAEQFTLNFRNSDEL I KFI SI AKHNVRTFSAGGFFDI R
KNLI FSLI ANVAMYFVI SVQFNONQKE

>TcasG 52( AMR92375)



MQODSFQY! NRSELI TSKI VSFVNSI FLVMSAVTI | LSSLI FNQEQASSL NKNFQFI DKKLNN
RNSKSRVFYENVNFQFGSI LALFGWAQ YI FSGHI VPSGVYWYKI GYWLHQ CHI CELHTI FL
VCNVLTVFKI RYKDLNKALESSKI SVGALI RDTAVL YRLLADNVANFNKI FGASLI FLFGRI V
LQLLSSLGFLLYASKKQFTFEETFAI | HLSVFVYTLVSVI LI | MGCDVVASNSRKTAEMCYK
L QGFYPEEAPQRKEL LRFASESRGSVAKFTAADFFEI DRGTFFA LSTTTSYFI | M QFNIVE
L

>TcasG 53( AM292383)

M. KW/L KVGNVLAMTPTKEKRFPHRI HSYFMWAFYWFSSVSTFFKI PFYSTLRPI NLLVQ

| LDVI LLI LNVHTI LTTI TKRNQACKL L ENL KL DRENNSSFVWANVLFQLI HVYYTVWVFTLL
LGVDFVKEYAFEY! QLYSQFI LYFLLFATLKI LLGKYTQLKACLMEEKRPMWSLQVI KAQ' Y
SLRETVDVFNDI FGAPFLLLI TFTSLQ MVYLQH FVKSRPSPATI | SNVTVI SWQAVCTFY
NI LLCDSVAHTAGELL GAVYSLDLELKH ENFNDFVTALKDNVPVFAAARFYAI NRSTI FRM
FNAI VTFLI

>TcasG 54( AM292373)

MSFKLLRLVLKVGHFFAI TPGFRKNRTTCPEKI YAYGWAFI TLGVAVSVFYRAKDYAKFI H
| KAWQ TLDATLYVONI YTVLTAL TKKPLWFKL L KNL KMVONHNNI REKSHY CL FVASNCF
FWBYQSYMSYI FANI MALEFYKQFAI EYFQWYVLFFVNFAFFVWVKM.LVRYRNL TKQLRFK
LRFFEKLGNRRLGFVQRLDQ QFDI CLLKEGVDLVNDI FGAY LFLI TYATLQ LVYLHLAV
M.GFQDI YM VYI | WI FWYTVNASTNI FLCDEI CNEGQT| LG SYSLEKLKTGDEI QDLI S
TI KDNFPRFYAARFFVI NRGTI LA LDAI VTFLI VM QFEMTONSTNI NL

>TcasG 125( AM292376)

M KFSKVKSYFTTHHDTLHNI YTSMKPVYAI CKLI GLNTLRI GRKGELKQHKSDYFYFSFYI

TSYTLLSVYSLFRI ATNENNSLVI NKRLI FI ECFVMVALTLI VTLFTFLARGTLI KSFDMLS
HVDVSFI KAGFRLEYKQLLKRSYLI | SFVLFSLLARVPVM_MTT SADFI QQ MLFVSALI KA
FSKYQFVVLVL QL QHRFGKI NRTVRSFFSDNKQDDKI PQI SDNLY! LCRLHYKLTSVMXI N
SAFSVQLLVSI GVSLFDVLFQAYYLYYVATGKASFVTVPM VCPI VWLMDEVVEI YLLVYAC
ASTCEQANDTPSI LHEL RNNYFHVDL ENNVQSYSL QLL HQKVQFSVLGFFWDYTLLYSI VG
AVTTYLVI FI QFDQSSNSRNNYVLTNNSTC

>TcasG 56( AMR92377)

M. PKQFLKLFKDPCDVYTAI HPLFYVCTFFG.APYSLVRVENGKKVFKFAWAPL TRNAL L VL
| LLGALTYHAI FDLI SFKDSDL QQKLRYFEEVFSSLLSCCSVI FGCl FALKVI EVFKNI EEV
DVAFRSLAVW/PYKHLYVNI LI HLSG_VTI VATLTVTI | FFASYQYGTKTYSLFI VFMI'VI L
PYFI NLLMELQYCHYLNI LRVRYQLLNEYLETLVQETNRTSVEGM DVSNVKRKSKEI SKLP
KSMLAI SDPVFI VDQVAALHI KLTDTAHM NYAFCVQQLLRI TVAFI SI VTALFLVAI NFNK
SSSEENEGKTTQLDYFFTFWAFSNACEVMVAI VW TSETCEEVSKKCYK

>TcasG 57( AM292378)

MKEVPGALTPPHSLGNTVTPVSLRFKLYTI VHI FI | | ALYAHSSYGRENFI YGSWMNMTVAI T
DKI ANFMLTFFNVSLRI | LVFSKCGKVI KSFENQGYEL SKQEI FNCCSKKSFRMNFAI FNLYM
VLLLLFDAYLW SSVGVRMFQYYI GRSFTYYVCNTTI FLI FHSVLPI KRFFTSLG AFDNI M
KNLI CEl DGRHEFFLAEFKSAKTPPNKLNCYDLRRVRKNYNSI CELVDAFNNI YGLAML_EI |

| WI TYVLNLTDLFLVYGQVSKSRNI EGVSFGTNLVI LCALW TTLLLFTI LLAYGCAGATSE
AEKI AKI CFYWLNEI PTMPVSI KDQTI KEELALLAQQRSTSRTSKFSAAGFFPVDFTLLGHI F
GSVTSYI I | SI QFI E

>TcasG 98( AM292379)

MBYRLSRNDI RFLKVMYKLSHFLSI TPNYDFENFVI | SPRCDKI SAlI CFLLSTI LGTCW | Y
VRI YCKEI RFFEI SFEI LGSLDSLI LLMVLVSI | LGSLKTKEWAKLNNKFQYI DEKLKTRDQ
KERNLFKNAYFQLVLSI SVYSSSVGYTQYVRI AAKALPTLKLFALHEFYGFCYLW/LI LI CN
| ALAFKQRYQLI NEQVAVRI NPKNCASFVI EVRKL SRLLGEMVGLFNDI FGAPLVFI TGRFV
| KI LVALNFFTSTLEI DNLYLKHKLEI SSLVQTAI TLVAMCGLVLI CDSAKSESQQTVFLCY
KLMEKFPERSHEQQEL YMAAQVI EKSVANFTAAGFFDVKRSTLFGQ LATTTTYLI VTI QFNQ
GLNK

>TcasG 59( AM292380)



MABENI TDVLKHVWFL SKLFLLCPRSI DEKI KRQERHSFYKI YKYTYNI VAVSLTAYMVYYI T
TNLRI TQKLSI VTQLADLI FSASANASGVATVFFCLFYQNKLI EVI SKLHKLDNKLKHVLI W
KSYKRTQ FI TCELFFVI LLW SFFLNFM.HCNNTTWRCL YRW VL YTLSKMSQVMLI QFCA
FVWVL KQKFCVWNQY! KQVCKLNNGHYKNFLSQVE! | HNEI LVTHNEI QT1 FSVPLLMKI AS
QFVG FCSLYFCl FGYI YDDEMWPQNFHDI FLPLLCI LTNTLEI LI TVTVCELTI LEYKRT
KKLLYR! PVTKTDSMLI RNI NLFSLQLAHQKL EFSACGFFLI NGTLLHTI VGAVTVYLI MFI
QFDI ATTTKGAAPAVSKARQFL PAL PGYVPVY! RPGDTPLEDI NPDLAEAFSSYARKNARL S
FGRAEPVFDGKVPSNGSLNQ SDI DDVNFQEENLAL TSTEHSLSQSQHI QKI PKN
>TcasG 60( AM292381)

M LVLLVI VNLGLNGLI DW/TVCLVPLNPYQFFLAVQYPRI WSTFNI VFYMYTLI LEERFK
LI NLI | KQEEFFSPKI KRWLLHKTLVRVAKSLNQVFAPQLLLW/LLGVMTVDLHVFFFT
LFNKLLGQYPVG VGVKNASLFI FDLI FLSFRCTKLCKEANKTAFLWYHI KI DREDEEARDD
FI KLG KLSNDKLEI TACRLFKI DNSLI LDLLVFI TI NFWLLGDLYVTLYI | LTNNQAKYC
TTLI GLI KNCVI VI FELYYLSHVCQWVSTEVI GNI LRLIVHRRFEI TALRLFTI DNKLLFGVL
AYYSTTCDI ATl L DFVW/RCVL SLHCAAVGGSANI MSGCSTSTSTNI NTKLFW.Y

>TcasGr 61( AM292382)

MTKSTVYDTVSWLI LLSLLLGLYPSYLQTVGKCQRLKTDKNCTI VI | FHLI LFAVLLYFASL
EKNPLFDGQL YSFNTFAKLLI FVWSLSGNSAVFI M| | SFMHKKSFKNFVNNVAAL DETLAK
LGQYI NYETDYYVCLAMTI TGPLVI | GNI AVELWNVPRENI EPLPNVI LACHM. SFLMVHQG
ETQFVAANVI LKTRFKTI NNI LENLWAKKL I VWWKDKKKSRSDEQTI DI CMRCHDQL CDMCGA
| NMLFGFPI | | GCLI QFNTI VFSFCYCYYNSKMIKDGVYNTLFFI VYVSLLLGPHPTYFGKT
GRKTVLKTNKYCNFI | LFYLSVFVI LVYYASLDETPNPVTNGKL YNFNTFAKLLI LVWSLSG
TFGFFGTHI LSYI NKASFKKI VNTVATFDETWAKL GLEI NHKEDFRVCLVFTLTGPFFTFCN
VLMEMANI PRENI DPI PLVWLTHLI PFMLI HQGETQFVWWANI | LRRRFALI NSI LRKLYKN
KYRKL| VDGKKSEEQ VDI Cl RSHDKLCDVCDSVNRI FGFI | | | GCLI QFNTI VFAFCYCYY
SI S| RPl STLOWFFWSLLRI YELARKAAFAHLNSNEARATLNVWSKLI | RSNPSLEEKLQ F
ALQLTHRAPTFTALGLFPI NGSFAFTWGAATTY! TI | YQFQUNKPTCGP

>Tcas@ 62( AMR92374)

MVDRI NHKKFI NTTKLLLWCDQT! GLI TFDI NTPSFKLSKI RSFLNI TASAVLLPFAI YHI F
MHI VPTKLI SFYKSTAI LEI AFEVI FI VTVWMI GAVKHSKI AHFLNKM RLDERFQSVG.Q
DTVREKRRI KI HFFLRSLFAI MLPLG LLI SQDVI ANVLLFI FI WKSGVAFQTI EFVSI | R
NRFVI LNRY! EES| SKYKHAEL VMPL CKSCDLHHRLSKLI KQLNATYGLI LLLMFTSHFI FI
WWSI FYMSAYLI SNPI MADRVMLL TFWSAFFI VNVL Yl CNQCYNTVEESRI FGLVTFTPDRS
KFRPSSLRFCLNI LS| FTYVPM LYCVYTTATYDSFM YKTTNI | | LGLNVWYWTAW CAl
TKRDMFVEFL LKLVDFDSKLQTMNI KVNYHRVHRKI MVQSLGRVGVLWI | GTLAI | ANLNG
DTM VEAMAY! LLAMNSAVCHQTI ELVKMLKI RFVI LNKQ NNLI EYFQKNKI GPVETKGTN
KQLNTLNKI CALHHHL SKLVKLFNETFG VLLLMFGVSFWI VI TI FFFTANVQAGEL YFVS
LLNPI LSNVTFVI DVWWYVCDVCYSTI EEANKAGEL | HKI DTEDHDI RDEI EMFSLQ ANEQV
EFNAAGFFAI NYTLVFSI LGGVTTY! | | LI QLATSLAGQ

>TcasOr 1( AVB89931)

MNNSRPANCTHRPKL SYL FQVRNVPQSYCFVTI LFDSVNKLGTQ VNPYSVKQYVMOQQVKN
FRHSVRSVFFLSEI FGLVNLKYRETYFRLSKTKTFCTLVTALVYCSLAI FVLCELLI EGTTS
| LI NVPSLI | HVSTSAYVATVW NSVI NRWKFI EFI RKVL EFDVKCVSNYTKQQSKI HLI VR
SVFVTTYLMFDYCTVLRVQRFNNYQSL AHYL RVFFTVFNVVHCYL ASEL VLML KNRFVTLNV
QLTKL TKNCATKAQSWLGRI CTLHHHL SKLVTRFNEI FGLGLLLMFGVSFLLI TQTI FI | C
VI VQSEQ AWLHLLY! FLVG MYAADVFY! CHVCCSTI HEVRE

>TcasOr 2( AVB89904)

MFKTVTREKVFQKFTSSI RMLLI QGQ FGLI TFGCSNRCFFPSKI RI CWAVLLNCVYLFLCG
FCVYEFASDERI KLVI KAI | | M LSGCI | FTEG W CSLI HRKKI VKFLDG MAFDI QLKQV
VNYKKKKFQRMWVARYVYYATI FTI | TATSSFVTI HNVI GQFLGYFI GLI TFVMBQHCVELV
SM KARFWVNQQI GG VTYFSTNL PKRETEVRKKSL DFGKL CSLHHHL SKLI KSFNEI YGV
PLLLFFGLNFLI | TQAMFLWGQLQASQ HWOXKI | | 1 VMBSVTYG DTVAVCDACYSTI EEV
| SG
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>TcasOr 3( AM689905)

MSKSEKI HTLATYFDSNI AFLKLTAFW YDDETTRRKKYLQHAYNI FW FYLFVAYQPAEL L
YVYYSFNDLSVFLRALRDI GNHVSLAYKAFNYFI MRRDI LKLMETL QHGNYHYEDCGDFQPK
LI VDEEKKEALKWIKYFLNFCNAI CLSMFANGVFTFI FL SDKQYVERNGORVYHQEQPVNTV
SPFGSGTKLRFFVTFI YTM ALTFYAWTT VALDSLFI Tl M5Cl SSHLKI LQGAFKTVRARCI
MRTRAERL LKEETLHDPPFLENCVNKEM RKLESI YSTQTFVQTFI SLGEMCFSLYLLSETA
DONI GNEI TYLI ATGFELLMYCWFGNRI TEASLKI SYALYESDWFPTSLSFKKQ | FTMIRM
KPI NVTI &KI TPLAFSTFLTI ARGAYSFFTFLKQRHG NH

>TcasOr 4( AM689906)

MDEEFL| GTFETEKKFLRYGSFYPCGKRI KFI FLALFMFVYSWTEFLSM TVLFVERDNLTK
LSETLLFCMIQAAFLFKLVNFLYHNKTML.RI ESI LKNPI LNCLDQFEKNI | EKYM RVKYLA
RLFRI LClI LTVSFYGLFPFI DEDPDHM_PLPGWFPFDVKTHQ ELVI AQTCA Al GAFLNST
LDI LPTI LI TLGSAQFDI LKI RLENI TSVDTSKSW._VKKAI KKCVI YHTI LLKKI FYGFELW
Q KPKI DSCKFI AKI FRI LCI LVWLFYTLVPYLDDKEDL SLPLPGALPYNTKKYYYPTVI FQ
VIVEVSVSAYNNSSI DVLTCM.I TVASAEFNLLKGALKTI DFHPKGHNTKQLI EAKFENCVNH
HKEI VK

>TcasOr 5( AM689907)

MMEPKDVYDLTLPI LPAVKYFGLPAYKI | KTPNFKSLTHNNSKLNY! MVI | STTAYLYYFK
VGDKNTNSFEKHMT MYRLVASFVNYMGAVI FCHKHKNKFL SNI EKCAL L QQRLNKL GKKEHS
FNKMAKI LLTI YTTKLSSM WTVNDI VKI STSESHSTVKLGAYCNFI TEMFLFYFLI VLRS
LYSQLLNCTKFKESAQQVKEL GKI HKDLNKLAVEVNETFGELM_LRFSGDFI YLI VE.SSNA
VLNAEYETVLDFVWITFTVYVLW PVALGFI ALTVWYFEDI LHHVGLQLVI L

>TcasOr 6( AM689908)

MSPHDSGTFARI RKI FSI LVYTSTVWLSMAELFFNYKDLETVI RATESFFTQYGLAVKI AVF
VWYKTELAQ | RLCDNLWPL DEFGTGHNFQFLHKFLRRFFLLYTGNLALLCTQFAVTAFFDD
QFKSVMVYYGEKESRSQ YDNFVFTLQVI YLYVGCFWAG-DCFFFYLLGHAVTELKM.TI S
FSCKElI GRNWGYEERFKCSVKHHI HVLELLDKI NKVYSVM.LNQHL CSLFVQL TQVIVDKVEF
SDPLFFLNVI GVHPFKADKFSKFRLAFSI AVYFAVI FSGVLELI VNSQGALETYARASDTLI P
QCQLVCKI FVLAKYKKQ ARLLNGSQRFWDL GCQFGARYGNSFGKTHKYLKSFFLLYKVM.TF
TCLQFLAVKI | FKI PKPI Al SFGETKGLEPLYDHLYLVLHAM TLVTI NLVNG-DGA_FFYFI
GHVL TELKMVKVAFGDSPI ETNWSEEKRFKFAVRHHRFVLE

>TcasOr 7( AM689909)

MYRLVASFVNYMGAESAQQVKEL GKI HKDLNKLAMEVNETFGELM_LRFSGDFI YLI VA.SS
NAVLNAEYETVLDFVWIFTVYVLW PVALGFI ALTVWYFEDI LHHDARI NENLTNLI EATKQ
DYl FRYCFYTGFVFYGASDFTI LVLI TPVEKL YGHFLNNL ENHNLEESVRVFFMLQDLAQST
FNI | EEFMLAKI LI DFFYASTDVFYGTASALEVQTSLLATVLSSFI WLW.LFVWHSI VTI S
FVFGKVKEQHQVIVNEI | CERFRSKAAKNYRCEAKL LLRGKVNPLKFTI CGFLPLDYCLAYTV
S

>TcasOr 63( AM689910)

MGEFM QDYDLRNAFSLERKLM_VWGFYPKRDNKHEI LYWLSAFFNLLI SYGOLTTM | QWF
DRSDLSKLTESLLYFFTHFTFLCKLLNFQYYSKDLI ElI ENFLTDPI FYGYSFEQLDI | KAKI
RSCAFI SNAFRI CCTFTCSFYCLVPFI DESRKKI LPLPGAFPYDTTNYYYSTFFVQSLSLFI
SAYCNTAI DI LTWKLI TLASAQFEI LKENLTKI DYEGG-NETKGALVRCI THHAKI VNYTER
VEAI FSKA FLQLFGSVI VI CTTGFQLI WPI PSVQFAVLGTYLCGMI TQVATYCYYGHEVM
TTSDAI GVEL YLSNWYASHVKI RKI VM FLEKTKKPTI VKAGNFI TLSLATLTQ LRSAYSY
FAVLQRLYKDS

>TcasOr 9( AM689911)

MEKSSKL SDKFVFYWIFNCI ASSLMPM ASL L GGNKNL PMWVWYPYDPNKTPYFHLTYI VAEI
FCI SNLGLI YAVLDLVFPCI Al VLGQQFKI LASNFKNNVYRALVDSEVSEKI VQTFSKNLHN
DSFNEEI FEI MNSAKFKKNNARYL RKNVKHHQQLLQYCADVSDI LSI FLMEKVSAAI FNTLF
MAFSLI TTGNRAM FGLGSYMVSTSI ELLI YTYSGOVLTONADI VGTLYESPWYMCDVHFQR
TFH VOVRASKI VNVKAGNYFTMSASSY!l TFMKSLAE VYSALEGVYN

>TcasOr 10( AM689912)
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MATFLLYKTEMLDLI KKSERFWKL DRFGDL QAKNLHSTYPI FQ FFYVYWI LFLTCAMFAL
VNW FDTGKPI SLCYGESEGLETPWEFY! VLQSVEVTI | FLG TGYDWFLYYAGSVCl QF
QVL KMAFAERKIMNERQFL KAVKHHEFL LQYVEQL GDl YSMAFLLQYFSSLFG CFGLFLI SK
EGLPTEPERL SKYFPY! FSFTMQSFTFCMI GTM.SDWSSE! SDEI FHSDWSDDQVYKNKTAR
LI VIMNRAQRPAKI S| GKFLDLNLRSFI LSLDI SNVI FYVDW.DDEVYKSKTARLVI MNKAQS
PVKLTI GKFTGVDLRTFLLV

>TcasOr 11( AMB89913)

MEKVKFTEPL EFLNVWGLNPENCSNFSLFRRVI SLGFFLWWI TLGLLELLLHFEG.ETCSRA
SEAM VQYQLFI KI AVLLKHRKNL VWL MKTRKFWPL DKFGQDAKI ERPHKL L KAFFFAYKL
| M LMALQY! LRKFVSKNGKPLAI AFGESKGL SPKVDHL YFVLHSTSTFWLHAVTGFDRLF
FFLI GHVLTELKLVKKSYRL TQNRREKFL ETVQHHAFAL El PPDLGHVTKYVPYVI SFI TQT
FTFCFI GSLLI TWELQVPDAI FYNDWGKNQAYKYKTDKI | AM RGQRAAKL TLGGFGDLDLE
SFNLVVKNAFSFFTFVNAMNQK

>TcasOr 12( AVB89914)

MAHNL DVDL TEFVRFNI KCI QFFGYFSPDFRNNSQRKLLFRI YAALFVGFAFI LSLLSQ AN
MVDAFGDI EKMIEASFLLFTNLVQCFKI YTFANHGKKVWKL VY SMNRSDFKPNNLAQYW W
NEI KTSKI | SKLFLLACTLTCVSWAI SPLLDKRGSDEL RLPL SGAYPFSTEKSPAFEFAYTY
Q FTTWGGLGDI SMDTFMBGTI MVI STQL SLLKDGLENVARNI KHDKSSVNKNL | QCACHY
RSI | QFAAEVTNLFTTCI TAQFWGVI | VOVBMFQVBLVSVL SFQFAAMLLYQ CVLME! YL
WCFYGNEVM. KSDQL TQAAYMSEW. DGTEEFKQNL L FL MTRTQFPLKL YASGGKVTQSYLLN
LE

>TcasOr 13( AVB89915)

MSAMBTVI VSGEMFDLFSPVLYLSRI FCLQPLKW KTDYSYVI SKSGPYMAYSI LTSLFLI T
AS| YGLTQVYSMEAVYLI RLSSNTDRFVTFSDVWWVLI PCl | GVPI ASHNI EKTI KYFSFLR
QFDCCL QKQPPKTVKSFFVPI | TI VFTATI LLFDAVMALTLI ARNGSI FI LSLPYYVCYCFT
M | El MAWQFVNSI KI RLI LLNERLEQ GGEDFTI VRI DRKKI NSI VDTLKVEKKKQAKCGV
TNEQVRDLI | AYQKL TDAANLVNDSFGLLI LI VI SGCLVHLLATPYALYAI | FTTGNTMFI |
TQS| WMTGHVLRLLLI VEPCHGC! LVAKTTTQLVCKL LCLDLDKEVKKSLEFFMIYLAECQ
RFTAYGFTKLHRGLLTTI TGAVTTYLVI LFQFN

>TcasOr 56( AMB89916)

MTATKSLKEI PPl YLRVHLTVLQ LG DI LPVESVPQNLFYTYTALI | STMCLFTI AEFLDM
VLNYEDI YRLTFGLCYCVTHVL GTVKMFLM. YLRKKLWENL TTLEEG FKPNPTRGGPEELQ
| VNDAI TMCNRQGYVFYTLVFLI | GARLL YASLANWPYDKHNYFDGNVTVI VNTKEMPYTTW
MPFDYNDSPLYETI FAFQ FSTTVYGFYI GAADAVI CGFMVLI KAQFLI VKRELETLI ERAQ
KAAI AENPDNEDNFGRE! ERI EL L DKRTQDYVAKYANECVYHHQEL | ALCDHAEEDFCYLM.
LQFI SSLLI VCFQLFQVSTL SPDSVEFFSMVCYLLLM._FQLLCYCWHGNEVQ VSGELSRYA
FG NW | MRESPKKTLLLLMVRAQRPCYFTAGKFSLLSLQTFMIT VRGAGSYFMFLRQWNI
>TcasOr 15( AM689917)

MBKNLKEI PPVYLKVHLTVLQ LG DI LPNERI PQTLFYTYSVLLI ATMVFTTAECLDLVL
NYEDI YKL TFGLCCCVTHVL GAAKMFLML YL RKKLWGYFTTLENG FKPNPCRGGAEEFE! V
TSAI NMCKRQGYVFYVL TVGVTGGQGL YAAL ANL PYDKHNYFDGNVTVAWVNTKQVPYATWI P
FDYNDSPLYEI MFAFQ FSTTLYGFYI GAADAVI CGFLM.I KAQFLI VKREL ETLVERAQRA
GNPDRGDFGGG NRI EMLDDGTQVFVEKCANECVYHHQEL | ALCEHAEEDFCYLM.LQFI SS
LLI VCFQLFQL STVWRGAGSYFMFLKQWNT

>TcasOr 16( AVB89918)

MVKFKVTGLVADLMPNI RLI QASGHFM.NYHADNSGAL HTL RL GYCCVHL VFVL VQYGCNFV
NL VL ERGDVNDLAANTI TVLFFTHCVTKFVYFAVRSKLFYRTLG WNQPNSHPL FVESNNRY
HG ALKKVRRLLY! | | | WISFSAI AWFGl TFVGDSVHNI KDPENENLTI TEPI PRLLVKAW
PWDAMSGVPYY! TLVFQ YYVFFSLAHANLLDSLFCSW.I FACEQL QHLKEI MKPLMEL SAT
L DTYVPKSADL FRAPSATSQDQL | ENDYNEKNEDL KGVYSTRQEL GGHFRGGAL QNFGSGGV
GPNGL TKKQEL MVRSAI KYWERHKHVVRLVTAI GDAYGVALLLHM.TSTI MLTLLAYQATK
| TGVDKYAATVL GYLLFALAQVFHFC! FGNRLI EESSSVMEAAYSCHWYDGSEEAKTFVQ V
CQQCQKAMS| SGAKFFTI SLDLFASVL GAWTYFMWLVQLK
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>TcasOr 17( AVB89919)

MBNFSWKAAVETNI TTLKI LGLWPKGDETYKLNFYTLYAVFGVI GLLCAHSFVQ FNI YFI V
DDLEAFTSSI FVTLSCLGTVAKTYYLLQNMOVLKELFI SI NKDI FQPKNNKQ LLVEPSI KF
WORFYLI FRVLCYCTTFFWSSYPI L DKW KDHRL PFLAWYPYDSTKSPFYELTY! HQWSI W
YLVSASLNI DMLI AAL NVFVGAQCDL L CDNLRNI GONSKEI GKNLVKCI EHHREI LR
>TcasOr 18( AVB89920)

MAKLEYL TGATFTLKCAVL YPI DSNNPKI KKI LYAVWAI FFI LTFVTGFI QCFVFVCI NPFD
LVQEAM | MBLVFYKNWONMVALVTNI NKNFHRATDNVI EKI SMDQASEL SDKLAYVWI SSL
AVGSVWPWLAI ATGNL EMPMPAWFPYDYNKSPVFEI TYLWQVFCLI TLAI | YGASDVFFPC
| TI 1 1 GQQFKI LASNFKNNFYTSLI KLGAEESI VQONFSKDI KTHEFRSFY! KYGNI FKI LNN
AKFQTLNRAFLKRNI KHHKL LLRFCEDLNKI LNTFLLI RVSAI VFNLI FI GFNI | | STDRTL
M_GFCNYFCFGSTELFI HTYSGQ L TENADFLWIL YECPWYL CDVTYQKMLI LVQVRVKRW
STKAGNFFTM APSFI AFQRAVFSYI TLLKEVTDLGKD

>TcasOr 19( AVB89921)

MVLLPTDFGRFRHHPHI RSAGFDAPLEAMEEGVDI SEDLG FAAI | GLVTMWL YWKQKDL
SSL L QDL SNFEKFGKPPNFDKVNKRL DFLVKFVFSYAI FGAVWYNLMRI | El PHCKRNRKI R
EVCGVFVPLWIPFDADYPPVLVLVASWFI WI LI DKVTLLVSLQVLE! SCHI RLRI EQLNA
M LNCFNGDLQSSRKRLNDCVQYH! DI | SYSERFNNCFTNGVFI HLATTG | | GCLENQNVE
GATPGGVLHLFGW | SLFTSCLAGQ LLDSSTSVADAL YNSQAYTADVKLRKNLI LM QRSQ
KPLFLATGAFNI MSFALFVTV

>TcasOr 20( AVB89922)

MVDETYLQFFVKSFTYLNMLPEKTTFCTTI QQYYVSVI | TI TTFPI LADLVSQFYEES! SFT
SVNENFVAL SALFAVI YVSVCFI NRKHKI RALI ADLALFETFSSKAVI TETDKSVKFYTKLF
| VYG VGNLCYGLLPI LGYKKCHESKSVHMTRYG PCGLVWRFLFPFKFDYSPLAEL VAL YE
| LVCI LGTSWWI WTTLI CGVLI Hl TVQLQCLRKI | LDLSQVNDLEI LEHKVKFCVKYHTAI
LDYG RTDLAFNQWWLLH TWIGFI | SVLGFEI STTDDYVEAFRFFVHLLGALGVLFWCYY
GQKI LDESLAI ADAVYTFLWYKKSVI VQRYVLLI LLRSQKPL TLRACGVKVMBLATFLGVLY
SAYSYFTLLLKLKP

>TcasOr 21( AVB89923)

MEKYDWVQAI KTNI LI LKI VGLWPDSEDYKFDFYALHASVWALSTLLVASTFFQG NI | FI LD
DVKALTGTAYVLLTE! LAVI KTYFVWKNVKM.KHL MQSLNNNKL FQPRSHEQ KLI QPSLKF
WKL L YNL FHSL VGGATLFW LFPI VDKKEKRL PFLGWYI VDTKVSPYYE! VYGFQFCSCCYM
SALI | NI DTLI AALNVYI GNQI DI LCNNLRNLKAGCSI ERDLI TCI KHHQEI LK

>TcasOr 22( AVB89924)

MAKDSSPVLQES! El MKYLQLWPQNEHTNLRRRFCFVI LLCSPLTLGLAAHLI VCI KDNLDV
ELSANI AVLSAVTGLTYM.I VFVWBQDKVWHL LAKL GTHEI FGTPDNFKKRSRRLDFYAKLY
SYYCYFG VI YSLLQ | EMPECRKI NEEKGL SEI CGM VPFWAPFDI DWFPLKQ FWFDQLL
G VI | | KGGAAVSI TTFEVAQYI CLKI KHLNSLLRQAFDDPHEEVI EKRLLHCI RYQQHI | R
TNEL FNVCYKHCNGCYWMG | 1 ASLLNQ | KVTAPGLKKASELLSI LQAGFAAFSSAVTR
VI SESLTI PDAALDSKWYEAPI KSQKM.LLLLVRSQKAFNLHATPVG MSFALFVALLKTSY
SYFTLLHQST

>TcasOr 23( AVB89925)

MAKDTSPVLRES| EVMKYLQLWPQNERTNLRRRYFI VI FLCSPLHLGLATHL VWCLKDNLDV
DLSANI AVLSAVTGLTYM.I VFVWBQDKL VHLLAKL DTHEI FGTPDNL TKRSRRLNFYAKL Y
SYYCYFG VI YSLVQ | EMPQCRKMNEEKGL SEI CGM VPFWAPFDI DWFPLKQ FWLNQLL
G VI | | KGGAAVSI TTFEVAQYI CLKI KHLNRL L REAFDDPCDVWVEQKLLHCI RYQQHI | R
TNEL FNVCFKHONGCYWMG | 1 ASLLNQ LKEKSVGAL VHFAGW CSFFI CCHAGQAVI S
ESLTI PEAALDSHWEAPVKYKKVLLLLLVRSQKAFNLQATPI G| MSFDL

>TcasOr 24( AVB89926)

MIEEKQLRI CLSSCFFLKWSFMAPTKSEEFRTSKGLYFRLLAFVI | SGLTFTAM VIVHLLKS
VEAGDYDI SEDI Al LATNTGY! LMMVLLY! | RQKDLESL L VDL SSFKKYQKPPKFDEVNRKL E
WCTRM/FGYCVFGSVFYNLVKI LAl PSCKKSRRI NEVCGVAI PYWAFDTENWS! KLPLI LH
TFLVI | | VDKVTLLVSLQVLEI ACNI KLRLDQLNCM.VSCFDGDVEASRRRLNEC! KYHKE
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| SYSEI FSKCFS| EMFTHLTTTG | CGCLENQVWQEHRPEAI LHI GOW TAI FVSSFGEQ L
| DSSLSVAEAAYSSAWEADI MKVBYSI LTI LQ

>TcasOr 25( AMB89927)

MTEEKEL RLCLWSCYYLKL SLMAPLKREEFKSSKGLYLRLLVFVI | SGSTFTAM FMHLYKS
LKVGSYDVSEDLAI LASNI GYVLMVITMYVSRQKDLEL L L L DL SDFKTYGKPPNFDKVRKRVD
LYAHLI FFYSMFGSFVYNVDKI | LI DKCKEARRI NEVCGSAI PFWTPFETEDLFTLTLVI TY
VLI NI FVWWKVAMTVSVQVLE! SSHI NLRI EQLKI FI AGCFDRDFKASRERLDFCI RYHNVI

| DFSERFSRCFSYVMFI HLAI TG | | GCLENQ VQEHQPEAMLHVGGWSTATFI ACYGGQLL
MDASTS| ADEFYNCPWYEADVKVRKDLI LI | LRAQKALFVSTGPFNVL SFALFVSLKTSFI W
PPKNEEMIPSRWEY! KLAVLLTVSVI | LYVPVC! Hl HKLFERDL DASEDFALMFSYYGFLST
M FYSKNHKKI CGLI YNLCSFEEFGKPPQFDELNQRLDFYSKLASGYTI | GVAVYI GVKI YK
| PDCKAERGAI QVCGL TVPLLCEQFNEAYYWTAFSHI VCSVLACACVAHQAVNQDVLAVL HY
| GA MBI FVWCWAGQ L TDSSVTVADACFGSNW. RACPRL RRDL SFMVRRSQKCVEL RAGPF
NVLCFSLFVSPI | TKH CERQNAARHFDDI CGLVTNSWWPFDI KKFPNKQLFYLWOTYSVYW
TYEGSAAI SYLI VATVEHVLMRI WHLQGM QEAI NTEDAQVRKSRL DKCL EYHNHVFLLAAD
VDRI YQRSLFVHVLFSGVLFG MGFSI LTVG SVKTLTCRRKGFMVG

>TcasOr 26( AMB89928)

MVESTVTRLKRMYLWPTASVTSRKPAFFLI TFSCFLLYGSVIVHLI VNDI SMEEVHVI ETTAG
QFGVLYYLTLFTI YRKG LEI YADL SNFTKFGKPYNFDKRNKQL NQASRWESWLYFFVI SV
FAWPG FTQSCEDLNVALNKTEVCGVWSPVW PFRFDYKPMKQFVYFWOSFCCL YSNGGAGT
| SFAMSETI EHLI LRVEDLKI LFPKI VAERSPEVRRKMLAKW/DYHLW.L S| GKLMNDTYRY
SFSVI VLCAGTLFGCI GYTVMKFHSVGTTVYNSEWCDTDVDFQKGVI LI TI RAQKPVRI YAG
PFSYVSHLLI LTVFQTSYSYI NLLNASS
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NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT

TcasG 4( AMR92325)

DOVAI N 1
TRANSVEM 33
DOVAI N 52
TRANSMVEM 65
DOVAI N 89
TRANSMEM 120
DOVAI N 143
TRANSMEM 156
DOVAI N 177
TRANSMEM 193
DOVAI N 214
TRANSVMEM 227
DOVAI N 249
TRANSMEM 259
DOVAI N 282
TcasG 5( AM292326)
DOVAI N 1
TRANSMEM 110
DOVAI N 132
TRANSVMEM 148
DOVAI N 170
TRANSMEM 210
DOVAI N 231
TRANSVMEM 245
DOVAI N 266
TRANSVMEM 312
DOVAI N 335
TRANSMEM 345
DOVAI N 370
TRANSMEM 393
DOVAI N 414
TCasG 6( AM292327)
DOVAI N 1
TRANSMEM 128
DOVAI N 152
TRANSVMEM 162
DOVAI N 187
TRANSVMEM 213
DOVAI N 233
TRANSVMEM 248
DOVAI N 268
TRANSMEM 283
DOVAI N 305
TRANSMEM 337
DOVAI N 357
TRANSMEM 359
DOVAI N 379
TcasG 7( AM292328)
DOVAI N 1

32

51

64

88
119
142
155
176
192
213
226
248
258
281
309

109
131
147
169
209
230
244
265
311
334
344
369
392
413
522

127
151
161
186
212
232
247
267
282
304
336
356
358
378
387

73

16

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT

TRANSMVEM 74 95

DOVAI N 96 105
TRANSVEM 106 125
DOVAI N 126 150
TRANSVEM 151 172
DOVAI N 173 191
TRANSMVEM 192 212
DOVAI N 213 225
TRANSVEM 226 246
DOVAI N 247 288
TRANSVEM 289 310
DOVAI N 311 319
TRANSMVEM 320 340
DOVAI N 341 429
TcasG 104( AM292329)
DOVAI N 1 44
TRANSVEM 45 64
DOVAI N 65 74
TRANSVEM 75 97
DOVAI N 98 138
TRANSVEM 139 160
DOVAI N 161 173
TRANSVEM 174 193
DOVAI N 194 231
TRANSMVEM 232 258
DOVAI N 259 280
TRANSVEM 281 304
DOVAI N 305 348
TRANSMVEM 349 370
DOVAI N 371 379
TcasG 9( AM292330)

DOVAI N 1 54
TRANSVEM 55 77
DOVAI N 78 88
TRANSVEM 89 110
DOVAI N 111 138
TRANSVEM 139 159
DOVAI N 160 173
TRANSVEM 174 193
DOVAI N 194 223
TRANSVEM 224 244
DOVAI N 245 286
TRANSVEM 287 310
DOVAI N 311 318
TRANSVEM 319 339
DOVAI N 340 408
TcasG 10( AM292331)
DOVAI N 1 85
TRANSMVEM 86 110
DOVAI N 111 120

17

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT

TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMEM
DOVAI N
TRANSMEM
DOVAI N

TcasG 11( AMR92332)

DOVAI N
TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMEM
DOVAI N
TRANSMEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMEM
DOVAI N

TcasG 12( AMR92333)

DOVAI N
TRANSMEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMEM
DOVAI N
TRANSMEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMEM
DOVAI N

TcasG 13( AMR92334)

DOVAI N
TRANSMEM
DOVAI N
TRANSMVEM
DOVAI N

121
142
168
191
209
229
270
295
307
330
386
407

1
57
78
90

113
141
162
176
198
241
265
277
298
303
325

1
29
49
61
84

105
126
143
164
210
235
267
288
291
310

1
103
123
135
158

141
167
190
208
228
269
294
306
329
385
406
437

56

77

89
112
140
161
175
197
240
264
276
297
302
324
344

28

48

60

83
104
125
142
163
209
234
266
287
290
309
316

102
122
134
157
178

18

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT

TRANSVEM 179
DOVAI N 200
TRANSVEM 217
DOVAI N 238
TRANSMVEM 284
DOVAI N 309
TRANSVEM 341
DOVAI N 362
TRANSMVEM 365
DOVAI N 384
TcasG 14( AMR92335)
SI GNAL 1
DOVAI N 1
DOVAI N 11
DOVAI N 22
DOVAI N 28
TRANSVEM 115
DOVAI N 136
TRANSMVEM 149
DOVAI N 174
TRANSVEM 186
DOVAI N 207
TRANSMVEM 226
DOVAI N 247
TRANSVEM 271
DOVAI N 295
TRANSMVEM 324
DOVAI N 345
TRANSMVEM 348
DOVAI N 370
TcasG 15( AMR92336)
DOVAI N 1
TRANSVEM 118
DOVAI N 139
TRANSMVEM 150
DOVAI N 176
TRANSMVEM 243
DOVAI N 263
TRANSMVEM 283
DOVAI N 303
TRANSMVEM 359
DOVAI N 381
TRANSMVEM 391
DOVAI N 413
TRANSMVEM 421
DOVAI N 443
TcasG 16( AM292337)
DOVAI N 1
TRANSVEM 37
DOVAI N 58

199
216
237
283
308
340
361
364
383
390

27

10

21

27
114
135
148
173
185
206
225
246
270
294
323
344
347
369
374

117
138
149
175
242
262
282
302
358
380
390
412
420
442
455

36
57
72

19

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

N- REG ON.

H REG ON.

C- REA ON.

NON CYTOPLASM C.
CYTOPLASM C.

NON CYTOPLASM C.
CYTOPLASM C.

NON CYTOPLASM C.
CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT

TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMEM
DOVAI N
TRANSMEM
DOVAI N

TcasG 17( AMR92338)

DOVAI N
TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMEM
DOVAI N
TRANSMEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMEM
DOVAI N

TcasG 150( AMR923309)

DOVAI N
TRANSMEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMEM
DOVAI N
TRANSMEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMVEM
DOVAI N
TRANSMEM
DOVAI N

TcasG 19( AM92340)

DOVAI N
TRANSMEM
DOVAI N
TRANSMVEM
DOVAI N

73

99
133
155
176
197
255
280
289
311
351
372

1
33
55
68
90

126
148
163
185
237
262
275
296
334
354

1
33
55
68
90

126
148
163
185
237
262
275
296
346
369

1
56
80
89

112

98
132
154
175
196
254
279
288
310
350
371
452

32

54

67

89
125
147
162
184
236
261
274
295
333
353
372

32

54

67

89
125
147
162
184
236
261
274
295
345
368
387

55
79
88
111
124

20

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT

TRANSVEM 125
DOVAI N 151
TRANSVEM 169
DOVAI N 190
TRANSMVEM 220
DOVAI N 243
TRANSMVEM 252
DOVAI N 276
TRANSVEM 279
DOVAI N 302
TcasG 20( AM292341)
DOVAI N 1
TRANSVEM 52
DOVAI N 74
TRANSVEM 84
DOVAI N 110
TRANSVEM 137
DOVAI N 160
TRANSVEM 176
DOVAI N 198
TRANSVEM 266
DOVAI N 292
TRANSMVEM 313
DOVAI N 335
TRANSMVEM 361
DOVAI N 384
TcasG 21( AM292342)
DOVAI N 1
TRANSVEM 49
DOVAI N 75
TRANSVEM 90
DOVAI N 116
TRANSVEM 144
DOVAI N 165
TRANSVEM 177
DOVAI N 197
TRANSVEM 251
DOVAI N 273
TRANSMVEM 287
DOVAI N 309
TRANSMVEM 326
DOVAI N 346
TcasG 22( AM292343)
DOVAI N 1
TRANSVEM 52
DOVAI N 72
TRANSVEM 81
DOVAI N 99
TRANSVEM 111
DOVAI N 130

150
168
189
219
242
251
275
278
301
355

51

73

83
109
136
159
175
197
265
291
312
334
360
383
393

48

74

89
115
143
164
176
196
250
272
286
308
325
345
386

51
71
80
98
110
129
149

21

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT

TRANSMVEM 150 170

DOVAI N 171 184
TRANSMEM 185 209
DOVAI N 210 246
TRANSMEM 247 265
DOVAI N 266 267
TRANSMEM 268 287
DOVAI N 288 301
TcasGr 79( AMR92344)
DOVAI N 1 54
TRANSVEM 55 75
DOVAI N 76 85
TRANSVEM 86 108
DOVAI N 109 122
TRANSMEM 123 142
DOVAI N 143 153
TRANSMEM 154 173
DOVAI N 174 192
TRANSMEM 193 216
DOVAI N 217 243
TRANSVMEM 244 263
DOVAI N 264 266
TRANSMEM 267 286
DOVAI N 287 291
TcasGr 123( AM292345)
DOVAI N 1 72
TRANSMVEM 73 97
DOVAI N 98 105
TRANSMEM 106 124
DOVAI N 125 142
TRANSVMEM 143 164
DOVAI N 165 176
TRANSVMEM 177 196
DOVAI N 197 243
TRANSVMEM 244 270
DOVAI N 271 280
TRANSMEM 281 301
DOVAI N 302 351
TRANSMEM 352 374
DOVAI N 375 384
TcasGr 25( AMR92346)

SI GNAL 1 18
DOVAI N 1 5
DOVAI N 6 13
DOVAI N 14 18
DOVAI N 19 44
TRANSVEM 45 63
DOVAI N 64 70
TRANSMVEM 71 90
DOVAI N 91 100

22

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

N- REG ON.
H REG ON.
C- REG ON.
NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT

TRANSVEM 101
DOVAI N 121
TRANSVEM 138
DOVAI N 158
TRANSVEM 174
DOVAI N 198
TRANSMVEM 212
DOVAI N 231
TRANSVEM 234
DOVAI N 253
TcasG 26( AM292347)
DOVAI N 1
TRANSVEM 128
DOVAI N 152
TRANSMVEM 162
DOVAI N 187
TRANSMVEM 213
DOVAI N 233
TRANSVEM 248
DOVAI N 268
TRANSVEM 283
DOVAI N 305
TRANSMVEM 337
DOVAI N 357
TRANSMVEM 359
DOVAI N 379
TcasG 27( AM292348)
DOVAI N 1
TRANSVEM 7
DOVAI N 26
TRANSVEM 35
DOVAI N 57
TRANSVEM 78
DOVAI N 100
TRANSVEM 121
DOVAI N 143
TRANSVEM 169
DOVAI N 195
TRANSVEM 251
DOVAI N 274
TRANSMVEM 297
DOVAI N 319
TcasG 28( AM292349)
DOVAI N 1
TRANSVEM 29
DOVAI N 50
TRANSVEM 61
DOVAI N 82
TRANSVEM 93
DOVAI N 113

120
137
157
173
197
211
230
233
252
314

127
151
161
186
212
232
247
267
282
304
336
356
358
378
387

25
34
56
77
99
120
142
168
194
250
273
296
318
346

28
49
60
81
92
112
123

23

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT

TRANSMVEM 124 143

DOVAI N 144 165
TRANSMEM 166 186
DOVAI N 187 196
TRANSMEM 197 217
DOVAI N 218 220
TRANSMEM 221 239
DOVAI N 240 248
TcasGr 29( AM292350)

DOVAI N 1 73
TRANSVEM 74 95
DOVAI N 96 105
TRANSMEM 106 125
DOVAI N 126 150
TRANSMEM 151 172
DOVAI N 173 191
TRANSMEM 192 212
DOVAI N 213 225
TRANSVMEM 226 246
DOVAI N 247 288
TRANSMEM 289 310
DOVAI N 311 319
TRANSMEM 320 340
DOVAI N 341 429
TcasG 30( AM292351)

DOVAI N 1 73
TRANSMVEM 74 95
DOVAI N 96 105
TRANSMEM 106 125
DOVAI N 126 150
TRANSMEM 151 172
DOVAI N 173 191
TRANSMEM 192 212
DOVAI N 213 225
TRANSVMEM 226 246
DOVAI N 247 288
TRANSMEM 289 310
DOVAI N 311 319
TRANSMEM 320 341
DOVAI N 342 394
TcasG 31( AM292352)

DOVAI N 1 13
TRANSMVEM 14 32
DOVAI N 33 37
TRANSVEM 38 56
DOVAI N 57 66
TRANSVEM 67 86
DOVAI N 87 99
TRANSMEM 100 120
DOVAI N 121 153

24

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT

TRANSMEM 154
DOVAI N 180
TRANSMEM 191
DOVAI N 212
TRANSMEM 225
DOVAI N 248
TcasG 32( AM292353)
DOVAI N 1
TRANSMEM 152
DOVAI N 175
TRANSMEM 189
DOVAI N 210
TRANSVMEM 224
DOVAI N 244
TRANSMEM 258
DOVAI N 279
TRANSMEM 324
DOVAI N 348
TRANSMEM 376
DOVAI N 399
TRANSVMEM 423
DOVAI N 446
TcasG 33( AM292368)
DOVAI N 1
TRANSMEM 128
DOVAI N 152
TRANSMEM 162
DOVAI N 187
TRANSVMEM 213
DOVAI N 233
TRANSVMEM 248
DOVAI N 268
TRANSMEM 283
DOVAI N 305
TRANSVMEM 337
DOVAI N 357
TRANSMEM 359
DOVAI N 379
TcasG 34( AMR92355)
DOVAI N 1
TRANSMVEM 25
DOVAI N 44
TRANSMVEM 53
DOVAI N 77
TRANSMEM 93
DOVAI N 114
TRANSMEM 129
DOVAI N 151
TRANSMEM 196

179
190
211
224
247
250

151
174
188
209
223
243
257
278
323
347
375
398
422
445
651

127
151
161
186
212
232
247
267
282
304
336
356
358
378
387

24
43
52
76
92
113
128
150
195
218

25

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT

DOVAI N 219
TRANSMEM 236
DOVAI N 257
TRANSMEM 296
DOVAI N 319
TcasG 35( AM292356)
DOVAI N 1
TRANSVEM 5
DOVAI N 27
TRANSVEM 40
DOVAI N 63
TRANSMVEM 74
DOVAI N 94
TRANSMEM 115
DOVAI N 136
TRANSMEM 150
DOVAI N 173
TRANSVMEM 204
DOVAI N 225
TRANSVMEM 228
DOVAI N 249
TcasGr 36( AM292357)
DOVAI N 1
TRANSMVEM 44
DOVAI N 64
TRANSMVEM 71
DOVAI N 94
TRANSMEM 132
DOVAI N 152
TRANSMEM 167
DOVAI N 187
TRANSVMEM 213
DOVAI N 237
TRANSVMEM 254
DOVAI N 277
TRANSMEM 329
DOVAI N 351
TcasGr 37( AM292358)
DOVAI N 1
TRANSMVEM 26
DOVAI N 48
TRANSVEM 58
DOVAI N 81
TRANSMEM 108
DOVAI N 130
TRANSVMEM 144
DOVAI N 165
TRANSMEM 195
DOVAI N 219
TRANSVMEM 237

235
256
295
318
324

26
39
62
73
93
114
135
149
172
203
224
227
248
251

43

63

70

93
131
151
166
186
212
236
253
276
328
350
355

25
47
57
80
107
129
143
164
194
218
236
260

26

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT

DOVAI N 261
TRANSMVEM 284
DOVAI N 304
TcasG 38( AM292324)
DOVAI N 1
TRANSMVEM 59
DOVAI N 82
TRANSVEM 96
DOVAI N 119
TRANSVEM 150
DOVAI N 171
TRANSMVEM 186
DOVAI N 207
TRANSMVEM 258
DOVAI N 283
TRANSVEM 295
DOVAI N 316
TRANSVEM 370
DOVAI N 391
TcasG 39( AM292360)
DOVAI N 1
TRANSVEM 86
DOVAI N 111
TRANSVEM 121
DOVAI N 142
TRANSVEM 168
DOVAI N 191
TRANSMVEM 209
DOVAI N 229
TRANSMVEM 270
DOVAI N 295
TRANSVEM 307
DOVAI N 330
TRANSVEM 386
DOVAI N 407
TcasG 40( AM292361)
DOVAI N 1
TRANSMVEM 62
DOVAI N 85
TRANSVEM 97
DOVAI N 121
TRANSVEM 149
DOVAI N 171
TRANSVEM 189
DOVAI N 211
TRANSMVEM 259
DOVAI N 283
TRANSMVEM 308
DOVAI N 332
TRANSVEM 350

283
303
331

58

81

95
118
149
170
185
206
257
282
294
315
369
390
398

85
110
120
141
167
190
208
228
269
294
306
329
385
406
426

61

84

96
120
148
170
188
210
258
282
307
331
349
372

27

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

DOVAI N 373
TcasG 41( AM292362)
DOVAI N 1
TRANSVEM 40
DOVAI N 62
TRANSVEM 73
DOVAI N 96
TRANSMVEM 126
DOVAI N 149
TRANSMVEM 167
DOVAI N 188
TRANSMVEM 231
DOVAI N 256
TRANSMVEM 270
DOVAI N 294
TRANSMVEM 315
DOVAI N 336
TcasG 71( AMR92363)
DOVAI N 1
TRANSMVEM 30
DOVAI N 51
TRANSVEM 64
DOVAI N 87
TRANSVEM 112
DOVAI N 136
TRANSMVEM 150
DOVAI N 170
TRANSMVEM 205
DOVAI N 232
TRANSVEM 247
DOVAI N 270
TRANSMVEM 321
DOVAI N 342
TcasG 43( AMR92364)
DOVAI N 1
TRANSMVEM 34
DOVAI N 53
TRANSVEM 61
DOVAI N 86
TRANSMVEM 120
DOVAI N 142
TRANSMVEM 159
DOVAI N 179
TRANSMVEM 211
DOVAI N 235
TRANSVEM 254
DOVAI N 274
TRANSMVEM 326
DOVAI N 348

373

39

61

72

95
125
148
166
187
230
255
269
293
314
335
398

29

50

63

86
111
135
149
169
204
231
246
269
320
341
347

33

52

60

85
119
141
158
178
210
234
253
273
325
347
353

28

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT

TcasG 44( AMR92365)

DOVAI N 1 36
TRANSVEM 37 55
DOVAI N 56 68
TRANSMVEM 69 92
DOVAI N 93 123
TRANSVMEM 124 146
DOVAI N 147 159
TRANSMEM 160 180
DOVAI N 181 196
TRANSMEM 197 217
DOVAI N 218 230
TRANSMEM 231 252
DOVAI N 253 262
TRANSMEM 263 285
DOVAI N 286 313
TcasGr 45( AM292366)

DOVAI N 1 44
TRANSVEM 45 64
DOVAI N 65 74
TRANSVEM 75 97
DOVAI N 98 138
TRANSMEM 139 160
DOVAI N 161 173
TRANSVMEM 174 193
DOVAI N 194 231
TRANSMEM 232 258
DOVAI N 259 280
TRANSMEM 281 304
DOVAI N 305 348
TRANSMEM 349 370
DOVAI N 371 379
TcasGr 46( AM292367)

DOVAI N 1 1155
TRANSMEM 1156 1175
DOVAI N 1176 1182
TRANSMEM 1183 1201
DOVAI N 1202 1221
TRANSVMEM 1222 1245
DOVAI N 1246 1266
TRANSMEM 1267 1287
DOVAI N 1288 1319
TRANSMEM 1320 1345
DOVAI N 1346 1358
TRANSMEM 1359 1383
DOVAI N 1384 1419
TRANSVMEM 1420 1442
DOVAI N 1443 1451
TcasGr 47( AMR92354)

DOVAI N 1 19

29

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT

TRANSMVEM 20
DOVAI N 38
TRANSVEM 52
DOVAI N 72
TRANSVEM 99
DOVAI N 122
TRANSVEM 137
DOVAI N 159
TRANSMVEM 187
DOVAI N 208
TRANSMVEM 228
DOVAI N 252
TRANSMVEM 279
DOVAI N 299
TcasG 48( AMR292369)
DOVAI N 1
TRANSMVEM 56
DOVAI N 77
TRANSMVEM 88
DOVAI N 111
TRANSVEM 138
DOVAI N 159
TRANSVEM 175
DOVAI N 195
TRANSMVEM 268
DOVAI N 292
TRANSMVEM 333
DOVAI N 352
TRANSMVEM 364
DOVAI N 387
TcasG 49( AMR92370)
DOVAI N 1
TRANSMVEM 56
DOVAI N 77
TRANSMVEM 87
DOVAI N 106
TRANSMVEM 116
DOVAI N 136
TRANSMVEM 158
DOVAI N 180
TRANSMVEM 268
DOVAI N 295
TRANSMVEM 312
DOVAI N 339
TRANSMVEM 379
DOVAI N 401
TcasG 50( AM292371)
DOVAI N 1
TRANSMVEM 35
DOVAI N 56

37

51

71

98
121
136
158
186
207
227
251
278
298
321

55

76

87
110
137
158
174
194
267
291
332
351
363
386
408

55

76

86
105
115
135
157
179
267
294
311
338
378
400
418

34
55
65

30

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT

TRANSVEM 66
DOVAI N 88
TRANSVEM 117
DOVAI N 138
TRANSVEM 154
DOVAI N 176
TRANSMVEM 231
DOVAI N 256
TRANSMVEM 267
DOVAI N 288
TRANSMVEM 314
DOVAI N 333
TcasG 51( AM292372)
DOVAI N 1
TRANSMVEM 370
DOVAI N 392
TRANSVEM 404
DOVAI N 424
TRANSMVEM 438
DOVAI N 460
TRANSVEM 475
DOVAI N 497
TRANSMVEM 531
DOVAI N 556
TRANSMVEM 638
DOVAI N 660
TRANSMVEM 666
DOVAI N 691
TcasG 52( AMR92375)
DOVAI N 1
TRANSMVEM 13
DOVAI N 33
TRANSVEM 39
DOVAI N 58
TRANSMVEM 74
DOVAI N 94
TRANSMVEM 113
DOVAI N 133
TRANSVEM 167
DOVAI N 188
TRANSMVEM 209
DOVAI N 231
TRANSMVEM 283
DOVAI N 305
TcasG 53( AM292383)
DOVAI N 1
TRANSMVEM 26
DOVAI N 48
TRANSMVEM 58
DOVAI N 81

87
116
137
153
175
230
255
266
287
313
332
350

369
391
403
423
437
459
474
496
530
555
637
659
665
690
771

12
32
38
57
73
93
112
132
166
187
208
230
282
304
311

25
a7
57
80
107

31

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT

TRANSMVEM 108 129

DOVAI N 130 143
TRANSVEM 144 164
DOVAI N 165 194
TRANSMVEM 195 218
DOVAI N 219 236
TRANSMVEM 237 260
DOVAI N 261 283
TRANSMVEM 284 303
DOVAI N 304 319
TcasG 54( AMR92373)
DOVAI N 1 32
TRANSMVEM 33 52
DOVAI N 53 59
TRANSMVEM 60 80
DOVAI N 81 114
TRANSVEM 115 137
DOVAI N 138 154
TRANSMVEM 155 174
DOVAI N 175 217
TRANSVEM 218 244
DOVAI N 245 254
TRANSMVEM 255 278
DOVAI N 279 324
TRANSVEM 325 347
DOVAI N 348 360
TcasG 125( AM292376)
DOVAI N 1 56
TRANSMVEM 57 77
DOVAI N 78 89
TRANSMVEM 90 112
DOVAI N 113 140
TRANSVEM 141 161
DOVAI N 162 175
TRANSMVEM 176 197
DOVAI N 198 240
TRANSMVEM 241 264
DOVAI N 265 276
TRANSVEM 277 297
DOVAI N 298 358
TRANSMVEM 359 381
DOVAI N 382 402
TcasG 56( AMR92377)
DOVAI N 1 48
TRANSMVEM 49 74
DOVAI N 75 89
TRANSMVEM 90 115
DOVAI N 116 143
TRANSVEM 144 164
DOVAI N 165 176

32

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT

TRANSVMEM 177
DOVAI N 197
TRANSMEM 251
DOVAI N 273
TRANSVMEM 287
DOVAI N 309
TRANSMEM 326
DOVAI N 346
TcasGr 57( AM292378)
DOVAI N 1
TRANSVEM 28
DOVAI N 52
TRANSVEM 65
DOVAI N 90
TRANSMEM 113
DOVAI N 135
TRANSMEM 152
DOVAI N 172
TRANSVMEM 241
DOVAI N 266
TRANSVMEM 282
DOVAI N 303
TRANSMEM 360
DOVAI N 383
TcasGr 98( AM292379)
DOVAI N 1
TRANSMVEM 44
DOVAI N 64
TRANSMVEM 75
DOVAI N 98
TRANSMEM 133
DOVAI N 155
TRANSVMEM 172
DOVAI N 192
TRANSVMEM 229
DOVAI N 254
TRANSMEM 275
DOVAI N 296
TRANSMEM 346
DOVAI N 368
TcasG 59( AM292380)
DOVAI N 1
TRANSMVEM 43
DOVAI N 62
TRANSVEM 73
DOVAI N 97
TRANSMEM 130
DOVAI N 153
TRANSMEM 169
DOVAI N 192

196
250
272
286
308
325
345
358

27

51

64

89
112
134
151
171
240
265
281
302
359
382
387

43

63

74

97
132
154
171
191
228
253
274
295
345
367
376

42
61
72
96
129
152
168
191
239

33

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT

TRANSMVEM 240
DOVAI N 267
TRANSVEM 283
DOVAI N 306
TRANSMVEM 349
DOVAI N 372
TcasG 60( AM292381)
S| GNAL 1
DOVAI N 1
DOVAI N 2
DOVAI N 12
DOVAI N 17
TRANSVEM 103
DOVAI N 124
TRANSVEM 137
DOVAI N 156
TRANSMVEM 183
DOVAI N 202
TRANSVEM 217
DOVAI N 238
TRANSVEM 251
DOVAI N 273
TRANSMVEM 295
DOVAI N 316
TRANSMVEM 326
DOVAI N 349
TcasG 61( AM292382)
SI GNAL 1
DOVAI N 1
DOVAI N 10
DOVAI N 23
DOVAI N 28
TRANSMVEM 255
DOVAI N 278
TRANSVEM 286
DOVAI N 306
TRANSVEM 324
DOVAI N 346
TRANSMVEM 363
DOVAI N 385
TRANSVEM 417
DOVAI N 441
TRANSVEM 453
DOVAI N 480
TRANSVEM 536
DOVAI N 559
TcasG 62( AM292374)
SI GNAL 1
DOVAI N 1
DOVAI N 10

266
282
305
348
371
489

16
1
11
16
102
123
136
155
182
201
216
237
250
272
294
315
325
348
364

27
9
22
27
254
277
285
305
323
345
362
384
416
440
452
479
535
558
670

25
9
20

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

N- REG ON.

H REG ON.

C- REG ON.

NON CYTOPLASM C.
CYTOPLASM C.

NON CYTOPLASM C.
CYTOPLASM C.

NON CYTOPLASM C.
CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

N- REG ON.

H REG ON.

C- REG ON.

NON CYTOPLASM C.
CYTOPLASM C.

NON CYTOPLASM C.
CYTOPLASM C.

NON CYTOPLASM C.
CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

N- REG ON.
H REG ON.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT

DOVAI N 21
DOVAI N 26
TRANSVMEM 232
DOVAI N 255
TRANSVMEM 264
DOVAI N 285
TRANSMEM 315
DOVAI N 338
TRANSVMEM 354
DOVAI N 374
TRANSVMEM 410
DOVAI N 433
TRANSMEM 525
DOVAI N 548
TRANSMEM 556
DOVAI N 578
TcasOr 1( AMB89931)
DOVAI N 1
TRANSVEM 65
DOVAI N 85
TRANSVEM 97
DOVAI N 121
TRANSMEM 132
DOVAI N 158
TRANSMEM 178
DOVAI N 197
TRANSMEM 213
DOVAI N 240
TRANSMEM 289
DOVAI N 314
TRANSMEM 320
DOVAI N 342
TcasOr 2( AMB89904)
DOVAI N 1
TRANSVEM 21
DOVAI N 42
TRANSVEM 50
DOVAI N 70
TRANSMEM 101
DOVAI N 122
TRANSMEM 140
DOVAI N 161
TRANSMEM 185
DOVAI N 208
TRANSMEM 250
DOVAI N 273
TRANSMEM 283
DOVAI N 308
TcasOr 3( AMB89905)
DOVAI N 1

25
231
254
263
284
314
337
353
373
409
432
524
547
555
577
659

64

84

96
120
131
157
177
196
212
239
288
313
319
341
353

20

41

49

69
100
121
139
160
184
207
249
272
282
307
314

35

C- REG ON.
NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT

TRANSVEM 9
DOVAI N 30
TRANSVEM 42
DOVAI N 63
TRANSVEM 96
DOVAI N 118
TRANSVEM 140
DOVAI N 164
TRANSMVEM 200
DOVAI N 226
TRANSMVEM 286
DOVAI N 308
TRANSMVEM 316
DOVAI N 336
TcasOr 4( AM689906)
DOVAI N 1
TRANSMVEM 29
DOVAI N 51
TRANSMVEM 59
DOVAI N 79
TRANSVEM 89
DOVAI N 110
TRANSMVEM 126
DOVAI N 145
TRANSVEM 170
DOVAI N 198
TRANSMVEM 260
DOVAI N 282
TRANSMVEM 308
DOVAI N 333
TcasOr 5( AM689907)
DOVAI N 1
TRANSVEM 11
DOVAI N 31
TRANSMVEM 45
DOVAI N 65
TRANSMVEM 77
DOVAI N 100
TRANSVEM 124
DOVAI N 147
TRANSMVEM 165
DOVAI N 189
TRANSMVEM 229
DOVAI N 251
TRANSMVEM 266
DOVAI N 286
TcasOr 6( AM689908)
S| GNAL 1
DOVAI N 1
DOVAI N 15

29

41

62

95
117
139
163
199
225
285
307
315
335
413

28
50
58
78
88
109
125
144
169
197
259
281
307
332
378

10
30
44
64
76
99
123
146
164
188
228
250
265
285
299

32
14
27

36

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

N- REG ON.
H REG ON.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT

DOVAI N 28
DOVAI N 33
TRANSMEM 101
DOVAI N 123
TRANSVMEM 141
DOVAI N 166
TRANSMEM 182
DOVAI N 203
TRANSVMEM 222
DOVAI N 244
TRANSVMEM 271
DOVAI N 294
TRANSMEM 363
DOVAI N 385
TRANSMEM 410
DOVAI N 434
TcasOr 7( AMB89909)
DOVAI N 1
TRANSVEM 8
DOVAI N 28
TRANSVEM 41
DOVAI N 61
TRANSMVEM 80
DOVAI N 105
TRANSMEM 126
DOVAI N 150
TRANSMEM 176
DOVAI N 201
TRANSVMEM 224
DOVAI N 252
TRANSMEM 289
DOVAI N 311
TcasOr 63( AMB89910)
DOVAI N 1
TRANSVEM 36
DOVAI N 63
TRANSVEM 74
DOVAI N 95
TRANSMEM 133
DOVAI N 155
TRANSVMEM 172
DOVAI N 194
TRANSMEM 250
DOVAI N 274
TRANSMEM 285
DOVAI N 306
TRANSMEM 308
DOVAI N 330
TcasOr 9( AMB89911)
DOVAI N 1

32
100
122
140
165
181
202
221
243
270
293
362
384
409
433
475

27

40

60

79
104
125
149
175
200
223
251
288
310
311

35

62

73

94
132
154
171
193
249
273
284
305
307
329
383

55

37

C- REG ON.
NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT

TRANSMVEM 56
DOVAI N 76
TRANSVEM 82
DOVAI N 102
TRANSMVEM 122
DOVAI N 144
TRANSVEM 161
DOVAI N 183
TRANSMVEM 197
DOVAI N 220
TRANSMVEM 230
DOVAI N 253
TRANSMVEM 260
DOVAI N 281
TcasOr 10( AM689912)
DOVAI N 1
TRANSVEM 45
DOVAI N 68
TRANSMVEM 87
DOVAI N 107
TRANSVEM 122
DOVAI N 143
TRANSVEM 161
DOVAI N 184
TRANSMVEM 200
DOVAI N 224
TRANSMVEM 263
DOVAI N 288
TRANSMVEM 303
DOVAI N 325
TcasOr 11( AM689913)
DOVAI N 1
TRANSMVEM 32
DOVAI N 54
TRANSMVEM 66
DOVAI N 89
TRANSMVEM 114
DOVAI N 137
TRANSMVEM 160
DOVAI N 181
TRANSMVEM 238
DOVAI N 262
TRANSMVEM 287
DOVAI N 306
TRANSMVEM 309
DOVAI N 330
TcasOr 12( AM689914)
DOVAI N 1
TRANSVEM 9
DOVAI N 28

75

81
101
121
143
160
182
196
219
229
252
259
280
294

44

67

86
106
121
142
160
183
199
223
262
287
302
324
330

31

53

65

88
113
136
159
180
237
261
286
305
308
329
332

8
27
38

38

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1

ID
FT
FT
FT
FT
FT

TRANSVEM 39
DOVAI N 64
TRANSVEM 90
DOVAI N 114
TRANSMVEM 132
DOVAI N 155
TRANSMVEM 189
DOVAI N 213
TRANSMVEM 264
DOVAI N 288
TRANSMVEM 294
DOVAI N 316
TcasOr 13( AM689915)
DOVAI N 1
TRANSVEM 48
DOVAI N 69
TRANSVEM 78
DOVAI N 102
TRANSMVEM 141
DOVAI N 163
TRANSVEM 179
DOVAI N 201
TRANSMVEM 267
DOVAI N 291
TRANSMVEM 307
DOVAI N 327
TRANSMVEM 380
DOVAI N 402
TcasOr 56( AM689916)
DOVAI N 1
TRANSMVEM 39
DOVAI N 61
TRANSVEM 72
DOVAI N 93
TRANSMVEM 135
DOVAI N 155
TRANSMVEM 170
DOVAI N 190
TRANSVEM 214
DOVAI N 237
TRANSMVEM 307
DOVAI N 331
TRANSMVEM 337
DOVAI N 359
TcasOr 15( AM689917)
DOVAI N 1
TRANSMVEM 37
DOVAI N 63
TRANSVEM 70
DOVAI N 90

63

89
113
131
154
188
212
263
287
293
315
374

47

68

77
101
140
162
178
200
266
290
306
326
379
401
405

38

60

71

92
134
154
169
189
213
236
306
330
336
358
433

36
62
69
89
99

39

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT

TRANSMVEM 100
DOVAI N 124
TRANSVEM 137
DOVAI N 157
TRANSMVEM 200
DOVAI N 228
TRANSVEM 244
DOVAI N 267
TRANSMVEM 302
DOVAI N 326
TcasOr 16( AM689918)
DOVAI N 1
TRANSMVEM 204
DOVAI N 229
TRANSMVEM 242
DOVAI N 264
TRANSMVEM 299
DOVAI N 322
TRANSMVEM 337
DOVAI N 358
TRANSVEM 380
DOVAI N 401
TRANSVEM 427
DOVAI N 448
TRANSMVEM 450
DOVAI N 472
TcasOr 17( AM689919)
DOVAI N 1
TRANSMVEM 4
DOVAI N 23
TRANSMVEM 30
DOVAI N 48
TRANSVEM 60
DOVAI N 81
TRANSMVEM 94
DOVAI N 113
TRANSMVEM 128
DOVAI N 150
TRANSVEM 176
DOVAI N 196
TRANSMVEM 198
DOVAI N 218
TcasOr 18( AM689920)
DOVAI N 1
TRANSMVEM 33
DOVAI N 59
TRANSMVEM 67
DOVAI N 87
TRANSVEM 116
DOVAI N 137

123
136
156
199
227
243
266
301
325
340

203
228
241
263
298
321
336
357
379
400
426
447
449
471
475

22
29
a7
59
80
93
112
127
149
175
195
197
217
243

32
58
66
86
115
136
157

40

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT

TRANSMVEM 158 179

DOVAI N 180 238
TRANSMEM 239 259
DOVAI N 260 282
TRANSMEM 283 304
DOVAI N 305 324
TRANSMEM 325 346
DOVAI N 347 410
TcasOr 19( AMB89921)

DOVAI N 1 38
TRANSVEM 39 57
DOVAI N 58 62
TRANSVEM 63 81
DOVAI N 82 93
TRANSMVEM 94 114
DOVAI N 115 136
TRANSMEM 137 159
DOVAI N 160 219
TRANSMEM 220 242
DOVAI N 243 254
TRANSMEM 255 276
DOVAI N 277 310
TRANSMEM 311 330
DOVAI N 331 331
TcasOr 20( AMB89922)

DOVAI N 1 58
TRANSMVEM 59 80
DOVAI N 81 90
TRANSMVEM 91 111
DOVAI N 112 151
TRANSVMEM 152 169
DOVAI N 170 186
TRANSMEM 187 211
DOVAI N 212 256
TRANSMEM 257 279
DOVAI N 280 290
TRANSMEM 291 311
DOVAI N 312 360
TRANSMEM 361 381
DOVAI N 382 386
TcasOr 21( AVB89923)

DOVAI N 1 5
TRANSMVEM 6 23
DOVAI N 24 30
TRANSVEM 31 48
DOVAI N 49 58
TRANSVEM 59 79
DOVAI N 80 92
TRANSMVEM 93 112
DOVAI N 113 127

41

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.



FT
FT
FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT

TRANSVMEM 128
DOVAI N 150
TRANSVMEM 174
DOVAI N 194
TRANSVMEM 196
DOVAI N 216
TcasOr 22( AMB89924)
DOVAI N 1
TRANSMVEM 34
DOVAI N 56
TRANSVEM 64
DOVAI N 87
TRANSMEM 116
DOVAI N 137
TRANSVMEM 155
DOVAI N 177
TRANSVMEM 253
DOVAI N 277
TRANSMEM 293
DOVAI N 314
TRANSVMEM 348
DOVAI N 369
TcasOr 23( AMB89925)
DOVAI N 1
TRANSMVEM 34
DOVAI N 56
TRANSMVEM 64
DOVAI N 87
TRANSMEM 113
DOVAI N 137
TRANSVMEM 154
DOVAI N 175
TRANSVMEM 188
DOVAI N 212
TRANSMEM 255
DOVAI N 277
TRANSMEM 279
DOVAI N 299
TcasOr 24( AVB89926)
DOVAI N 1
TRANSMVEM 40
DOVAI N 61
TRANSVEM 70
DOVAI N 93
TRANSVMEM 137
DOVAI N 161
TRANSMEM 183
DOVAI N 204
TRANSVMEM 252
DOVAI N 278

149
173
193
195
215
240

33

55

63

86
115
136
154
176
252
276
292
313
347
368
382

33

55

63

86
112
136
153
174
187
211
254
276
278
298
360

39
60
69
92
136
160
182
203
251
277
288

42

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



FT
FT
FT
FT
/1
I D
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
/1
ID
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT
FT

TRANSVMEM 289
DOVAI N 312
TRANSVMEM 324
DOVAI N 343
TcasOr 25( AMB89927)
DOVAI N 1
TRANSVMEM 384
DOVAI N 409
TRANSVEM 422
DOVAI N 441
TRANSVMEM 470
DOVAI N 493
TRANSMEM 509
DOVAI N 531
TRANSVMEM 552
DOVAI N 576
TRANSVMEM 615
DOVAI N 638
TRANSMEM 753
DOVAI N 776
TcasOr 26( AMB89928)
DOVAI N 1
TRANSMVEM 26
DOVAI N 47
TRANSMVEM 54
DOVAI N 73
TRANSMVEM 83
DOVAI N 102
TRANSMEM 115
DOVAI N 135
TRANSVMEM 168
DOVAI N 192
TRANSVMEM 249
DOVAI N 270
TRANSMEM 305
DOVAI N 325

311
323
342
343

383
408
421
440
469
492
508
530
551
575
614
637
752
775
791

25
46
53
72
82
101
114
134
167
191
248
269
304
324
338

43

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.

NON CYTOPLASM C.

CYTOPLASM C.



C

TcasG 38
TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
AaegG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCG
AaegG 28a
AganG 33
Dmel Gr 28bB
Drel Gr 28bC
Dmel Gr 28bD
Drel Gr 28bA
Dmel Gr 28bE
AganG 25
AaegG 43a
Dmel Gr43a
AganGr 37b
AganmGr 37d
Agany 37a
AganGr 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Amel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganr 9b
Agan 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k



AganGr 11
Dnel Gr 23aA
Drel Gr 23aB
Dnel Gr 39aA
Drel Gr 39aB
Dnel Gr 39aC
Drel Gr 39aD
Dnel Gr 98c
Drel Gr98d
Dnel Gr 98b
AganGr 51
AganGr 52
Drel Gr 94a
Dnel G 97a
Drel Gr 93b
Dnel Gr 93c
Drel Gr22d
Dnel Gr 22e
Drel Gr 22a
Dnel Gr22b
Drel Gr22c¢
Drel Gr 22f
Dnel G 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel Gr 59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dnel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegG 64a
Drel Gr 64a
Dnel G 61la
AganGr 15
AaegG 1
Drel Gr 5a
Dnel Gr 64f
Drel G- 64e
Anel G 1
Anrel G 2
AganG 16
AaegCr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23



AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Dmel G 21a
AganG 24
Aaeg(G 63a
Drel G 63a
TcasG 3
Drel Or 83b
AganOr 7
HvirQOr2
TcasOr 16
TcasOr 22
Anmel O 2
TcasG 31
TcasG 35
Drel Gr59¢
Dmel Gr 92a
Drel G 28a
Dmel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganmGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Dmel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Drel G 2a
Dmel G 32a
Drel G 68a
Anel G 7
Anel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Dmel G 33a
AganG 44
AganGr 13
AganG 45
AganGr 46
Drel r 93a
Amel G 6

----------------------------- MBKI ALNNPKSEYPSK- - - - - - - - - - - - QDP 19
----------------------------- MBKI ALNNPKSEYPSKYRPRPHRSI PAPQDP 31



Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dmel Gr 9a
Drel Gr 59f
Dmel G 77a
Drel G- 85a
TcasG 27
TcasG 48
AganGr 1
Drel G 10a
Dmel Gr 59e
Drel G 10b
Dmel Gr 89a
Drel G 57a
Dmel Gr47b
Dmel Gr58a
Drel Gr 58b
Dmel Gr 98a
AaegG 93a
TcasG 19
Drel G 47a
Dmel Gr 58c¢

TcasG 38
TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
AaegQG 66a
Drel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganG 33
Dnel Gr 28bB
Drel Gr 28bC
Dnel Gr 28bD
Drel Gr 28bA
Dnel Gr 28bE
AganG 25
AaegG 43a
Drel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4



Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganz 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganG 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganG 10
AganGr 11l
Drel G 23aA
Dmel Gr23aB
Drel Gr 39aA
Dmel Gr 39aB
Drel Gr 39aC
Dmel Gr 39aD
Drel Gr 98¢
Dmel Gr 98d
Drel Gr 98b
AganGr 51
AganGr 52
Dmel Gr 94a
Drel G 97a
Dmel Gr 93b
Drel Gr 93¢
Drel Gr22d
Dmel Gr 22e
Drel G 22a
Dmel Gr22b
Drel Gr 22¢
Del Gr 22f
Drel G 36a
Dmel Gr 36¢
Drel Gr 36b
Del Gr 59d
Drel G 59a
Dmel Gr59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9



TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c¢
Del Gr 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(Gr 64a
Drel G 64a
Dmel G 61a
AganGr 15
AaegG1
Drel Gr 5a
Dmrel G 64f
Drel Gr 64e
Amrel G 1
Anmel G 2
AganG 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Dmel G 21a
AganG 24
Aaeg(G 63a
Drel G 63a
TcasG 3
Drel Or 83b
AganOr 7
HvirOr2
TcasOr 16
TcasOr 22
Anmel O 2
TcasG 31
TcasG 35
Drel Gr59¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganmGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Dmel Gr 39b

NRTSI FPHVTPHQPI PHPLFHPLVHDFCGDTVSPPSTHVPLI Pl TSRVRRFHLTTYRCGCE 79
NRTSI FPHVTPHQPI PHPLFHPLVHDFCGDTVSPPSTHVPLI PI TSRVRRFHLTTYRCCGCE 91



AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Dnel G 2a
Drel Gr 32a
Dnel G 68a
Arel G 7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41
AganG 34
AganG 35
AganG 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Drel Gr 33a
AganG 44
AganGr 13
AganG 45
AganGr 46
Dnel r 93a
Amrel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganG 47
Dnel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Dnel Gr 59f
Drel G 77a
Dnel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dnel G 10a
Dnel Gr 59e
Drel G- 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a
AaegG 93a
TcasG 19
Dnel G 47a
Drel Gr58c¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25



TcasG 59
AganG 2
AaegG 66a
Drel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegC
Aaeg(G 28a
AganG 33
Drel Gr 28bB
Dnel Gr 28bC
Drel Gr 28bD
Dnel Gr 28bA
Drel Gr 28bE
AganG 25
Aaeg(Gr 43a
Dmel Gr43a
AganGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegCG 28e
TcasG 14
TcasG 49
Anel G 4
Arel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Agan 9a
Agan 9c
Aganr 9b
Agan 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
Agan 9n
AganG 10
AganGr 1l
Dnel Gr 23aA
Drel Gr 23aB
Dnel Gr 39aA
Drel Gr 39aB

------- MAAKVGSSLLESI KVLFYSSSI LA | PYSLRDFYSRTVLRVSVWGNI WLLSV 53
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Dnel Gr 39aC
Drel Gr 39aD
Dnel Gr 98c
Drel Gr98d
Dnel Gr 98b
AganGr 51
AganGr 52
Drel Gr 94a
Dnel G 97a
Drel Gr 93b
Dnel Gr 93c
Drel Gr22d
Dnel Gr 22e
Drel Gr 22a
Dnel Gr22b
Drel Gr22c¢
Dnel Gr 22f
Drel Gr 36a
Dnel Gr 36¢
Drel Gr 36b
Dnel Gr 59d
Drel Gr59a
Dnel Gr 59b
AganGr 26
AganG 27
AganG 29
AganGr 31
AganG 30
Aganx 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dnel Gr 64c
Drel G- 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a
Dnel G 64a
Drel Gr61a
AganGr 15
AaegG 1
Drel Gr 5a
Dnel Gr 64f
Drel G- 64e
Anel G 1
Anrel Gr 2
AganGr 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Drel Gr21a
AganG 24
AaegG 63a

------------------------------------------- MRVQPSNTPPEKSQLST
------------------------------------------- MRVQPSNTPPEKSQLST
------------------------------------------- MRVQPSNTPPEKSQLST

------------------------------- MG- - - - FAVSENHDTKPLI QPTWHTC- LK
------------------------------- MARKL L PQVLEPRQTGKI VRFNGELVPVQ
MRQLKGRNRCNRAVR: - - - - HLK
--------------------------- MKI LPKLERKL RRLKKRVTRTSLFRKLDLVHER
--------------------------- MARTTGDPAKRRRCVBRI KFWRRSRVGSEATL G
--------------------------- MHSEDQ QLMVLKTKDGLGEl PKGKGRGSNLKI

--------------------------------------------------- MFPLLT- - -

- - - MRWNGCRYRYKTDQTPORRVEKNFI RRHCPTKTMWI KESEFDDSL GYAL LRRDMGTV
- - - MI'VI Al KWEKAN- - - YRTVDYHVLR- - - - - KKMWI KDSEFEDSLNYALLRGDMGTT

----------------- M HTQVED- - AQYEl RHQVLNPNQ- - - - - - - - - - - - RQQLEDR

----------------- M HSQVED- - SQYQ RQQ LNPNQ- - - - - - - - - - - - RQQLEDN
----------------- MBFWAVSRGL TPPSKVWPM.NPNQ- - - - - - - - - - - - RQFLEDE

52

17
17
17

14
12
19

11
24
29
18
33
33

33
6

18
13
13
13
57



Drel G 63a
TcasG 3
Drel Or 83b
AganOr 7
HvirOr2
TcasOr 16
TcasOr 22
Anmel O 2
TcasG 31
TcasG 35
Drel Gr59¢
Dmel G 92a
Drel G 28a
Dmel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Amrel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Dmel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Drel G 2a
Dmel G 32a
Drel G 68a
Amrel &7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41
AganG 34
AganGr 35
AganG 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Dmel Gr 33a
AganG 44
AganGr 13
AganGr 45
AganG 46
Drel r 93a
Anmel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Agan 6
Agan 7
AganGr 47

- - - - MRPSGEKVVKGHGQGNSGHSL SGVANYYRRKKGDAVFL NAKPL NSANAQAYL YGVR 56
------------------- MYHQDQAVS| LGEAI PKRRSVFLES- - - - - - - - - - - - - GUN 28

------------------------------------------- MTTSMQPSKYTGLVADL
--------------------------------------------- MQVQPTKYVGLVADL
---------------------------------------------- MMTKVKAQGLVSDL
RISSNSR- = = = = === m s mmmmm e NTLSQYQ L TNFQWWKFKVTGLVADL
Rl SSNSRSVTNFQPLVRNTLSQYQ LTNFQPLVRNTLSQYQ L TNFQUVKFKVTGLVADL
----------------------------------------------- MVKFKQQGLI ADL

17
15
14
112
151
13

8



Drel Gr 8a
Agan 5
Agan 8
Dmel Gr 9a
Drel Gr 59f
Dmel G 77a
Drel G 85a
TcasG 27
TcasG 48
AganGr 1
Drel G 10a
Dmel Gr 59e
Drel G 10b
Dmel Gr 89a
Drel G 57a
Dmel Gr47b
Drel G 58a
Dmel Gr 58b
Drel G 98a
Aaeg(G 93a
TcasG 19
Dmel G 47a
Drel Gr 58¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
AaegG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegC
AaegG 28a
AganG 33
Dmel Gr 28bB
Drel G 28bC
Dmel Gr 28bD
Drel Gr 28bA
Dmel Gr 28bE
AganG 25
Aaeg(Gr 43a
Drel G 43a
AganGr 37b
AganmGr 37d
Agan 37a
AganG 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegCG 28e
TcasG 14
TcasG 49
Amel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37

------------------------ IMNINKL NMVL VKSM_QRI KVEEKLVWEKFLNSLQ YL 36
------------------------------------------ MEEKLVWEKFLNSLQ YL 18
------------------------------------------- MQHEVVKKFLHSVRI VF 17
----------------------------------------- MBDFQKLYQKFVNSI RI LL 19
FVSI | RNRFVI LNRYI EES| SKYKHAEL VIVPL CKSCDLHHRLSKLI KQLNATYGLI LLLM 240
AVSLTAYMVYI TTNLR: - - - | TQKLSI VTQLADLI FSASANASGVATVFFCLFYQNKLI E 106
-------------------------------------- NEPFMVAVDMWAGM NQKRLAQ 22
VSYSVSYHWTDAYVG - - VGGGGQGTLTNAI G FI | YMEPLMVCI DMLAAMLNQKRLI E 110
I LYWLYNI LI YSFGEEDRSLKASQSTLTFVI GLFLTYI GLI MWSDQLTALRNQGRI GE 118
------------------------ M KFSKVKSYFTTHHDTLHNI YTSMKPVYAI CKLI G 36
------------------------ M KFSKVKSYFTTHHDTLHNI YTSMKPVYAI CKLI G 36
----------------------------- M_PKQFLKLFKDPCDVYTAI HPLFYVCTFFG 31
----------------------------- M_PKQFLKLFKDPCDVYTAI HPLFYVCTFFG 31
----------------------------- MASSHWERDCI NPKNFYAAQAPVLKATFI GG 31
------------------------------- MRKCL RTFLNPKDFYAAQRPVLRVSFLVG 29
----------------------------- MBALRRVRKYF| SSQVYEALRPLFFLTFLYG 31
- - - - MDI EMAKEPVNPTDTPDI EVTPGLOQPL RRRFRRFVTAKQLYECLRPVFHVTYI HG 56
------------------------------- MBFYFCEI FKPRDAFGAEQTLLLYTYLLG 29
-------------------- M RCGLDI FRGCRGRFRYW. SARDCYDSI SLMVAI AFALG 40
--------------------------- MAL L RRSVGKSGNRPHDVYTCYRLTI FMALCLG 33
------------------------------------------ MEI SESTKVWWFYVSRI FG 18
------------------------------------------ MEI SESTKVWFFVSRI FG 18
------------------------------------------ MEI SQPSI Gl FYI SKVLA 18
--------------------------- MVDSCLLVQ: - - - - - - \VHDTFRPFYYLLKVTG 26
---------------------------- MR- WESVT- - - - - - - SWETVQPFMFLLGCOVG 24
--------------------------- MYRRSVAVVM.LNESLNVYSSVEVLYW LRLFG 33
------------------------- MBLFGE- - - - - - - - - - - - DALVAYETFSVLLKYLG 23
------------------------- M.TSNE- - - - - - - - - - - - DALKAFECFTLWKCLG 23

-------------------------- MAL QW.KGHL RAL SSSDSI YDVWYLNYLLSKI FG 34
-------------------------- MAL QUL KGHL RAL SSSDSI YDVWYLNYLLSKI FG 34
----------------------- MOQ KNKLLLLDSSTQPNYLI LSNKNNTYLVLNKYLL 37
-------------------------------------- MVDKL YWSRNVHLAI MLFLFFF 22
-------------------------------------- MVDKSYWSRNVDRLTLLFFFFF 22
--------------------------------------- MPQVKLHKHYVPI | LLSKI LG 21

------------------------------------------- MBFKLLRLVLKVGHFFA 17
------------------------------------------- MBFKLLRLVLKVGHFFA 17
----------------------------------------------- MLKW/LKVGNVLA 13



TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganz 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganG 10
AganGr 11
Dnel Gr 23aA
Drel Gr 23aB
Dnel Gr 39aA
Drel Gr 39aB
Dnel Gr 39aC
Drel Gr 39aD
Dnel Gr 98c
Drel Gr98d
Dnel Gr 98b
AganGr 51
AganGr 52
Drel Gr 94a
Dnel G 97a
Drel G- 93b
Dnel Gr 93c
Drel Gr22d
Dnel Gr 22e
Drel Gr 22a
Dnel Gr22b
Drel Gr22c¢
Dnel Gr 22f
Drel Gr 36a
Dnel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel G- 59b
AganG 26
AganG 27
AganG 29
AganGr 31
AganG 30
Aganx 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d

----------------------------------------------- MLKWLKVGNVLA 13
------------------------------------------- MT1 QLLSLI CKFGOWG 17
------------------------------------------ VBNLKKLKFLLKLGQLLG 18
VSSVSQSEAGDEDRFSFTSSM/QSL DGNSSDL ENSSEENCVSVBNLKKLKFLLKLGQLLG 92
----------------------------------- MCYFNYSKKDI RSLSFFYKI CNI FG 25
----------------------------------- MCYFNYSKKDI RSLSFFYKI CNI FG 25
------------------------------------ MSYRLSRNDI RFLKVMYKLSHFLS 24
-------------------------------------- MYFSRRDI RFLRP| FAVCRLFA 22
-------------------------------------- MVRPELDLNSLKCI TKVLTI LG 22
---------------------------------- MIRAMVRPELDLNSLKCI TKVLTI LG 26
------------------------------------------ MHVLSNLRMLI RCLQFVG 18
-------------------------------------------- MFENI HALLRSLQWG 16
M NRVERGWEMVEC! TLVSL SLENGAHVRWRCKSFGKVVYI TVMHVFDNI HVLLRSLQFLG 60
------------------------------------------ MDVFDNI RGLI RCLRLLG 18
--------------------------------------------- MKWQTI LNNLSTVG 15
--------------------------------------------- MECLQ MFQSLSALG 15
--------------------------------------------- MACLRI HLQCMVEKLG 15
--------------------------------------------- MRCl RVQLAYMGRLG 15
--------------------------------------- MAASSFAEL| RPM NTACTLG 21
- MLMQPVDI RPFSI SLI NLLPS| SRI GPCVWL.PQFCLLFNRVBNLLKRYRLLLAVASI GY 59
- MLEH - - LFWYTFLSI | LWSFS- - - - FFVKK- - - CTTVDKNMSSLVKRYQRLFAVATVMY 49
----------- MBWLKSPL YGQYQNDI RI VTFYHQTDTVDI MBMYI RQNHFTLRI VTAI Y 49
------------ MAFI SFYHEAYT- - - TFVI RGKAVWVKSSTMBACARLNRYTFKI MBSVY 45
----------------------------------------- MBSLYRQHSRI FQI SRLLY 19
----------------------------------------- MBSLYRQHSRI FQI SRLLY 19
----------------------------------------- MBSYYRRHARI FQAAALFY 19
----------------------------------------- MKTLECLTRRFLEVI FSVL 19
--------------------------------------- MFPPTRVQASSRWLKI FHFI 21
----------------------------------------- MGTRNRKLLFFLHYQRYLG 19
----------------------------------------- MDFQPGELCAYYRLCRYLG 19
---------------------------------------- MKRNAFEELRVQLRTLKW.G 20
----------------------------------------- MBKVCRDLRI YLRLLHI MG 19
----------------------------------- MEMEAKRSRLLTTARPYLQVLSLFG 25
------------------------------------- MEANRSRLLAAARPYI Q YSI FG 23
------------------------------------- MVAQKSRLLARAFPYLDI FSVFA 23
-------------- MCVCVCVCVWAVSPVRWEVRRFSCCTMVPRWL I VLQSVWLKFLFA 46
--------------------- MDY TDKSCVPSRDATL SVAVMNVSKWSERL ERCVWSFLLA 39
-------------------------------- MDFTSDYAHRRWKFLTI | LI GFMTVFG 28
------------ MRFLRRQTRRLRS| WORSLPVRFRRGKLHTQLVTI CLYATVFLNI LYG 48
------------------- MVYGFTMSGLLVMPRI LRCLNVSRI SAl LLRSCFLYGTFFG 41
------------------------------- M ERLKKVSLPALSAFI LFCSCHYGRI LG 29
------------------------------ MFRPR- CGLRQK- FVYVI LKSI LYSSW.LG 28
------------------------------ MFRPSGSGYRQK- WIGLTLKGALYGSW LG 29
------------------------------ MBQPKRI HRI CKGLARFTI RATLYGSWLG 30
------------------------------ MFGSS- REI RPY- LARQVLKTTLYGSWL.LG 28
------------------------------ MFASR- SDLQSR- LCW | LKATLYSSWFLG 28
---------------------------- MKMFQPR- RGFSCH LAWEMLQTTLYASW.LG 30
---------------------------------------- MFDWGLLLKVLYYYGQ | G 20
----------------------------------------- MDLESFLLGAVYYYGLFI G 19
---------------------------------------- MVDW/VLLLKAVH YCYLI G 20
---------------------------------------- MADLLKLCLRI AYAYGRLTG 20
-------------------------------------------- MKRI GQAYNVYAVFI G 16
------------------------------------------- MVYWWM KLYFRYSLAI G 17
----------------------------- MVL EL L SNRHL FRNEFL HSAHRLLRVOQUFG 31
----------------------------- MAFATAAI QSFLQLNVKRSLYRLLTVGQVFG 31
----------------------------- VBRI QTENRAHFRAI LVDTFQPAI FLSQWSC 31
----------------------------- MHRL TTEKCAYFRNLLVDTCRLAI RLSQWCC 31
------------------------------ MCLVEL DAAFYQYL LENQFRPLLNVAQCFG 30
------------------------------ MDPI KLDTTFYHKLLVKKFNLLLNI AQLAG 30
MEKSTKI FPVPGD- - = = = = == === ms s e o mmceommca oo KNLHKSYSKMLI LAQI FG 31
NEKSTKI FPVPGD- - = = = = === == ms s e e meee e eee o KNLHKSYSKMLI LAQI FG 31
ADTANLI NKSLGK-= = - - == == == c 2o o mmemmomcao o HNLQKSFAKWI LAQ FG 48
ADTANLI NKSLGK-= - - - == == = == s m o mmmme e e oo HNLQKSFAKWI LAQ FG 48
ADTANLI NKSLGK-= = - - == === === oo mcemmocao o HNLQKSFAKWI LAQ FG 48

LNMIPPEVTPVKRFPGVSRPPSTPSTAL AEETPPADGAAERECSTHEAVAAVI FMGQLFS 61
----------- MKl ASSLLLFYFFLP- -« - --«---------| TFNI FRAKVLLLGCI T 33
LTLTSRRAATAVAI GKESFFPNFHL PRWSKW GRLKGKSTFDGSFHQAVAPVL FVGQCFT 63

55



AganG 17
AaegG 64c
Drel Gr 64c¢
Del Gr 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a
Drel G 64a
Dmel G 61a
AganGr 15
AaegG1
Drel Gr 5a
Del Gr 64f
Drel Gr 64e
Amrel G 1
Anel G 2
Aganr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Dmel G 21a
AganG 24
Aaeg(G 63a
Drel G 63a
TcasG 3
Drel Or 83b
AganOr 7
HvirQOr2
TcasOr 16
TcasOr 22
Anmel O 2
TcasG 31
TcasG 35
Drel Gr59¢
Dmel Gr 92a
Drel G 28a
Dmel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Dmel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b

--------- MESP- - - <= -« -«--=--=--=-------- Al DDFHRAVRPFLLI SQLFS 24
--------- MQAPNQHCL AQL RKWHRHQFPSDNAVIVDSNSKI DDFWGAVRPI | FVAQLFT 51
---------------------------- MQQSGQKGTR:- - - - NTLQHAI GPVLVI AQFFG 28
----------------------- M_RSHL SVHGL QVERSVQENTLHYTI GHVLI | ARI FG 37
VRSSNATRPTRSRWHW. RKRGNVTFVR: - - - - < = = < = - = - - - PAAEI DDRKERFYLAI AS 59
VIKNSKI L QPDEEPVNNEENVSEYDFFH- - - = = < = =< = = < - - - | Al APVLR: - - - FSQLFG 53
RTLATSMCSSVTTTAVKLAAKGYTLRQRVRQKL CPKI VDDDRDTFLRG RPVWI LGQVFG 79

VKQVESLARPETPPPKFVEDSNLEFNVLASEKLPN- - - YTNLDLFHRAVFPFMFLAQCVA 74

LKVRROKQRAI LAMRWRCAQGGELEF-------------- EQLDTFYGAI RPYLCVAQFFG 57
RWC- ASWLHWPR- - - - - - - - - VQRR- - ------ ASREDW.FNGTFHEASRGVLMVAQLFS 66
SKS- RAFLKHFK- - - - - - - - - YPKR- - ------ ATRENW HDGSFHDAVSGLLI TAQLFS 71
VQG KMALKNLKSGLEQ R- ESQVR- - - - - - - - GTI'RKNFLHDGSFHEAVAPVLAVAQCFC 68
ARK- KAFQESCETYKNQ ENEYEI RNSL PKL SRSDKEAFL SDGSFHQAVCGRVLLVAEFFA 92
I I KYRVWEKDTKRFKLSLI KAW.LR- - - - - - - - | RQEDYKYSGSFQEAI KPVLI | AQ FA 85

------------------------------------------------ MRPI | MLAQFFS 12
WESVMYHKDDNNI EDI SANQENDL STKRPRAERNYFRNSEAL ENFHCAI GPVLKAAQ FG 93

<o -~ EDFYHPPNR- - === == s s e mmmmmemom PRFI NGG- - GYFCRS| RPVLI VGQVFG 40
VGDSSSFEREFYR: - - - = === === === o=z zo- QRQUNLDQEGSYLAVFRPVI | LGQVFA 58
LH KQ SKW.RG - - - - - SARAQE! QKRSEL DSKDGHVI DEHDQFFRDHKLLLVLFRVLG 67
LH KQ SKW.RG - - - - - SARAQE! QKRSEL DSKDGHVI DEHDQFFRDHKLLLVLFRVLG 67
LH KQ SKW.RG - - - - - SARAQE! QKRSEL DSKDGHVI DEHDQFFRDHKLLLVLFRVLG 67

WDTAKDERWNGTVDPEL | QRAKERAVRAQL NSADGDTCETHDQFYRDHKLLLVLFRGLA 117
VDI NKDERMVNGTL DPEL | QRAKERAI RAQLNSADGDT CEL HDQFYRDHKLLLVLFRALA 109
| RRAKI VKVAASPT- - - - - SANPDE- - - - - - - EPDPELLDRYDNFYQTTKSLLVLFQ MG 64
| RRAKI VKVAASPT- - - - - SANPDE- - - - - - - EPDPELLDRYDNFYQTTKSLLVLFQ MG 64
RRI KEQLHQLEQDN- - - - - ESPTHMYRRKLKI ASDVNLLDQHDSFYHTTKSLLVLFQ MG 84
RRI KEQVQQLQRDD- - - - - ASPSHWYI RKLEFQADVNL L DKHDSFYHTTKSLLVLFQ MG 84

VRYREKLKLMARG: - - - - - DAMEEVYVRKQETVDDPLELDKHDSFYQTTKSLLVLFQ MG 85
------------------------------------------- MVFESSKPI YLVLRAI G 17
KVSNGFNNRI G- - - - - - - - - FPPI SSRRVFGLESEFN- - TRSDI VYGITKPI YNVLRMLG 82
KYSI GLAERLDADY- - - - - EAPPL DRKKSSDSTASNNPEFKPSVFYRNI DPI NWFLRI 1 G 111
SADSFKASKVG- - - - - - - - PAPPI KFI NKSSTDKFG\- - - - - GAl YEVLKPI YALMRI VG 75

MPNI RAMKYSGLFMHANFTGG - - - SAFMKKVYSSVHLVFLLMQFTFI LVNVALNAEEVNE 73
MPNI RLMQASGHFLFRYVTG - - - PI LI RKVYSWATLAMVLI QFFAI LGNLATNADDVNE 71
MPNI KL MQVAGHFLFNYHSENAGVBNLLRKI YASTHAI LI FI HYACME NVAKYSDEVNE 74
MPNI RLI QASGHFMLNYHADNSGAL HTL RL GYCCMVHLVFVLVQYGCNFVNLVLERGDVND 172
MPNI RLI QASGHFMLNYHADNSGAL HTLRL GYCCMHL VFVLVQYGCNFVNLVLERGDVND 211
MPNI NLMKATGHFMFNYYTDSS- TKHI HKI - YCI VHLVLI LMQFGFCGE NLMVESEDVDD 71

-------------------------------------------- MVDLVKTI LLI AYWG 16
------------------------------- MFEFLHQVBAPKLSTSI LRYI FRYAQFI G 29
------------------------------- MAFKLWERFSQADNVFQALRPLTFI SLLG 29
-------------------------------------- MPQGETFHRAVSNVLFI SQ YG 22
------------------------------------------ MTDHNLLRLI VTI GEFFA 18
------------------------------------------ MNFHNTI RPI LVI FLLFG 18
--------------------------------------- MATAEMRRI ARTGI NFS- - - N 18
-------------------------------------- MKATKYSVG LRFVBFYARFLS 22
------------------------------------------- MBSQLLKLTHDALKI LG 17
------------------------------------------- MDFQLLQ MFTI GKFFA 17
------------------------------------------- MDLEVLEI YFTVANKFS 17
--------------------------- MEVKRVEEKRKI LFNNELCQAI FPI YYLGKFCG 33
------------------------------ MAVWNDTEI DRLRHQLRQNI SPTVRLSQCLS 30
-------------------------------------- MARKGVLTI GERFCl W.LMWGG 22
---------------------------------- MTPHAL| SSDFHDVI KPLI NLTKI FG 26
------------------------------------------- MNSI Pl ETI FKFGKYTL 17
------------------------------------------- VDI KSI KTCFYVAKFFA 17
--------------------------------------------- M LVLLVI VNLGLNG 15
------------------------------ MKAKSGNREL FESL L RFPKRDVFDCVPLHY 30
KTFLNSCLMDVYYEFLLI SLI NI LI RSFKSRYKDLNQKLETACEQSKSVEELMNI ANYYR 228
-------------------------------------------- M_YSFHPYLKYFALLG 16
------------------------------ MFEGRDVQHLRKL QL YQSFQLYLRCAQLLS 30
CTI VI | FHLI LFAVLLYFASLEKNPLFDGQLYSFNTFAKLLI FWSLSGNSAVFI M.I | S 101
------------------------------------------ MBLYSSI NSLVLI SKI FA 18
----------------------------------------- MARL CAKLRVLFFVSNVLY 19
---------------------------------- MGCSYKNPRHVYDVL RPLLAFSKYFG 26
------------------------------------------ MWRYGLRALYYFHSI LG 18
---------------------------- MQNSSRMVBFI NYPRSI FNQLNHSRTQCDSAA 32
-------------------------------------- MLYGYLTLLVLRLHFHTAQCI G 22



Dnel G 2a
Drel Gr 32a
Dnel G 68a
Arel G 7
Anel G 8
Amel G 9
TcasG 57
TcasG 41
AganG 34
AganG 35
AganG 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Dnel G 33a
AganG 44
AganGr 13
AganGr 45
AganG 46
Drel r 93a
Anel G 6
Anrel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganG 47
Dnel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Dnel Gr 59f
Drel G 77a
Dnel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dnel G 10a
Drel Gr59e
Dnel Gr 10b
Drel Gr 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b
Dnel Gr 98a
AaegG 93a
TcasG 19
Dnel G 47a
Drel Gr58c¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
Agan 2
AaegG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56

-------------------------------------- MEFGVDTL RAL EPLHRACQVCN 22
EMPTQKTRSHPYPRRI SPYRPPVLNRDAFSRDAPPMPARNHDHPVFEDI RTI LSVLKASG 68
------------------------------------------ MKl YQDI YPI SKPSQ FA 18
-------------------------------------- MYEPKTLKETI KPLMWNFVFG 22
------------------------------- M DRLKCNGKRVKNCKRQSSAL CFGNYAS 29
------------------------- MAL EKLKKHKI WKI FKATDFNSLMFPCFFI CGl | G 35
--------------------------------------------- MKEVPGALTPPHSLG 15
------------------------------------ M EVGKTRVKRASNQLFRFGQFCA 24
----------------------------------- MKNKVSLDSI | S| VEMNVKFYRLLG 25
---------- MBKW NKRKVSI LNLAPPSKPGPAL QATPVGEQEFEQL FHFAFKCFRLFA 50
----------------------------------- MBRLFEAKSFVQTLRI LYY! AKTFG 25
------------------------------------ NKWESVDSVYDSVRPVYRAGKLI G 24
------------------------------------ NRWFKVHNYFESLRPLYLAI KLLH 24
------------------------------- MBTRLKYWENI GSFFETMKPNI RVLKLFG 29
---------------------- MDVFGLENSREL WSWAPKI NDVWHAVSPI WNTSRAFG 38
---------------------------------- MCFVLFI LPYSMLML.I AVFSFI Q | G 26
------ M Q MNWFSW/I GLI PLNRQQSETNFI LDYAMMCI VPI FYVACYLLI NLSHI | G 54
-------------------------------------- MLNDKVVNGLLLFSTTI ATLLG 22
------------------------------------------ MLLLFSLYFNLLLSYAAG 18
-------------- MPRRKVFAWS! SLQNAI | PLYI | SKVGCLNAFTYLPLFHFLDTYAG 46
---------------------- NG| NTGKPPSAASPPDYSRQQFLRCFRPLHI LSSTFA 38
------------------------------ MFSSSSAMIGKRAESWSRLLLLW. YRCARG 30
RYPAKRVL PL TKPRL KPFDVETTFAEVTLARKEHTRKYHGPDSLL YSAI YPVWCVMKVFG 70
------------------------------------------ MVLVGDTNLI FNAGLI LG 18
-------------------------------------- MRLI RKMKSDLVLTI EASDAVL 22
--------------------- MVFAELVKKI RNRGTPPKFELPTTHNCLKKVLLLSQ VG 39
--------------------------------- MASVRKLFI LVTFGAFSW.LLLFQLFG 27
-------- MQFSHQHSSDVHFI VSRERSSPSTCTMNLVLPLLPNGQQLLSVAFG FKCFG 52
-------- MFNSFSKSSLEFI L TETQCTTVEQFSASSVBRHHAPYDRRFGSI YPLFQLLG 52
-------------------- MLVTLI FQLCALQTYASTDAPLGSSLALLWC GNCI LYVG 40
------------------------- MBVVESNEKFYHPQKTKTGWI VTI NWQYQKKWD 35
---------------------------------------- MSGHLGRVLQFHLRLYQVLG 20
--------- VBRI NEI MKI AQPI RDNYFARSPPWSKGGRFRVGT YL PNLDRARLVFSVRD 51
--------------------------------------------- MECFSKVI VLYQ LA 15
------------------------------------------- MBLWLEHFL TGYFQLCG 17
------------------- MRSSATKGAKL KNSPRERL SSFNPQYAERYKEL YRTLFW.L 41
------------ MPLPLGDPLALAVSPQLGYI Rl TAVPRW.QLPGVBALG LYSLTRVFG 48
---------------------- MYSLI EAQLLGGKLVNRVMASLRRI | QRSLGYFCALNG 38
--------------------------------------- MBHSNPLEAFKLNTFFLKALT 21
-------------------------- MHTLQHFTI DTRSTHSMKNFKYLKVLVTFAHFI C 34
----------------------------------- M GLKKHRAFLERLRWILRAQHVFG 25
------------------------------ MT SPDERKSFWERHEFKFYRYGHVYAL| YG 30
------------------------------------------ MDSSYWENLLLTI NRFLG 18
-------------------------------------- MRVGKLCRLALRFWVGLI LVLG 22
--------------------------------------- MLRFPHVCGLCLLLKYWQ LA 21
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Drel Gr59a
Dnel Gr 59b
Aganr 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d
AganG 17
AaegG 64c
Dnel Gr 64c
Drel Gr 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a

NFEKFSLEHQLWOKI QAWTYLI LLTTWIVI SASTR- - | KSFKFLTI GvA TTDTI DRVFT
---------------- KKKLVYCI | FGAI ATLTClI EGLRDCPRKYSTPLAKI TTI LORYC
---------------- KKKLVYCI | FGAI ATLTClI EGLRDCPRKYSTPLAKI TTI LORYC
EEDGLFRSTRHATSKFVLSFTVSVLACSYLMHCS| DDYDKLSVN- - G | WPLVYVVHNAT
EEDGLFRSTRHATSKFTLSFI VSMVASSHLI YRGVKDYDQLSVD- - G | WPLI YVWHYAM
SGSNPFKSTNNAAPKFM LFALSLLTSGHSI FRGTI DNSVI DALDQGTI WPFVYLVHQ T
HTGNTFECSRHAALKFVI FLTI TLACSGYSMYRNI LDYPAMAAMNNTAI EPFFYI AHTI T
GEQCSYR- - RPTTHQCVTHFLLVLFSI GFLLYCI VEQYSI F- AVAI YAFDDATFI LSTAS
VRHRSYR- - KPFTPFQFSVQLLYSLCCl TFTSFRWWQFSVHSQ EHEMLENI SFI VSTAS
PGKHTFI SVPYAPLKFSCLFTAALLSSGYLLWRSPMDYI VY- KLDTRMFDI Tl FI | NTTI

SEKHTFNSVOQNARFKFSCLFAVAL| SSGYLI WRSPMDYSVY- KFDSKI FDI T FI | NTI |

STSDRFVVPKSLTI KFGFW VTLLAI GCYSLI RTKQDVLER- SQKESYFDYVLFFVSNVM
| RTGLFDCSYRNTLVCVCNVWFFGGFVWWDFGM L- KFYAT- - - - LPI VLVA LTVDVTV
FRTHVFEKSWINMVALVLNI VLHSLCLWLDLNAI K- I SI GY- - - - MSFVMLGVI VI YLVT
QITORFVQORTNLVSFGVA LLSFTFFYHDI FI QN- VFFAN- - - - LPPFAFAI VLLELLL
AVEHRFI EKRSNLI PFAI GLLLSI GFI YHDFFI VLPNFNTD- - - - QSAFTLAVFI VELTV
EEL GRFEATKRNLAFLGAALVLTI PFW/YDI HLMATNFLHT- - - - YTTVFAAVGA ELLI

EEL GHFVATKSNLTVFGVALVLTI SFW/YDI HLMATNVLRT- - - - YTTVFAAVGG ELLI

TETDQFEQRTVNKLAFAVAE GMIVPFWYFDLKFM AFYLEN- - - - | SPI M\WAVGSI El AV
QLOGALFLSLAI RCCW VYFI YLLDVAI SFSW/AI ENVGNAVGTMLFVG: - - - - - - - - NSV
RLSRLVLW.QFLG W.TWFI SMATQSVI YAQTI DCTLDCSLRHI LTFF- - - - - - - - - qQrv
LH YWLHG- - TWESTAI Q VWGVFMAALLGALAES- LYYMETKSQIG- - ------- NTF
KKKFRLRR- - SVLCYI VHFALQAYLVGCI SVWVTYWRRCFKSELTTTG -------- NHF
KCLVRENASEERSAW YLI GWG TCSLI VYSTYFPSHFI MKHNTTG- - - - - - - - - NCY
HCQLVATSGSERYAVWWYAGCI LVSTTAGFI FALLHPSRFHI Al YNQTG- - ------ - NFY

RTLRKRRRFCWVAGYSLYLI Al LLMWFYEFHANI VSLHLEI YKFHVEDFSKVMGRT QKFL
RTLHKRRRG VI LGYACYLI SI SLMVI YECYANI VAL QKDI HKFHAEDSSKVMGNT QKVL
HTPHRRLRWYLMI GYVFYATAI LATVFI VSYFNI | Al DEEVLEYNVSDFTRVMGNI QKSL
HR- ERFRNRTKDVI LSTVLLVLYAI VGPI VCVELYVMNI SVEN- Qf TNALSAFQFAFVYF
VGPGRFFTSRKCALYCSG TVVYAVLSPALMYLI YEHERVANV- YLVSM_NAAQLSFI YL
- - - - RYRAGRRERFRFSKANLAFASLWAI AFSLVYGRQ YKEYQEGQ NLKDATTLYSYM
- - - - RFSF- RRKKFVFSKGLTI YSLFVATFFALFY! VNI YNEI STGQ NLRDTI G YCYM
SQ - LVAI NRRGYLW CLVI RLLASCFYGYSYDAWSGQYEDMYLRAFFGFRLI GCLI CSV
SDDSL VWVRNRHOFKWFCLSCRLI SVTAVCCFCAPYVADI EDPYERLLQCFRLSASLI CG

- KKRRLRRSMALI PFGVVI SSSLLI LMKQSAEDREHG MLDVFQRNALLYQ SSLMGW
- WIRTLRRSKWLI AYGFVLNAAFI LLVVTNDTES- ETPLRVEVFHRNALAEQ NG HDI Q
- RKRRLNRSKWLLAYGLVLNLTLLVLSM_PSTDD- HNSVKVEVFQRNPL VKQVEEL VEVI

- R RQLRRSRCLTLYGLVLN- YFLI FTLI RLAFEYRKHK- LEAFKRNPVLEM NwVI G |

- RNGQLKRSRFLLFYGLI LN- FFLLLKMVCSGGEQ KLA - PEAFARNSVLENTHYTTGWL
- RRKQLKRSRWLLL YGFVLHSLAMCLAMSSHL ASKQRRK- YNAFERNPLLEKI YMOFQVT
- - RGRWAAQRG LFAI Al N- VLI CWLLLQ SKKFN- LDVYFGRANQLHQYVI | VIWSL
- - TCRVFTKKWSTLYAI ALD- SCI FALYl YHWITGNTNI VNAI FGRANMLHEYWAI LTGL
- - TGRVFKSRRCTI YAFMAN- | FI LI TI | YNFTAHGD- TNLLFQSANKLHEYVI | | M5SGL
- - TGQALVTRGATLI SVSTH- LLI FALLLYQIMRKSV- VNVMAKYANSLHEYVFLVI AGF
- - - &KFRQSRI TRI YCLLI N- Al FLTLLPSAFVKSAK- LLSTADWVPSYNVRVTPYI MCTI

- - - RKFFSTLFSRTYALI AN- | VTLI MLPI VMAQVQL - VFQOKKTFPKLI LI TNNVREAV
AHVTQPLSSWRERL FRTLNAL YSLALGLAVLSATVLQHAE- - - - FDHHMPFVTHMYI SE
PDRPTTKLHWFRKLI RATNQGYCFM | VAI GTATVLHHSS- - - - NTANAFFAI RTLYLTE
RATRNYQAKCSRLVALFRRTLSLLLFTVI LAAPFLLYHLYSGQ YAYTI PLSVKLMYYVQ
HI KPYQQSKSFQTI NI LRRLLAALLFG ALSVPFLLYFLKADHVNAFKI PLSI RLMFYLQ
RQAEVKNI VLQKMLTI LNRTFGLAM GTVLTCCVSLYVCYPSYMYEEDYPPVLNI AYHLE

RQDVERLHFRTLVLTCLNLTFAVLI FLTSFVCYLAMYI YYPDLMYKENLPAVLQ MYHVE
FRSLRFSVKSARVVYALFTLLGTFLI SGFOQVKI ATKG- LDLLEANR- - - - - - - - LFFFL
FRSLRFSWKSARVWYALFTLLGTFLI SGFQMXKI ATKG LDLLEANR- - - - - - - - LFFFL
FRAI HFTWASARVGYTI VTI LGATFVTVLQLHKI FAKG- LNVI EANR- - - - - - - - LFFYC
FRAI HFTWASARVGYTI VTl LGATFVTVLQLHKI FAKG LNVI EANR- - - - - - - - LFFYC
FRAI HFTWASARVGYTI VTI LGATFVTVLQLHKI FAKG- LNVI EANR- - - - - - - - LFFYC
| SKLKFTLKSVHFAYGCFTVFI MGAI MSMFFAFRI QRGTFGE GATTT-------- Cl YYA
| SKLKFTLKSVHFAYGCFTVFI MGAI MFMFFAFRI QRGTFGE GATTT------ - - Cl YYA
PRDVRVRLRSVQFVYGCVTLFI MLTLI | ML.CVHTAHEPSFGVQQATS- - - - - - - - LVYYA
YRTARFKLRSFRC! YSLVYLALTA YCTLFI RAWY1 RKG LNLAYFAN- - - - - - - - Cl YW
PRNTRFKLLSVRFAYTAI YLI AAGFYSI LACRRFI LRG LNVSSFAD- - - - - - - - MFYLM
LQDI RFRWFGPGTVYSFYFFLSGLLTLVAHI YYSLTVETLGISEI SN-- - - - - - - 1YYV
LQQ RFOALHLRTLYSLTFLVLAALI | | AQE NHTV- VSTANTSM TS-------- VLYYI

PERVRFRW SLSLLAALI LFVFSI VDCALSSKVVFDHG- LKI YTI GS- - - - - - - - LSFSV
PENVRFRWFSPY| LFFWAFTFVI ADFMLSTKI VLNDG LQLYTMSS- - - - - - - - LSFSV
PSAFRFHYFSPYI VLSALSI VGGLFI MAAALVRLNRVG- | NAMNI AE- - - - - - - - Pl FFG
PGNMLYKSVSFATALSMVAI FGGYAVSLLSLKRLARTG- LDAI NVAE- - - - - - - - PFFFA
PKRFRLKWFSLRVI LNLTVWTALLQAYYEYGRLKAI G- | NAKNVSS- - - - - - - - LI FFI

------------------------------- MRLRWG- VNAKNI NG- - - - - - - - LI FFV

85
73
77
84
82
133
86
79
80
81
81
88
121
111
111
108
82
82
82
79
80
76
77
80
79
94
92
92
112
108
88
107
109
99
95
95
96
95
92
96
85
85
85
85



Drel G 64a
Dmel G 61a
AganGr 15
AaegG 1
Drel Gr 5a
Del Gr 64f
Drel Gr 64e
Amel G 1
Anel G 2
Aganr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegGr 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Drel G 21a
AganG 24
AaegG 63a
Dmel Gr 63a
TcasG 3
Drel Or 83b
AganOr 7
HvirOr2
TcasOr 16
TcasOr 22
Anmel O 2
TcasG 31
TcasG 35
Drel Gr59¢
Dmel Gr 92a
Drel G 28a
Dmel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Dmel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Amel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Dmel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Drel G 2a
Dmel G 32a
Drel G 68a
Amrel &7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41

PRRVRFAYKSI PMFVTLI FM ATSI LFLSMFTHLLKI G- | TAKNFVG- - - - - - - - LVFFG
PQDVKFKVRSI GLAVTGLFLLLGGWKTLVGANI LFTEG LNAKNI VG- - - - - - - - LVFLI

PRKLRFSYTAGRTFYAYFCAI G GFLATMSVYFFASKR- YHFQKMWVT- - - - - - - - AFFYC
TTKLHFSVWKSKRI FYSYAACMGTAFLAVTSTI RFVDRN- FNFSRLTG - - - - - - - VFFYF
YRGL SFNRRSVWRFWYSSLYLCSTSVDLAFSI RRVAHSV- LDVRSVEP- - - - - - - - I VFRV
PSDLSFSWRNI RTCFSLLFI ASSLANFGLSLFKVLNNP- | SENS| KP- - - - - - - - Il FRG
AEDLTFTWFSVRSYYALVTI LFFGVSSGYMVAFVTSVS- FNFDSVET- - - - - - - - LVFYL
SSYLRFTWRSPKFI YCTI SFLSSSI MII FNVLRI VTTG- | SSI KMIT- - - - - - - - FVFNG
LSKLQFKI FSLLTMYSGFI ALM SFMTT VSM HVLKTFNASTFQ RGGLGAATVGAVFYG
WASI HARLL SWRNL YALFVQLGAL| MACFSFATFWYSG- VEFAKI MS- - - - - - - - VWAFFT
AERI QFKWCSLRMLYTMVFQLGGAI MSGFSLATFWI TG VEFSKI LS- - - - - - - - WVFFT
- - RE TFGATSI PMLYAYVFYWTTVLWLVGYERFDI LLN- - KSK- - - - - - - === - - - - -

- - R TFGW'SI PMLYAYVFYWTTVLWLVGYERFDI LLN- - KSK- - - - - - - - - - - - - - -

- - RE TFGATSI PMLYAYVFYWTTVLWLVGYERFDI LLN- - KSK- - - - - - - - - - - - - - -

- - RI TFSVWRSAASI YAFCFYLVSTVI VLWGYERI KVFQT- - TTKFDEYI YG LFVI FLV
- - R TFDWRSWASI YAYCFYWVSTVI VLI VGYERLKI LQD- - TKKFDEY! YGVLFI | FLV
- - RTTFRWL.SSTSI YAYFI FGAETI FVTMWFKERLYLI LR- PGKRFDEYI YG | FLSI LI

- - RTTFRWL.SSTSI YAYFI FGAETI FVTMWFKERLYLI LR- PGKRFDEY! YA | FLSI LI

MPRTTFTWCSKAFLWAYFI YACETVI VLVWARERI NKFI STSDKRFDEVI YNI | FMSI W
MPRTTFTWFSKAFI WAYFI YACETVLVVLVAKERI KRFI STSDKRFDEVI YNI | FMSLLV
LPRTGYSWGSKQVMAMAI FI YSCQTTI VWLVLRERVKKFVTSPDKRFDEAI YNVI FI SLLF
- - - TAFVLASPSMTYCVLFFLLLTVYI AFI LLNRI El VRT- LEGRFEESVI AYLFI VNI L
- - - TLFACASPAVAYCGVLFVTLNMAYVI YI TI LRVHI VRT- LEGRFEEAVI AYLFI VNI L
- - - AKFEMNSASFI YSWFFVLLACYVGYVANNRI HI VRS- LSGPFEEAVI AYLFLVNI L
- - - - MFRVAPELLGYSVWFVWVMGYI GFI EWDKVEI VRS- QEGRFEEAVI DYLFTVYLL
I TKFI YLAVNQKNFYRTLNI WNQVNTHPLFAESDARYHSI ALAKVMRKLFFLVMLTTVASA
VTKFI YFAVNSENFYRTLAI WNQTNTHPLFAESDARYHSI ALAKMRKLLVLVMVATTVLSV
I I KLAFFALNSKSFYRTLAVWNQSNSHPLFTESDARYHQ ALTKMRRLLYFI CGMTVLSV
VTKFVYFAVRSKLFYRTLG WNQPNSHPLFVESNNRYHG ALKKMRRLLY! || | WISFSA
VTKFVYFAVRSKLFYRTLG WNOQPNSHPLFVESNNRYHG ALKKVRRLLYI |1 1 WI'SFSA
VWKLVYFAVRSKLFYRTLG WANPNSHPLFAESNARYHQI AVKKMRI LLLAVI GTTVLSA
- MGSVAI NHSLKKRLKI | TI VI LWATGNI T HTTSNKQ- - - - ------------ LQFFAV
- - - MRLKWYYI TI SMAFI | FVSLEI YHI YTVVEESGFENFVKTYLVSDFENYVTFFCSLF
VDW.TGEAI ATRRTTI YAAVHNASLI TLLI LFNLGNNSLKSEFI SARYLHEYFFMLMIAV
- - CLHTRKDDKTVFI RNMWLKW.NVTHRI | TFTRFFW/YT ASI SI KTNRVLQVLHGVRLVL
- - LNPRKEVQT SKFSFFAG VHFLFFVLCFG SVKEGDSI | GYFFQTNI TRFSDGTLRLT
VADI RFRWCSPRI LYSLLI G LNLSEFGAVI NYVI KVTI NFHTSST- - - ------ LSLYI

----- SRPKTRAKI YALCVVTALVTPSALSI | YYRQPI YAKI SETKSI VAMMGT| VNAF
- LYGVLTRKPLRWHFRWCSLQTVLSLGLI HVALFLCFVEYDRLKAI GVNADNLI GPLFYL
----TYFFVDTAI | VCLTVLMASGARRFLHEVEKLELI WIRWPYNLRRDNLKLNCW LTM
VW EEI WBNRSRWKW SVTLRI VPLCI YAFTYAEW SNRMLI TEKFLHSCSLVVSI PCYL

136
119
128
133
130
154
147

164
102
120
118
118
118
183
175
131
131
156
156
157
84

149
178
140
147

77

--------- KSNKI YSFLLLTTLTLLVI LSSI DRPYLKSYTYIl KLWS- - - ------VLM 62

- - RSI KLEKQTFI QKFYAVAFFLALSI GYWVSI YSKSFHRNEI HI KI VLMFFKEASLYCF
-------------- KLWPI SI VLI YTVGVVYSFKRRI FYQDESPI SRLVYI GTDLSYFI S
- EGCQARLNI | DLI YSLCVLVLLLSAEI WELWRDL KDGWEYSTRLKSRTAVI ATCSDVLG
QRNCSTRSVRI RI | | CFRYAFATCVTVAWASQFTMFYYFPHI MYQPKVPI FI VI LYYI V
FQYVWWSTNRFVQSTFHYRGCI VGTVLYAMVGPW. YW SVTRI LHPDSQLNQYM WQFI C
SQKGQKTCLNLSI NYCl CGYI FSAI LFSLSI LGLTEDLNSAPI RMKNPI VKYI | LI DLGE
KSRI EKKPSRQKQFYALFLI FFYTFGEVFTLVLRI RNMEYRSQTLMQTTLRLI RDLSLYF
- SSI YDKPTKLYQKLYPVLMFLI YTI TElI YSVYERRYMNAHLSG QLVVRNLLDI SLYLN
- - WTVCLVPLNPYQFFLAVQYPRI VWSTFNI VFYMYTLI LEERFKLI NLI | KQEEFFSP
Cl TPRAGVRNGSTMITLI DI GLFVTNLI LAVTMM YGVFI TORHMQSPI MFI GLKMYNFT

103
99
85
92
80
79
76
99

LYTI NGQGQFNI EMFLCNVSLLTVI Pl HYW SKEKI SFLRGFW.SPAVDMFYEFQ | ELM 324

- - WBESCAQSKFVQKVYSAI LI | LNAVHFG SI YFPQSAELFLSLMNVI VFVARI VCVT
- - CCLARDLPSRAYFKQARCLLTAGTFI W/I LCCYQATVKLLELPI PFFTAVL YVNEMVL
DETLAKLGQYI NYETDYYVCLAMII TGPLVI | GNI AVELWNMPRENI EPLPNVI LACHML
- - - - VKKHHRLEKLVPCVYLTSFSWVLSLGSFI VSVYLTTKI DNDGESI SLASGALDLYL
- YCRKENKFKVNPYLSLLAFGA NI SLASVHLCFDW.Q WNGERRDASRI FNFLQVLHTLT
- | VGEPPYVQVKVTGVEYVALLMNFVANLYCVYI NVTNNRL SRWTGSAVIVNL GLGFLFPL
NONGLRRSKCKROQM LTI GCTTWWLVG-SFCTVW. QDTLSFATFVDALLI RSLVLVEFTI

ALVWNFTMSHDVAI TKAVLVLI KCFGQLYA LPLASNAFTFERSRPVLWYSRTI ALLLMW
KQLOQTFQ SRWLTVWSHALAL TLLCVYPYVYVI LLTG RYPKLTLVNYLVWMQCSLHYVN
EG LLRRSRW.ELYGM VLI AATSFTVYGLFQESSVEEKQDSESTI SSI GHTVDFI QLVG
- DYEVGPPTKTNEFYSFFVRGVVHALTI FNVYSLFTPI SAQLFFSYRETDNVNQW ELLL
DDGFRFGGLGRWYCGRLVALLI | LI GSLTLGEDVLFASKEYRLVASAQGDTEEI NRTI ETLL
KPSKKLEYVYTLCNLVLFYFI NKLTLPYYDKYYVI STFELSRFI FOAWVFHANI WITT TLLI

FMGFLPYKLESSKFMYSKLYSVFSTI | || | YVFLAI FSLYEI NFYl VMNDGLPRI LHRNS
- - - RPVYLFSKTRFVI STFI LLLSI FI WFNLFYQLNFTDI | KKNTTEVI HENMYALLI G

- - - TVTPVSLRFKLYTI VHI FI | | ALYAHSSYGRENFI YGSMNMIVAI TDKI ANFMLTFF
- - KI TSTNNEVPRWYI CYTI GVI | TI GCLCI WEI FNKWNQFRSYSNFSVFLFDI | TI VTL

63

77
91



AganG 34
AganG 35
AganG 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Dnel G 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Drel r 93a
Anel G 6
Anel G 10
TcasG 28
TcasG 40
Aganr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Dnel Gr 59f
Drel Gr 77a
Dnel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dnel G 10a
Drel Gr59e
Dnel Gr 10b
Drel Gr 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b
Dnel Gr 98a
Aaeg(G 93a
TcasG 19
Drel Gr47a
Dnel Gr 58c

TcasG 38
TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
AaegQG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegC
AaegG 28a
AganG 33
Dmel Gr 28bB
Drel G 28bC
Dmel Gr 28bD
Drel Gr 28bA
Dmel Gr 28bE

- - - - TSRVRLSKPFCCAVGGFVTL YWTAWVSSI ATSNHANDRI SRI SNYFQLT TNAI MLT
ROKDRYRVRNTRWWMMLI VLLLVWAW ALFETFFI ERRTALI TG ANHI QFLMNTI ALTV
- - TFDTVG RRSFKDVLVFVGFMFENCY! VFKTGA PPKSDSPSYFDSSLI QFI LGLFLTL
- - - HTI DFERQVLSTNTRDQVLLVVAI LMDVYALTVSTRVSYSFSNSI LLNVGE YCSVNL
- - | DFSTQTLHRTLTDQFRFVFTLLLDCYLVYKGA QSTSTYFYLTDSNI VNVGCFSAFI L
PSNSHHSNNRCNHSKTLKSEVKFI DI Al FTLWOTFFLQWL YVSWPKMFLNVPVSRI | TW
-- - FDTTTDRPTLLELVLSFAI TVI RI YM Y1 | LVTDAVDLI FVSSSQLVEKGLDI VLKI

ETETNGKTPSLSI VRI LYSI | LFGAYLVGLYKAVELTFVWEFAANSPSI FKFAYMIQ YS
KLSSHLFMHLGAFLYLTI TLLSLYRRKEFFQQFDARLNDI DAVI QKCQRVAEMDKVKVTA
- RKRQELRVSTVLWVYSI VLAI LCTFTYQSAQFLSSDVRYRNG KESAVNKAI GAI QGAQV
- FRKRRFDTCKPFVPVATVLLLLFAAVQYRL GRLPERMKI PKVGMQDI | HAVENL VLNGN
KRFKGKDGKPLAFSFI GVLHALGCSLAYASYHI LSSLSQSGKLTDSNLVRVAI DLKNQYI

WESRFNRCSTL YVLAVVTAYSAFHLYI NYTDAYSVGT GEDGGKPGPDSTPTVDRQQQVEA
RDKL QLKATKQGSRNRFLHI LWRCI VWM YAGLWPMLTSAVI GKRLESYADVLALAQSNVS
El TPSNACLI FSFVFI G YCHI | YI VYKRFLNVRRDKAI LSWETTKVI PTVLRDLWTV
- - - - KDNVKARRLRDI | FI VFSMILYLVSLWVI YI YVFSYEDSDLKSTLI | | | RVFLI YL
-------- QPSFHQTFSFWVI FGQFFA MPLHGVSRKNVQEI RLEVKSFRFVYAVYNI FG
- - LNHLNEEPEKLHFTFKSWKVLYTSLTSFGYLFCASLSFYKAFKI G LLNQLI TPLFFF
- LHHADGLAI GEHRWESSVWSI LHLASAVI SG LAKRHYNYLFGGLM_TDAMNNYFKYVI

FDCCTFALTPCSNVRSLLHLPI LQVSFYLTLFCI | MSNRVNFFFTGLQ LSLNDI | KYGT
- - VPLHGQALTSLRTLTI VFVSFYTTCEI | VLSYSLI KPEAVFFLSDATGTFADAI QFVI

- RALFADARTGTG NFI PRI KTSI Tl VTHLVWVLLEALI ARGVYRAL DVRVASVDGAL GHL

88
117
89
84
87
103
100
93
125
88
84
122
104
99
139
81
77
100
93
117
113
108

TKVVEQEFHVRYPI RWQTFI VI VI SSELI YLWVI LAGYYYLI DQTLNI TTKYLYASYYM 103

- - GDGNPARTRRRLMAWSL FLLI SLSALVLACLFSGEEFL YRGDMFGCANDAL KYVFAEL
W.GFQPYRLASGRVSPFAVLTLAQFLGVLVNLALI | YRRRCI LYHCEAI GWVDFI KLLT
------ PKRYRTFDCESLFFI TLNFCI | TALFCW YQHQSLVI YSDNALGYVVDFLKFLL
------ WSGSRLCGRLLSSTFLVLI LI ELVGElI ETYFTEENPDNESVPAYFAKVI MGVNVA
- TAPI Tl LPGCPNRFYRLVHLSVW LWYGLFVLGSYWVEFVLVTTQRVSLDRYLNAI ESAI
WEPRG KRVRQSLYLRI HGCVMLI FVGCFSPFAFWCI FORVAFLRONRI LLM GFNRYVL
- TDI GTGNLRRYRVLFMYRLLHNFAVI SLTLKFLFDFTDHFKY! ESSTLI TVNFFTYFTL
- - - PTYRLYKI FVWWFSFAVTFFSAW CALVNYNVSEI SENFYYLPAMSTGPLKYAI FQKN
-1 TI NI RKNGLNYNFTKKCYFLRWLI DLLI VGCI LKHI FNI LMKNVTLNDVVFI FCSAP
- KRG\VRSGSAAPKFI LAMLGLAI SLAVWFI LYHNESPVI CRSKANQVRLFYYFVI | ETL
- - VPQRALKRGVKVLLI AYGHLFSM_LI WLPGYFCYHFRTLTDTLDRRLQLLFYVSFTN
- - SGRVGVLRW.HTLWSLFLLMYI WIGSI VKCLEFTVEI PTI EKLLYLMEFPGNVATI Al

- PTRRRLVYSRI LQTYDWLLMWI NLGAFYLYYRYAMT YFLEGVFRRQGFVNQVSTCNVFQ
- - EPMWARCQRWMTLI AVFRW.L L TSMAPFVLVKSAAMYEATNVRHSMVFKTI ALATMIG

85
129
74
75
107
114
102

88
86

- RSTFRI SWASRI YSMSVAI AAFCCLFGSLSVLLAEEDI RERLAKADNLVLSI SALELLM 94

RGGAFSNRWI'VCYALFTRSFMWI CFVATVMI KL RDPEMSAAMFGHL SPLVKAI FTWECLS
- - KGQFLLGYKQRWYLI YTACLHGGLLTVLPFTFPHYMYDDSYMSSNPVLKWIFNLTNI T
RSCRKCLRLEKVSRTYTI YSFFVGE FLFLNLYFMVPRI MEDGYMKYNI VL QANFFVMLFL
------ NLFSKGFCYVLLFVSLGFSSYWRFSFDYEFDYDFLNDRFSSTI DLSNFVALVL
MKFSI CSKCSSFAFI KWW L AVWLAL CLSSYAFYFWYCSEPVAGKYLKQW SI | 1 VWFL
- - KRSGASLQVA LDSLVFKCYNLRRI YYFYCVSI TFNVHLLFLLCSGYFTVHLLFYCPF
------- LNTYYFDTKTNAFRVSSKLKI YCAI HHALCVLALAHVBYSTASNLRVSVTVLT

- - SSNHRFI LNHVPTWWYCVI LNVWYLLVLPFALFVLTGNI YHCPDAGVFGWYNWALT
DFAYLETTW CTLLKKDKLLELFKRLI HFDTKCQ- - - = = = = - - - - ENSTVI DYKRHKKRL
DFAYLETTW CTLLKKDKLLELFKRLI HFDTKCQ- - - - = = = - - - - ENSTVI DYKRHKKRL
AS| YVGTVW NTSI NGTKFI EFl NKLI EFDVKLQ- - == = = = - - - - NVSLI | NYENQRTRS
NVVYWWTAW CAl TKRDVFVEFLLKLVDFDSKLQ: - - - = = - - - - - TVNI KVNYHRVHRKI
NVVYWWTAW CAl TKRDVFVEFLLKLVDFDSKLQ: - - - = = = - - - - TVNI KVNYHRVHRKI
SQVMLI QFCAFVVVLKQKFCVWNQY! KQVCKLNNE - - - - - - = - - - GHYKNFLS- - - - - - -
SQUVMLI QFCAFVWVLKQKFCVWNQY! KQVCKLNNE - - - - - - - - - - GHYKNFLS- - - - - - -
NSVCRI WYVM_VSAI RQRFNAMNAHWNAI AHGI L- - - - = == - - - - HYKDQYAGEPDAD- -
NSVSRI WEVWLVQS| RHRFHVMNHHVDELAALLE- - - - = = = - - - - EHNDRWEDDLEI E- -
NTLDKI WFAVSLYALKERFEAI NATLEELVDTHE- - - - = = = - - - - KHKL\W.RGNQEVPPP

---LTLI VILFTFLARGTLI KSFDMLSHVDVS- - - FI KAGFRLEYKQLLKRSYLI | SFVL
---LTLI VTILFTFLARGTLI KSFDVLSHVDVS- - - FI KAGFRLEYKQLLKRSYLI | SFVL
SCCSVI FG&CI FALK- - - - VI EVFKNI EEVDVA- - - FRSLAVW/PYK- HLYVNI LI HLSGL
SCCSVI FG&CI FALK- - - - VI EVFKNI EEVDVA- - - FRSLAVW/PYK- HLYVNI LI HLSGL
GLVALI MTFGYSVFRRQTVI DAFHALARTDLH- - - FKEI GVETDYKSTLFYNYGLLFI Q

------ MIFLYSI AQRHKLI AAFHSLARTDEH- - - LAEI GVEI SYKKTLFRNYMVWLFQL
G TALFMIFFCSI FORNKLI KCFHALASI DRR- - - FKEI GVETNYKSTLHYNLLVMLTKA
GLI AGAVI YTSAI LKRCKLLGTLTI LHSLDTN- - - FSNI GVRVKYSRI FRYSLLVLI FKL
GFl GVTVI YLTAFVPNHRLERCLQKFHTMVDVQ- - - LQTVGVKI MYSKVLRFSYMVLI SMF
GMIGVSI LFLCSSI RVRLLI H VDRI SYI DDR- - - FLNLGVCFNYPAI MRLRLLQI FLI N
G | AAVFTFI LPLLLRKYFLKSVKNWQVDTQ- - - LERLRSPVNFNTVWGQWVLVI LAV
GWLG FAI LLI SLLNRKELLKLLATFDRLETEA- - FPRVGVAVMHQVAANKKMNRLVI | LV
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AganG 25
AaegGr 43a
Dnel G 43a
AganmGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantr 37f
AaegG 28c
AaegG 28b
AaegCr 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasGr 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Agantx 9b
AganGr 9d
AganGr 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Dnel Gr 23aA
Drel Gr 23aB
Dnel Gr 39aA
Drel Gr 39aB
Dnel Gr 39aC
Drel Gr 39aD
Dnel Gr98c
Drel Gr98d
Dnel Gr 98b
AganGr 51
AganG 52
Drel Gr 94a
Dnel G 97a
Drel Gr 93b
Dnel Gr 93c
Drel Gr22d
Dnel Gr 22e
Drel Gr 22a
Dnel Gr22b
Drel Gr22c¢

WSACI CGTLSG GGLHFVRELNRRL TEADE! LSLYVKESTRSRRQRRKGI LMLGLVCFI 147
WWSACI CGVFCGVFGL PFVREL NQRLNEADDM. SMYFAAGKQD- MEKRKGLSMLTWGVI 146
VWMAI VSGVYCGLFSLNDTLELNDRLNKI DNTLNAYN- - - - NFRRDRARALGVAAVSLLA 142
EFMVTNVAI | LGLVLRNRVLEI FVQLAEI DEQLNVLRLP- - - - - - | KHNRQHRLLTVLCS 143
QYLTMVFAI VFAW VKHRI SFI LQTLHECDVQLSKI SSP- - - - - - | DHRKLHLKVSMLAV 139
NFFTTMYGVWNGYAVRDKI EKMLYKLHAVDQKI SQWKRN - - - - - VDHRRFYRNVWAGVY 153
RYI TVI VWWQVHVLNNGGEI NRMLRALNSI SNAVTLLANRKGVSSKLRFFGTVRFAKGLRV 147
RYLTVLAVLLHSY! NQNSVDQLFGSLNEVSSALVTLNTNHASEGS! GYFGTQRFARHLRW 147
GTLVYHLTM.I NFLHRHRL RDLFQAFVNI DRELQQVGVR- - - - - - | NYRVHRFLI TAGW 143
RYVMVS| WSFFAYNCLEHSHRM. VKL DQASEI | CRVDPLN- - - - - QAPFGTVGSRGRLRM 142
GSFY! FLLAI SSYRSFGSFW M.DKLNQFDEWARQ NAP- - - - - - VCHRTQKRRLWKAI V 153
GSFY! FLLAI GSYRSFGSFW M.DKLNQFDEWARQ NAP- - - - - - VCHRTQKRRLWKAI A 153
KY! DQVAGYTGFLAM. TSMMFYKRSNDLKTLLS- - - - - - - - NLESI Q1 YSI KPKERNSN 114
KY! DQVAGYTGFLAM. TSMMFYKRSNDLKTLLS- - - - - - - - NLESI Q YSI KPKERNSN 158
ETFQALLGSSVI | LTLLSYCI FQSVI KEl GNYLI - - - - - - - - Rl ELI LHRLQQP- - | NQK 142
El FLI | LGCFVMISTLLFYCI FESVI | RI GNYLI - - - - - - - - NI ENVLRHLQQP- - LNRK 142
LFLGTFI GRAKFLAI LKQVRNLEPEFLKLDQLG - - - - - - - - - ATVRNNRQ RR- - - - W 137
MVLNL FFSQWFTKKL EQVRQVHEVDNQLKQMEG: - - - - - - - DLDI PNSWQKH- - - - LI 58

AVLSSGTTFKLVAKTLENMIKI DKDLTELGQKK- - - - - - - - - YLEKRNRHI FRT- - - - SV 133
AVLSSGTTFKLVAKTLENMIKI DKDLTELGQKK- - - - - - - - - YLEKRNRHI FRT- - - - SV 133
YVONI YTVLTA- LTKKPLWEKLLKNLKMV- - = = = = ===« = o oe e ee o Q\NHNNI REKS 113
YVONI YTVLTA- LTKKPLWEKLLKNLKMV- - - = = == = === = oome e oo Q\NHNNI REKS 113
LI LNVHTI LTT- | TKRNQWCKLLENLKLD- = = = = = = = === === o oo oo - - RENNSS- - - - 102
LI LNVHTI LTT- | TKRNQACKLLENLKLD- = = = = = = = = == === o oo oo - - RENNSS- - - - 102
LALNI STI LTT- VRKQQOMWAQLI QNLKWV- = = = = = = = <o e e oo oo o e ATTKTK--- A 109
WL SNVNSLTLT- LKRKK- WNLLFKTLTHD- - - - = === === === === = = - EPRKSS- - -- 104
WL SNVNSLTLT- LKRKK- WNLLFKTLTHD- - - = = === === === = === = = - EPRKSS---- 178
VALAFQVI LNSCFCDPAKW RLNNNLQYI DEVLK- = = = = = = = = = = = - - NRDSHETNLLRN 134
VALAFQVI LNSCFCDPAKW RLNNNLQYI DEVLK- = = = = = = = = = = = - - NRDSHETNLLRN 134
LMVLVSI | LGS- - LKTKEWAKLNNKFQY! DEKLK- - - = = = = = = = = = - - TRDQKERNLFKN 132
VVBAVTI | LSSLI FNQEQASSLNKNFQFI DKKLN- = = = = = = = = - - = - - NRNSKSRVFYEN 73

VAI PEVG ANSCI LNQDKWRLLNNNFQQI DKI FK- = = = = = = = = = = = - - TRDDR- VKVYQA 130
SVLLVFLTYFFNI LFRKKLLNAVKI LSKI DETLNSKPLKP- - - - - - - - VKI RTKVYLVYC 125
SVLLVFLTYFFNI LFRKKLLNAVKI LSKI DETLNSKPLKP- - - - - - - - VKI RTKVYLVYC 129
FFAVFCAL PWQTYRHRDRL AAALNTLRQNE- - LSLI DLT- - GSVTDYRWKLLAWI VCN 140
LCTVL CSLPLQTFRQRDRLAAALNTLHQNE- - LSLI DLT- - GSVTDYRWKLLVFVI LSN 138
LCVAL CAFPWOTFWORKRL SAAMNI LAQNE- - | NLI ART- - GVRTDYR! VSW.AI Al VCN 189
VCWLCVLPVQTVGRRHQLAYFMNI LI KNE- - EDLVKLTSGGRSTNYRLVTLLATVCLWN 144
FI VAWFVWPLVSCARGDRL| YTLNNLLENDTDLSRLHAI QSSVRL SYRQAKWFGRVVIQYE 139
FCl | WWWVPLYAYARCSRL VHALNSLQANDAELG- - HVI T- - - - LSYRRVKCFACFI QLD 134
SCTLCLI LPLQCYYKHRQLSSSLNALLKNDSI LRQAI LEMGGKPLCYKEATI FARI MRWD 141
TNTI Y1 | LPLQCYCKHHQLANSLNALLI NDSI LRRLALLVGKEPPCYTEATYFSFI MRWD 141
LVLTVLQWYYGYTRKHVQLELLNSTI DI ERELTVLLKR:- - - - KI NYGVI ARFTKW.TI W 144
YNLLI FCI I | NAVYNRDCFVQL LNSL FARDDWWLESVAMY - - - GSSQQR- RSTQSTGGL 176
YALM_WI | WNAFYHRDSFVHL FNSL FAKEDW.L QMVNK- - - - G VTKLNLQTRHNGSM 167
YTI VPFCWLNNLFYRKRWIDLLNVLFA- DDSVLDT- - - - - - - - - - - TNVTMBGAYFLY! 159
FATVPI CVWCNSFVHRKE! VQLLNMLFA- DQNVLDLGGTY- - - - G- NKSVQPFSI ANRYV 162
YVSVWNMCTI LNVLVKRQRI TRLMWLFR- PDRI LDRCSP- - - - - - - TNSADARYNDNRKL 134
YVSWI CTI LNVFVKRQRI TRLM\WVLFR- PDRI LDRCSP- - - - - - - TNSADARYNDNRKL 134
YVSI VSCTLLNTFGRRHRYTRLMWLFH DDW.LDR- - - - - - - - - - YESAEMEYDNRRPF 131
LGFALLLESVLKQKTHSQLEDLRVQTELQLQRLGVFGRSR: - - - - HAAYLLPLI GVQFTC 134
SHAFI WTSFLDG - - FRI KQDQLDEP| AFEDSDPW.AFT- - - - - VLAM_.VPTLGVEYLV 132
DNAVI L TTSVTQLLANLW.RSQOKSQVNLLQRLSQWVELL- - - - - QFEPYAVPQFRALYR 131
DRLVMWI ALG LVWWQNAW. | W.QAPHLRI VRQl EFYRRNH- - - - - LANVRLLLPKRLLW. 132
ALI NI RSCSI VTMLI YTQLYI QRFRFVALLQSI LRFNQI S- - - - - GSHREEGRFAFYYYT 135
EAVI FRSTCWLFLVYVI LYAWRHRYRDLVQHI LRLNRRG- - - - - ASSCTNQQFLHNI | L 134
| VAl ATCNQLNI LLNYGRLGLI YDEI ANLDLG DKSSKNF- - - - - CGKSHWABFRLRLTL 149
VWAMFVWRQLNI LLNFRRLAR! YDDI ADLEI DLNNASSGF- - - - - VGQRHWARFRFRLAL 147
YSI MAI ANHLNMLI NYRRLGG YKDI ADLENDVDEASQCF- - - - - GGORQRFSFRFRMAL 147
FI LI VQ | FI RKKACLHVLLNEMFQLKHVL ERMARSM. - - - EFRLYRLFLVKVTAVDI L 169
FM VWNVRM. SKAQRLASTLNALLAI RNTI LQQWNCRVL- - - SREYGQLLLYKVLAI DVA 165
NI TVAVI NYVSQW | SDH VAKVL SKVPFFDTLKEFRLD- - - SRSLYI S| VLALVKTVAF 144
NVCVCLFNYVTQUAEKTLQ | | RFEQNSVPLFKVLDSLDI S- - - AM VWARAFI YGLLKI VFC 163
I I LVMQFWFGEEL I NLVNRFLQLFRRMQSL TNSPKNRFG- - - DRAEFLLMFSKVFSLLFV 166
Cl | WQVCYEKELLRM | SFLRLFRRVRRLSSLKRI GFG- - - GKREFFLLLFKFI CLVYE 156
GWSI CTVHLRTLWRSKHLEEI YNGLM_LEAKYFCSN- - - - - AVECPAFDGYVI QKGWI 150
SLSMVSI MLLRSFWKSGDI ERTLNELEDLQHRYFRNYS- - - - LEECI SFDRFVLYKGFSV 151
SLI TTLVTHLRTFSRSSELVE! LNELLVLDKNHFSKLM - - - LSECHTFNRYVI EKGLVI 152
NVLSAL| VHEMNFWGSRKVGE! CNELLI LEYQDFEGLN- - - - GRNCPNFNCFVI QKCLTI 151
AVFSCWI HFLNFWGSTRVQDLANEL LVLEYQQFASLN - - - ETKCPKFNSFVI QKW.SV 148
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Dnel Gr 22f
Drel Gr 36a
Dnel Gr 36¢
Drel Gr 36b
Dnel Gr 59d
Drel Gr59a
Dnel Gr 59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganG 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dnel Gr 64c
Drel G- 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a
Dnel G 64a
Drel Gr61a
AganGr 15
AaegG1
Dnel G 5a
Drel G- 64f
Dnel Gr 64e
Arel G 1
Anel Gr 2
AganGr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganG 23
AaegG 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Drel Gr21a
AganG 24
Aaeg(G 63a
Dnel G 63a
TcasG 3
Dnel Or 83b
AganOr 7
HvirO 2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dnel Gr59c¢
Drel Gr 92a
Dnel G 28a
Drel Gr 64b
TcasG 71
AganGr 19

TFFTI SVLLLMNVWWKSNTVRKI ANELLTLEGQVKDLLT- - - - LKNCPNFNCFVI KKHVAA
RVASG SAI LNRWRQRAQLMRLVECVLRLFLKKPH- - - - - - - - VKQVBRWAI LVKFSVGV
Rl VTGLFTLI LRWOQRCKMVDLASKVWRMYVARPQ- - - - - - - - VRRVBRWGE LTKFI FGS
Kl VAGLI TVLNRW.QRGAVMQLVKDVI RLYM NPQ- - - - - - - - LKSM RWE LLKAFI SF
RWCVFLELVSRWEQRRTFVRLFNSFRRLYQRNPD- - - - - - - - I I QYCRRSI VSKFFCVT

NYAAI AYTLI SRCYRDAMLMDLQRI VLEVNREMLRTGKK- - - - MNSLLRRMFFLKTFTLT
SFLVI LYTVLSRGFRDTAFKEMQPLLLTLFREEKRCGFKG GGVRRSLRI LLFVKFFTLS
YSMENGVWMWLI GCHYQRDCYRHYCGEQLLAVAVDLSL- CGGTVDFPRI ETI FNRVLACI
NVI VNVI VLFAMLECQQSRPFYASI LKELFELGKNLHD- CDASI NFPHVEAI TDRLLVCA
TAlI QTSTMGY! LLVYQFRTNFHRYYFDRLVGVLEQFGQ- TDI NI RLGALQTNI RRLLPI |
ALLQVGSLSYVLLVYQFRSSFHRFYFDRLVCVLEHFCGR- RDI DKSLSALQTNMCRLLI AS

NWLKI VTVLVAVLRSQTSTAYFRETVNSLVQ MWQYDQGARI ERKLASVATVSKRLSVWVF
NLRVWMWLI ALVGPRLSGRYFRET! DTLVHI MKLFDRATKI ESI LTAI SVI TNRLLLLY
TGVMASL L FLNLAKRWPKFVKDWCVWDATFASYGAWP- - - - - - - - KGLNKKLNTLTVVFM.
TGVMASLLFLNLAKRWPKFVKDWCVVDATFASYGAP- - - - - - - - KGLNKKLNTLTVWFM
SCLASGYL YLKLAMKWPRFMKDWSCVEVMVASYGAP- - - - - - - - AG_NRRLNVLLAVFNMS
SGLASGYL YLKLAVKWPRFMKDWSCVEVMVASYGAP- - - - - - - - AGLNRRLNVLLAVFMS
SCLASGYL YLKLAMKWPRFMKDWSCVEVMVASYGAP- - - - - - - - AG_NRRLNVLLAVFNMS

VI 1 TAM EFI | LARNWPLI MORWIADEDVFLSNPY- - - ETG- QYLPLESLVKRVAFTI | F
VI | TAM EFI | LARNWPLI MORWIADEGVFLSNPY- - - ETG- QYLPLESLVKRVAFTI | F
I 1 VFFMVELMLLARNWEQ MCRWYTDEAPFRTDPY- - - RPPSRTLPFRRKVHLI AFGVIMF
VWYLSAW.FFFI ALRWXSI L GAFSRCERSFL SDHYRRQSK- - GRFALGVYKI RFTGFAI FA
FNY! | TVLFLLI Al QAQKVLKEFANCERLM_KDAYTKLTERVTRFNLAVRI RWI AG | V
LNLSGAI VLLAI AARVRTI MEKWRSL EENFLHPPY- - - - AERRFWELKRVVAAI GSTMWV
LNFSGSVCFLI | ATKWRNI MLNVKMYEEVFLHKPY- - - - LMK- GRSLKFKVRWGGE LL
I €l FCFGVFLLLSRRWPYI | RRTAECEQI FLEPEY- - - - DCSYCRGYSSRLRLWGVCMLV
| CI FCFGSFI KLSRRWPHI | RETALCERI FLKPCY- - - - ANQEGLNFTRFLRRWALI LLV
MCTLLQLLFVRLAQAVRGFMWYWAEREEMFFARPYG: - - - Al N- - - LRRKVI GLAVCI LT

VCATSAVL FWAL AKEWOFWTWWBETERVFLRKPFR- - - - GKA- - - LRSSI RRTAFWLT
DACLI NVLFLNLATKWRSVAMKWDEVDDTFNRPPYH- - - - MQS- WBL RKRLGVVSFTLVF
DGCI | NVLFLLMATKWARVAVKWDSVDRI FLTESYR- - - - | ESKWTLKRRLWIATALLLG
CVLSAYWFI RLAKKWPAVVRI WIRTEI PFTKPPYE- - - - | PK- RNLSRRVQLAALAI | G

VGWNW.NFVGFARSWSHI MLPWSSVDI LMLFPPYK- - - - RGK- RSLRSKVNVLAL SVWV
YNL YAMYRFCGRL GQRWPAL WKWARVDDSL PPQKGL - - - - FER- AVLAYRI KLCSI WIVA
YNLYGWY CFVRVAQKWPVL MKWFNVEQLLPQSSNI - - - - | ER- GKLANKI KLI SI LVI T
SI LI ASWQFLNLAQLWPGL MRHWAAVERRL PGYTCC- - - - LQR- ARPARRLKLVAFVLLV
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160
160
159
159
145
145
162
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118
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182
153
185
143
168
147
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174
168
196
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191
174
183
188
185

SVLLVLI VALNLARQAPQL MWWHTVEKDLPQYKTQ- - - - LTK- WKMGHTI SMVMLLGW 209

S| FLI SLSFFQLARKWPEI AQSWQLVEAKLPPLKLP- - - - KER- RSLACHI NM TI VATT
TNLI ASFLFLKLAVMRWPCL MWVTWEKL EKEL SQRHRK- - - - | SK- | SLSVKFKI VTI VWWMT
NSLVGSI LFFSLSSRW/SLQYEWRAMERYI DS- - NS- - - - TEP- TRLRVWKFFI | STMWLV
LNLLI SI NFAVLARSWPQL MSRWQL EQSL PDQPRL- - - - SAACRRNARQVGLVATVLLT
I NLSI TI GFTVLARRWSAMMI EVENTEQSL PFRPQL- - - - TASNRRVRRKVI TI \WTLM
---------------------------------------- NLQFPLLSTLI Il I SLGCLI

---------------------------------------- NLQFPLLSTLI I I | SLGCLI

---------------------------------------- NLQFPLLSTLI Il I SLGCLI

PHFW PFVGAGVAKQVAI YKTMAGAFQVRYYRVTGT - - - - SLOFPHLKLLI VFLSI GCLV
PHFW PFVGNGVAKHVAVYKTMAGAFQVRYYRVTGT - - - - NLQFPHLKI LI VMFSI GCLV
PHFLLPVAAWINGT EVAKFKNMAMTRFQLKYYQVTGT- - - - Pl | FHNLTLI TYSLCVI SWA
PHFLLPVAAWINGT EVAKFKNMATRFQLKYYQVTGT - - - - Pl | FHNLTLI TYSLCVI SWA
PHFLLPVASV\RNGSEVAKFKNMATDFQYKYLI VTGK- - - - Pl VFPKLYPI TWILCl VSWS
PHFLLPVASV\RNGSEVAKFKNMATDYQYKYLMWTGK- - - - Pl VFPKLYPI TW/LCVVSWA
TNFLLPVASVRHGPQVAI FKNMMNYQYKFFKTTGS- - - - PI VFPNLYPLTWSLCVFSWL
PI LI I P- LMAYESRKVWSWWNGWDFETVYRETTCR- - - - ALELR- LRTKAQVI Al LLPI

PVLI | P- LMAWETRKVSSLLNQWDFEAI YRKTAGR- - - - ELELS- FRTKALLI Al LLPV
Pl M | P- 1 LWEARKI AKLFNDWDDFEVLYYQ SGH- - - - SLPLK- LRQKAVYI Al VLPI

Pl I I NP- LVLYEARKLANVWTDW/NFERI YYKLTKK- - - - KLSVF- FGNKPVI LTVWLPL
TAWITI TFFGCDSVKMYWDHETN- SSI PVEI PRLPI KSFYPWNASHGVFYM SFAFQ YYV
VAW/TI TFFGESVKTVLDKATN- ETYTVDI PRLPI KSWYPWNAMSGPAYI FSFI YQ YFL
| SWTLTFFGESVRM TNKETN- ETL TEVVPRLPLKAWYPFNAMSGTMYI VAFAFQVYWL
| AWG TFVGDSVHNI KDPENENLTI TEPI PRLLVKAWYPWDAVSGVPYY! TLVFQ YYV
I AWG TFVGDSVHNI KDPENENLTI TEPI PRLLVKAWYPWDAMSGVPYYI TLVFQ YYV
I SWITI TFI GDSVKKVI DPVTNETTYVE- | PRLMWRSWYPYDPSHGVAHI LTLI FOFYWL
EHLLI QCYI AVSI FGSSSFEADLRQFYKTAYSAI FT------------------------

I WI LKLI LAKYRQQDVTLLQ TKAKNLLYSKQ- - -----------cmmmmm e e oo - -

Rl SAVLLSLI TRWORSRFI Rl WNQ LALVRDRPQVWWRG- - - - - - RWYRRSI | LKFVFCV
S| PNVAVI LCYHI FRGPEI | DLI NQFLRLFRQVSDLFKTKTPGFGGRRELI LI LLNLI SF
G LAVSTI FGFAMFKRORLVSI | ONNI VWDEI FVRLGWKLDYRRI LLSSFLI SLGMLLFN
VCLLEHLFFWRLAI QAPRI MRTWHGVEQLFLRVPYRFYG - - - EYRI KRRI Yl VFTI VM5
SCYTVLAPVL CKRQQYCQLMSKLLGNHQLVYNCHTFG- - - - - - - RFLAPNLTYLLVALYS
DVI I I MLLLLRVAYRWPTVWPKVWEQ ESLEVMQYNARQONARSCRRI RAI ALLLI VLGFA
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AaegG 64b
Drel Gr93d
TcasG 34
TcasG 43
TcasG 47
Amel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Dnel Gr 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganGr 36
AganG 48
Agan 49a
AganGr 49b
Drel Gr 2a
Drel Gr 32a
Dnel G 68a
Arel G 7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41
AganG 34
AganG 35
AganG 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Dnel G 33a
AganG 44
AganGr 13
AganGr 45
AganG 46
Drel r 93a
Anel G 6
Anel Gr 10
TcasG 28
TcasG 40
Aganr 3
AganG 4
Aganx 6
Agan 7
AganG 47
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SGLIEH - --------- VLSKPA- - - - GLHRAYRCPI PN- - - - LLEAHYKQAFPEMFSFV 199
SALFEH - - === ----- ALAKPS- - - - GLYRAYKCG KD- - - - LLEAHLMQAFPENFSFI 217
LA = = = e m e VWFLLTLSALLEGFT 155
LA = = m el WFLLTLSALLEGFT 155
LA = = m e VWFLLTLSALLEGFT 155
CA- = ===l | VFLLSLSFLLEGFA 256
o | VFLLSLSFLLEGFA 248
VG - - - m s m el | G MLAQYYLQADM. 204
s | G MLAQYYLQADM. 204
LS - = = e el LVI | LSQYYLQPDFQ 229
s FVI | MBQYYLQPDFQ 229
e | Al NLSQYFLQPDFR 230
I e SLSVAI THVTWDFK 155
LS == = e el CLAVI | THVTWEFQ 220
e VLSWI THVTMSDLN 249
LA = = m it el COVMWTHI TMAHFK 211
LFSM HSN- - - - LCDVMFCSWLI FACEQLQHLKG MKPLMEL SASLDTYRPNSAALFRSL 262
LFSMQSN- - - - LADVMFCSW.LLACEQLQHLKG MRSLMEL SASLDTYRPNSSQLFRAI 260
LFSMAI AN- - - - LMDVMFCSWLI FACEQLQHLKAI MKPLVEL SASLDTYRPNTAELFRAS 263
FFSLAHAN- - - - LLDSLFCSW.I FACEQLQHLKEI MKPLNVEL SATLDTYVPKSADLFRAP 362
FFSLAHAN- - - - LLDSLFCSW.I FACEQLQHLKEI MKPLNVEL SATLDTYVPKSADLFRAP 401
| FCMADAN- - - - LLDVLFCSW.LFACEQ QHLKNI MKPLNVEFSATLDTVWPNSGELFKAG 260
----------------------------------------------- VI DFSLCKAI LVH 92

---------------------------------------------- | VTI LKKTKSNI FI 104
LSDSLHTI S = - = === === mm e mmem oo oea oo DVSAQRKRI TADL 161
AHEQTYLW - - - = = = = = s s e mmm e oo FTI RKGFSWRFLI D 173
VI YLOVSYS- - - - == - mmm o mme oo LLVSATI SPSFVTFT 178
SALVEHCLLLG - - == ----=-- NSFHL SNVERTQCKI NVTYFES! YKWERPHLYM L 186
GYMWT - = - - - - m oo et DI LGFGYFREYLAE 148
1Y S KTVNARVYEARTCHWNYSNLPEYY 171
----------------------------------------------- YAHRNYAY! FNVWM 128
LVI ASRLCG: = - - = = = = = === oo mmmm oo mee e FQHI | WAWSYTYVF 178
Y 7 = I I LLKSVLEI VI I D 133
WVI L YSe - mmm e e et | CVQTEKSVFDFLC 148
IR o 2 AVYYWRQQYEDFWH 131
[T DFYTWRE = = - - === o mmm e e mme e eee oo RKTKVDNKAMIGKGPI N 188
FASLTVPI V- = - - - m s s e e e oee oo MTTI LVWDI ATI PYVM 183
GMWWLS- - - = = == = s e et AAFFRTFI ELKQSL 165
FEDVWMWG: - = - - - = = = = === = o ommm o omme oo LSASDLGVFFKRFL 174
ATKKLEQF- - - - = == = = m s oo mmmm o eee oo | VRFMKYHFFGTLK 153
WOW VEI GG - - = = = = === === mmm oo mmem oo W.AFTKQLLI KFVE 156
KLLGQYP- = = = = = === o= m e e o et VG VGVKNASLFI 147
GTAI G- mmmmmmmm e e MCVLVI AVMYSENL 171
QLVLHTVKTVLKTTMSTFSDI TFMRTWWKFFNI FLI TPFYNFNENTI HSKLCKLYATFLI 444
I Y e SI YVALSGSLLYFWS 151
FETLTSGVG - - - == == = = mm e o mmmm e oee oo ee oo LAVAHLFFGG WST 168
HDQL CDVCGAI NVLFGFPI | | GCLI QFNTI VFSFCYCYYNSKMIKDGVYNTLFFI VYVSL 298
VLVFVPDY- - - - = = = = s s oo mee et VFFVENEPI LYLI F 159
MLYLS- - - = === s s e e e e ee oo LLI LSQYNSSTKFP 162
ATGTVFALG: - - = == = === === msm oo mmem o omeo oo MSTI SEFSI RNHLI 173
VGLCTLFAMN - - = = - - = s s oo e me et oo SG KRHETSAHVYR 169
TRALLRHI DP- - = = = - === o oo m s oo ome oo PAGESPVGRRLFFK 186
CALFVLYFG - - - = == === mmmm o mmme e mee e QFFI QDGDI Q8QI LW 173
WGYAVSQLLI LG = = = = === = mmmm o mmem oo AKLLSRGDRFPI YW S 182
YITVLKI Yo - m s e e e e e e AVQGEI TPTSYI LLA 219
VAFYYI HYR: - - < < = - s s oo mee oo e oo SG GAKRQ | LLLI 170
CHYESTTP- -« =« = = m s e o mmmm e ee oo ee e ALI KLCLSI LPNI P 173
LYM VNYD- - = - - - = == = o s s oo mmmm oo me oo FCVFLFI OWSFFG 181
LPNCSKSD- - = - - = = = = = = s s oo mmme oo | HVTLRNVTHLYI L 173
LW SSVGVR: = - - = == = = === 2o mmm oo mea oo MFQYYI GRSFTYYVC 157
LAFLYS- - - = = = - s s e o e e FDLFANG TFGMHT 159
210 Y2 Y, = = S GFI RVDYW | TI LP 170
GFVSFVQLT- = - - - == mmmmmm oo mee oo TVEVWWW.SHQLPFI 201
LSCLTGTAFTN: - - = === = csm oo mmmm oo mmee e PFLVDYDTWONFTALVGFl 179
TR S = FI VQDQSSQQFTAT 166
Y7 i 1 1 RTNEDW.DLSEMFPDW S 175
LGSFACQG - - - - == == = == mm o mmmm e LLI LNDYTAGKM.V 185
YNYPAN: - - - - - = oo e e YQFFHVFSTLFATA 180
I | LSVCEAYADHG - = = = = === = === m e o mmeem e mee oo YYFTI | TI VYPLWWFH 182



Dnel G 33a
AganG 44
AganGr 13
AganGr 45
AganG 46
Drel r 93a
Anel G 6
Anrel G 10
TcasG 28
TcasG 40
Aganr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dnel G 10a
Drel Gr59e
Dnel Gr 10b
Drel Gr 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b
Dnel Gr 98a
Aaeg(G 93a
TcasG 19
Drel Gr47a
Dnel Gr 58c

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCG
AaegG 28a
AganG 33
Dmel Gr 28bB
Drel G 28bC
Dmel Gr 28bD
Drel Gr 28bA
Dmel Gr 28bE
AganG 25
Aaeg(Gr 43a
Drel G 43a
AganGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e

HVSVI SQR- = = = = === === s s e o mma oo FEQ NMLLEKI NQEARH 210
SSFVLAVL- - = = = = s m o mm e e AVLDAGEETAI GSE 170
VY] TLI EWAET S == - - === o mmmm o mmme oo | VQAVLFMVSLI PNI A 172
LMLI LGVG = = = = = == == mm s e mmmm oo VKAVLEVTNCLMYI 204
CRFI CLHMT= = = - - == == = o m s o oo oo FVFLCI GFAEWNCI 188
0=/ = LFENSHFDDI SQW 181
TAVNGS- - - - == === == m = o s mm e m e GVFAFEETWIFNVS 219
YWAI VG- - - - = m = mmm e e YFTYRI EAKVPI FH 155
---------------------------------------------- FYYPVATMSFYVLN 125
VALLEHCFS- - - = = = = = s s oo mmem e mee oo MLNYVYSSKCENNS 176
AVCALVEF- - - - -« = - e s oo ee oo TI YNQLTPGTQWH 174
AQULYLAWD- - - = = = = = mm e o mme e DPSALAYW.VI M LH 201
FNVI PAVS- = = - - - c s s o e e oo oee oo EFFI | SRI SGNPVW 195
HLHHAYHI DR- - - - = = = = === oo mmmm oo ee oo LTARFDI LREQLES 192
/= = Y RGAGGPRGRKI GDA 185
HLGLWOFQ: - = = = == == == mm e mmmm oo ALTQHVLLFWSTYE 167
YEVVNESY- - - - = = m s s oo s mm o e LYLCAEQVQTKRFY 211
LTYAYW T- = = s s e mmmm e mee oo KSARSSNFTI LFW/L 157
o e AFLVLSEYTI RG Y 138
I | WIHKFWWYRSI L 184
LLSSYLLSMAQP- - - = = = === === s sm oo mmeo oo | Q LKDDPEVRRNF 200
LRLSI HLAT- - - - === = = s s e o mmme oo ee oo FTLSARVGFNHPCN 185
= Y YFQDRREMPLI V 152
I o VYYI YYSVHEAS 167
SAAYGFLLT- = = = = == mm e mmmm oo FMLTSKVLFVSQT 174
LIMVM QVCG- = - - = = == = = s s oo mmmm o oo oo | FAQVGEVGKGSVS 177
VVNYDFEFWI - - - = = - == =@ o mmm e ee oo e TWBSNSVYNLPGLM 163
YNFFHN: - - - - m s o e e e e FNFALSAI VHWGLR 159
YDLLCSVP- - - - = s s e o mme et FLKGAGGRLPWSQ 158
YLMAL NS- - - - - = o oo m e e e AAVQVASGHRALFL 175
CFFSFSI S == === m s m e mmme et LI FDTTRCTCG PS 174
ANLSI LLG - - = === = m s s s mmmm oo o oo ALI LFRI HSVQRI S 161
[T LLYSAF- - = s s mm e oo LCSTVLQYQLLSVI 171
TV YSN = = - - o s s e e e RALTI NATYSELVFLA 167
IR YRLYSNGDLFLSW 174
o = T = e VHLLFLLCI YHFFC 171
THLI QP- - === o mm e e e e e | YMRRLLPSQFYLN 153
QQLLTRDS- = = = = = == === mmm oo mmem o ieao oo VVNCESNSSLRQAW 166
[VSE----Q---mmnn-- EWSFSTGLLVM FNSALSYKASEI WM_RSRFAI LN- - - - - 214
[ VSE----Q--------- EWBFSTGLLVM FNSALSYKASEI WM_RSRFAI LN----- 196
RNQEYKYYQ - - - - - - - - - | LSHLSG FFTVFNVAQCYLTTELVLM.QTRFVI LN-- - - - 199
NLNG - - DT-=-------- M VEANAYI LLAVNSAVCHQTI ELVKM_KI RFVI LN- - - - - 197
NLNG - - DT-=-------- M VEANMAY! LLAVNSAVCHQTI ELVKMLKI RFVI LN- - - - - 472
| FSVPLLMK- == - - == = - - | ASQFVG FCSLYFCI FGYl YDDEMAVPQN- - - - - - = = - - - 100
| FSVPLLMK- = - = == = = - - | ASQFVG FCSLYFCI FGYl YDDEMAVPQN- - - - - - - - - - - 275
QLTVPTPPK- == - - === - - KTNFNATTKVI TVKPYQPKQPASPPLKPSVTPPPPHRNGAI 211
NAVQPI MPM - - - - - - - - - KPHGNQQGKI | SVKPFEKRLTEEKVLAQKR: - - - - - = = - - - 288
MDI GSI GKS- = -------- SVSGSGKNKVAPVAHSVNSFGEAI DAASRKPPPP- - - - - - - 302
Qe | MLFVS- - - - ALl KAFSKYQFWLVLQLQHRFGKI N- - - - - 207
o | MLFVS- - - - ALl KAFSKYQFWLVLQLQHRFGKI N- - - - - 207
TK---TYSL---=----- FI VFMIVI LPYFI NLLMELQYCHYLNI LRVRYQLLN- - - - - 213
TK---TYSL----cmmn-- FI VFMIVI LPYFI NLLMELQYCHYLNI LRVRYQLLN- - - - - 213
(Y ¢1 | WAAFF- - - LPFMVMIM TSLFVCl VNQSKHRFYLLN- - - - - 213
- WWBFM - - LPFMM SM TVLFVSLLNQSRCRFQQLN- - - - - 109
I V1 i PR WWAFL- - - LPYFMVBMVI VLFLCFVNQTKHRFHLLN- - - - - 211
P----SFCQV-cmmmnn-- CMTFF- - - LQHSWSI Al CLFCVI AFSFERRLSI | N- - - - - 213
P----TMAL- === - HFTFL- - - | QHTVI Al Al ALFSCFTYLVEMRLVMN- - - - - 240
S I S - | VAFY- - - VPQ FLLSI VMLFNATLHRLWOHFTVLN- - - - - 210
Acco-SWQL-------- - TFI FV- - - YELLAI SI TI OMFCLMIRTVQRRI TCLH- - - - - 222
TF---SISA --------- VI SFF- - - SPHFI VCAVSFLAGNVM KLRI YLSALN- - - - - 217
KENSNSSAN- - - - - - - - - - VLGYFPFYCLYY! LMVFHVLFAQAALG GNRFRHLN- - - - - 212
KENQDSGAN- - - - - - - - - - VLGYCPFYALYY! LMVFHVLFAQSALG NRRFHRLN- - - - - 211
| AQSDTELN---------- VHWYI PFYSLYFI LTGLQVNI ANTAYGLGRRFGRLN- - - - - 207
SRLESFDTP- - - - - - - - - - ALDVAALAI SSFCFLLQ VQFTVMWLLVLSRYQTI N- - - - - 206
ELVPHI EPS- - - - - - - - - LKEI LPSAMFGLCFLLQ CQFLLFLLVLHDRYCAI N----- 202
LHESSCNMQ- - - - - - - - - - | LFVFI YLLFVNSYALMVLQCTAFME! | RTRYKLI N----- 216
VWNVRQLI G- - - == - - - HVFQEVRLL YFTTYVHLW. QATLAAM.VL SRYEALK- - - - - 210
W.PLFGVQV- - - === -- - - HAFNLVRFL YFYSYVHLWAQAI LTLFLVLSRYI ALN- - - - - 210
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Aganr 37f
AaegG 28c
AaegG 28b
AaegCr 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Agan(z 9b
AganGr 9d
AganGr 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Dmel Gr23aA
Drel Gr 23aB
Dmel Gr 39aA
Drel Gr 39aB
Dmel Gr39aC
Drel Gr 39aD
Dmel Gr 98¢
Drel Gr 98d
Drel Gr 98b
AganGr 51
AganG 52
Dmel Gr 94a
Drel G 97a
Dmel Gr 93b
Drel Gr 93¢
Del Gr22d
Drel Gr 22e
Dmel G 22a
Drel G 22b
Dmel Gr 22c¢
Drel Gr 22f
Dmel Gr 36a
Drel Gr 36¢
Dmel Gr 36b
Drel Gr 59d
Dmel Gr59a
Drel Gr59b
AganGr 26

NQPNFDGRW - - - - - - - - - YYNMFSFVYYNAAFPTI TSYFAI VLWELLVRFQRLA- - - - -
YRGLVDGLG - -~ ----- VFYVFSRFLYSCGYVQUW. QSTWLLLVWERYVALN- - - - -
EMBSGFGVP- - - - - - - - - - | SMALI FGCFGVPFSLFTHNLSM GYLVSYRLNHLN- - - - -
EMBSGFGVP- - - - - - - - - - | SMALI FGCFGVPFSLFTHNVBM GYLVSYRLNHLN- - - - -
SDVSYNLFS- - -------- FVPLVVNALDHLFLNDI LSDI CDKFEQ NQHFRRQ KS- - -
SDVSYNLFS- - -------- FVPLVVNALDHLFLNDI LSDI CDKFEQ NQHFRRQ KS- - -
TEI | YFKPE- -« == ---- Pl TLLGNLI PTI FAGLLFVQYFFVI TLI NEMFI KLNC - - -
TEl KNFNPN- - < < = = - - - - PLVLMASI | PLI FVGLLFI QYFFVLNLI YAl FVKLNC - - -
EELDLVMRE- - - - - - - - - - VCTFWQVYPRLVWNTI NLTFLTLLM LEGRFRVI NDG- - -
----- OQDQ - --------1 LI FLUNWPRLI | G MNSTLNLI FLLI QTRFEM NN- - - -
----- KSKQ- - - - - - - - - - VEYFLI HWPRMLI STKLLAHFLI LTVLKARFEAI NN- - - -
----- KSKQ- - - - - - - - - - VEYFLI HWPRMLI STKLLAHFLI LTVLKARFEAI NN - - -
FANI MGLEF- - - - - - - - - - YKQFAI EYFQWVLFFVNFAFFVWVKM_LVRYRNLT- - - - -
FANI MGLEF- - - - - - - - - - YKQFAI EYFQWVLFFVNFAFFVWVKM_LVRYRNLT- - - - -
FTLLLGVDF- - - === - - - - VKEYAFEY! QLYSQFI LYFLLFATLKI LLGKYTQLK- - - - -
FTLLLGVDF- - - - - - - - - - VKEYAFEY! QLYSQFI LYFLLFATLKI LLGKYTQLK- - - - -
WIRI MGVAY- - - - - - - - - - YEQYAVEFFQFYAQF! VYFLI YAVLEM_LQKYKTVT- - - - -
OQTVSNFEY- = = - - - - - - - FQRKI LLM QLYYLYFDVI VI STFLQLFLEHYEVI N- - - - -
OQTVSNFEY- - = = = - - - - - FQRKI LLM QLYYLYFDVI VI STELQLFLEHYEVI N- - - - -
W CEMBWT- - - - - - = - - - LQAYTLHLFCVLYWLLHFLTYNLSLG KLRYDDVN- - - - -
W CEMBWT- - - - - - - - - - LQAYTLHLFCVLYWLLHFLTYNLSLG KLRYDDVN- - - - -
Rl AAKGLPT- === ----- LKLFALHEFYGFCYLWLI LI CNI ALAFKQRYQLI N- - - - -
FI VPSGWY- - - = - = - - - - KI GYWLHQ CHI CELHTI FLVCNVLTVFKI RYKDLN- - - - -
WBPI D-- - H - - - - o - - TESNI | NDVCSLYY! LQ TLI VNYALALKNRFKELQ- - - - -
YKCG QYHI - === ==---- CNTVI SATVCFMMVLLM_EI WRRFTI LNNYLTI VLGETWI'SL
YKCG QYHI - - === =---- CNTVI SATVCFMMVLLM_EI WRRFTI LNNYLTI VLGETWI'SL
FLSVYI VDG - - - - - - - - - TFMYFDWWI ELVLGLCDCLLLI AHLQLERLVW VKNRD- QA
FL- VYM/SGC- === == - - - - TEMYFDLVI ELVLGLCDCLLLI ARLQLERLVW VKNRN- DT
FLPLYI TSC--=-------- AFMYVDLAVELVLGLCDCLLLI VRLQLQRLVCSARNLE- RS
FVSMYI VSC- - - = = - - - - - FFMY! DLGVELLLGLCGCLLLVAQLQLGRLAQAAREFD- YG
AWLYLTI G - ----=--- | YLYEDLCLSW.FGFYSTI MVHCVDQL SYAAHLLQED- - HA
PWMFLNI G- = = = = - - - - - | YI YEDLCLSW.FG YSAI MLFCVAQL SCAAKLLQSDYYHS
FVH QLSVG- - - - - - - - - - | YLATDLALDWILGLCCVM LVG AQLSHI FDLLKI ASI RR
FVHLQLSVG - - - - - - - - - | YLAVDLALGWILGLCCVWM.VG EQLSHI | DLLLKASDER
FI LMYl ETL--=-------- LLLYANNCI EFTI | | CCTTQMILCRYLKDLMNALETKK- - -
M/LVDM | L= === ------ LRFCFMFLI LELYRVCVRI | RKRVKQLQVLLTQVEEI N-- T
| FKLYWL] L= == - - - LRFCGVFVMVEL YRACVI VI EERVKQLHSLL- QLTI NG - P
HKMLTTTEV- = - - - - - - - LRYTGM HFLYLFHVCVSMGL RVEQLKM.FHHKQT - - - - -
HTFLELTLI === == - - - - - SRFLLTTQY! YLYYLCVSM/RLRMQQLRVLFLDHQH- - - - -
| KILAVM A== === - - - GRFLAI W/LI FVHRLHVRAI GQRVEQLRVLYAS- - - - - - - -
LKI LRMMTA- = = = = = = - - - GRFFTI WWLI FVHRLHVRAI GQRVEQLRVMWYAS- - - - - - - -
LRI LSVBVA- = - - == - - - - LKI FG GYLCI | HRVCVGAI GVRVRQLSI LGKLSCG: - - - R
LMALLRYRY- - = = = - = = - - VQLVQHVVDLNQRS! HLRRSLL SMASGNDLWQP- - - - - - - Y
SFLALQVQ - === ----- | SFI LEVMKVNI RVRQTKLQLLI LAREL SCRWPQRKQKPQF
TMQ SRVLT- === ==---- LI GFVYRCVLANFQFTCYTGWVI LKKLLQVQVKQLEHLVS
DASRLFVI T---------- SLGFPLRYLVTSFTMGTYFCMWHI VRLVLDWNQSQ NAI | D
LTTIPl YLL- = ------ QYGFSYLFLGQVWVLFAC! QQ LLSI LKYYNQWLK- NI KS
TLPLALCML- - - === ---- VY! FAFLVLCLLLMFFVSLKQUMIAGLI HYNQQLCQGDLI S
PFFHW/NQV- = - - - - - - - - LTQ | LI MLQLKGPEYCLFVLLVYELI LRTRHVLEQLKDDL
PYLHWINKV- - - - - - - - - - LTEI | LI ML.QLKCTEYCVFVLLI YELI LRGRHI LQQ SVEL
PFVSTLLKI === === - - - - LTEFVM MQQLKSLEYCVFVLI | YELVLRLRRTLSQLQEEF
LASW.TFYA- = - - === - - - MWYFI AVI ENFI LAGVLI GAVMQAM/NI GLKRLARSR: - - -
VWGVTFSV- - - - - - - - - - FRYVFTALVNLYLVGLM VSFNQGSI NSKLTSLVDR: - - - -
LI WILYRLF-=-------- PLI | SNFLNNCYFGAMAWVKE! LYALNRRLEAQLQEVNLLQ
SVTTTKTM.- === = = - - - PLI VSNQ NNCFFGGLVLANLI FAAVNRKLHG VKEANMLQ
LLTLVCDLY---------- TSVGTGM THLCFVGYLSI GVLYRDLNNYVDCQLRAQ- - - L
LFATLCEI F---------- LEl GSLM | HI GFVGYL SVAALYSEVNSFARI ELRRQ- - - L
VLNVLWSM - - - - - - - - - VKLGTLLLALHYHLGWI | YRFWWALI NRELLSLVCSLRGNH
FI GLGSLCL-=-------- M_LAVLLGASHFHLAVWFVYRYVW VNREL LKLVNKMAI GE
VYEAVCI YI - - - - === - - - VQLEVLMA/NHFHLAVI Y1 YRYLW | NGQLLDVASRLRRGD
| CLVLLSCL---------- MEFSLNLNI MHYHVGVLLI YRYWWLI NEQLKDLVSQLKLNP
VEMVLI NSL- - - - - - = - - - VQFSFNCNI MHYY! GVLLI YRYLW.I NGQLLEMVTNLKLDC
KI LKI LOCL- === ----- PSVGLQLI | MHFHTE! | LVYRYWLVNETLED- - - - - - - SH
FVGVASDFW - - - - - - - - - MBAI | NVAI SQHYLVI LFVRAYYHLLKTEVRQAI HESQVLS
YLGLGLQYW - - === -- - - MEVI LNVAMVQQHM MLFVRTQFQLI NTELRQVI DEAKDLL
MVGLLVKLG - - = = - - - - - VSFI MNLAI SQHFLVI LLI RAQYRI MNAKLRW/I EESRRLS
ALRIVAVLS- - - - - - ---- LTAI | NVI | TQYYVATACVRGRYALLNKDLQAI VTESQ - S
LONGLLVNI === == = = - - - SLTI LFVNTFFYFTSLWH ARGYDFVNQQLNEI VACQSMDL
VLRFFFKON- - - - - = - - - - TNNI LEMVPMGYFLALWHI ARGFDCVNRRLDQ VKSKST- -
ARSSAVYTL- - - - - - = - - - SNVI NVLALLQYAYVL YVLYFCYYDTNRLLASYNRHLLVRG
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209
216
216
183
227
211
211
206
121
196
196
180
180
165
165
176
170
244
201
201
199
140
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213
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202
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206
206
221
219
219
237
231
214
235
225
219
220
223
222
221
218
214
208
208
208
207
207
209
227



AganG 27
AganGr 29
AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(G 64a3
AganG 14
AganGr 18
AaegG 64d
AganG 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegQG 64a
Drel Gr 64a
Drel Gr61a
AganGr 15
AaegG1
Dnel G 5a
Drel G- 64f
Dnel Gr 64e
Arel G 1
Anel Gr 2
AganGr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganG 23
AaegG 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Dnel G 21a
AganG 24
AaegG 63a
Drel Gr 63a
TcasG 3
Drel Or 83b
Aganr 7
HvirO 2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dnel Gr 59c¢
Drel Gr 92a
Dnel G 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr93d
TcasG 34
TcasG 43
TcasG 47
Amrel G 3
AganGr 32b
AganG 50

LCHSVLY! L-=-------- PNVI NVLALYQYAAL QLI VAACYRSVNSVL ARYHDHQARP-
LAKI VI FLA- == === = - - - TQLMATSLTLLYLTI FGTVSVLLRQWNDTLEG LVGPI S- D
LLKWWI YLA- == === - - - TQLMATSFTLQYLTVFG VAVLLRQWNDTLELI LYGTWYD
TLINLCYI P- == === - - - PFI Al VI \VLHYYALFGTI SG MSCSNDTLYG TVEGKKDR
TLLNVSYLA- - - === ---- PYVTI AVYI LLYRALLASI AG VGCLNDNLRE! TI QDRI DP
EYDI FKALV- - - - - - - - - - LQTI NLQ TFI W'YNDLFVMLI S- - TALAYRFGQ T- - - - -
EYDI FKALV- - - - - - - - - - LQTI NLQ TFI W'YNDLFVMLI S- - TALAYRFGQ T- - - - -
DYNI VMALV- - - - - - - - - - LQFI TLQHTFI WWFNDVFVMLLS- - TALAYRFTQUT- - - - -
DYNI VMALV- - - - = - - - - - LQFI TLQHTFI WWFNDVFVMLLS- - TALAYRFTQVT- - - - -
DYNI VMALV- - - - - - - - - - LQFI TLQHTFI WWFNDVFVMLLS- - TALAYRFTQVT- - - - -
PYHPALGVA- = - - - - - - - - | EWNRVAKFTWHY! DVFI | CVS- - LVLQRRFQQYN- - - - -
PYHPALGVA- - - - - - - - - - | EWWMRVAKFTWHY! DVFI | CVS- - LVLQRRFQQYN- - - - -
PYHPWOW - - - - - - - - - - | ELTMRI AKFTWHYVDVFI | CLS- - LGLQRRFVQFEN- - - - -
PENGFTI Al === === - - - - TEW NRCVRYTWIYLDI FI | SFC- - YGAQFRYEQ! F- - - - -
PVNI GSI LF---------- VEW NRCLRYTWIYLDLFI | SFS- - YAAQFRYTQ Y- - - - -
PYSLPAVLL---------- LELTHKI FLYMWITFMDLFI | FVA- - LGLARRYEQFY- - - - -
SYSLPLALL---------- LEFVHKVYLFVWIEMDVFI SWS- - | GLATRFEQLF- - - - -
HFETAWA PF- - - - - - - - - - | EWITLSMIFVWAFVDI FLI LI C- - RGMQVRFQQVH- - - - -
EYRAWWFF- - - - - - - - - - | EWNTMAMIFVWKRFGDI FLFLMC- - RGLKI RFQQLH- - - - -
PYHHLLTMY- = - - - - - - - - LLYTTI SLTFI WIFTDLFI MLVA- - TGl ACRFGQLN- - - - -
PYNLPVALY- - - - - - - - - - NEYVWWAMIFAWNFVDLFI VLVS- - | GLTTRETQLN- - - - -
PYNSLSAVF- - - - - - - - - - FTYVSSALTMYWRYQD! FI | M S- - | GLATRFQQ N- - - - -
PYSTVSAVF- - - - - - - - - - FSYVSFALTLYWAYLDVFI | LI S- -1 Al ATRFDQ N-- - - -
PYSPI | AVL---------- I LLI NGACTFVWWAKYMDLFI MM S- - KGLSYRFEQ T- - - - -
PFNI FSMCY- - - - - - - - - - GFWLNGAFTFLWNFNMDI FI VMTS- - | GLAQRFQQFA- - - - -
PYSTWRGFL- - - - - - - - - - TKFFNVI CNFMABYVDLFVI VI S- - MGLSHAFRKYL- - - - -
EYSEl RGFV---------- VKFI NVI STFVWASY! DLFVI | VS- - | GLSHTFRRI N- - - - -
PYSNWLAW.- - - - = - - - - - GKI QWLLTFGASYMDI FLMVLG- - MGLSEMLARLN- - - - -
SYSTTLALW - = - - - - - - - GKFQNVFSTFI WYMDLFVM VS- - | GLASKFRQLN - - - -
DYTRFLGI V---------- GKVVNVLSTFAVWNENDI FVMAVS- - VALAARFRQLNF - - - -
SYSLWKG L-=-------- VDI | NI LSTFSWNFVDLFLI LI S- - | ALTDQFRQLN- - - - -
NYNFVYGLY- - = = = - - - - - VFWSKLATFTWNFTDLFI MLVA- - TGLAERYKSLN- - - - -
PYNPYl GFL---------- AQTI TSLLTVYWNYVDLFLI SVS- - VGLRTNLAQUN- - - - -
PYDI YVGFV- - - - - - - - - - AQWTSVLTEYWNYVDLFLI VLS- - | GLRQSVRHN- - - - -
LYHTTAYLH = - - = - - - - - 11 TM NVNCALWYI NCRAVGNAS- - TALAESFQNVLVPT- -
LYHTTAYLH == === - - - - |1 TM NVNCALWYI NCRAVGNAS- - TALAESFQNVLVPT- -
LYHTTAYLH = - - - - - - - - I 1 TM NVNCALWYI NCRAVGNAS- - TALAESFQNVLVPT- -
LWHTSAYYH = = - - - - - - - I | TMLNMVNSALWYI NSRG RVAS- - SSLSRCFR- - - - - - - -
LWHTSAYYH: = - - - - - - - - I | TMLNIVNSALWYI NCRG RVAS- - SSLSDRFR- - - - - - - -
LWHTEGYYH = - - - - - - - - | LAVLNCLCSLWEI NCTAKGRVA- - VAWCNNLH- - - - - - - -
LWHTFGYYH: = - - - - - - - - | LAVLNCLCSLWFI NCTAKGRVA- - VWWONNLH- - - - - - - -
FCHTFAYYH = - - - - - - - - | | AVLNGFCSLWEVNCTAFGTAS- - KAFAKELT- - - - - - - -
LTHTFAYYH = - - - - - - - - | LAVLNGFCSLWFVNCTAFGTAS- - KAFAQELS- - - - - - - -
LW TFAYYP- - - - - - - - - - | | AVLNCFCSLWYI NCNAFGTAS- - RALSDALQ - - - - - - -
LLQVI PYCV- === - - - - - - LDTI TYMMGGYWYMACETLSI TA- - KI LAEDFQ- - - - - - - -
LVOVI PYCl === === - - - LDTL TYMVGGYWYMTCETLSI TA- - NI LAEDFQ- - - - - - - -
I NQAPYCl === == - -~ LDNL TAMLGAWAFLI CEAMBI TA- - HLLAERFQ- - - - - - - -
Il QWPYCY---------- I NCLI YLI GGFWEMQCDVWGKVA- - SQLAEDFQ - - - - - - -
SANSKSELI - - - - HNEEKDP- GTDVDVEG YSSKADWGAQFR- APSTL QSFGGNGGGG -
SAGSKSELI - - - - | NEEKDPDVKDFDLSG YSSKADWGAQFR- APSTLQTFDENGRNG -
STE-----mmmmm-- KEKI PDTVDVDI RG YSTQQDFGMTL RGAGGRL QNFGQQNPN- - -
SATSQDQ- - - - - - - LI ENDYNEKNEDLKGVYSTRQEL GGHFR- - GGAL QNFGSGGVG- - -
SATSQDQ- - - - - - - LI ENDYNEKNEDLKGVYSTRQEL GGHFR- - GGAL QNFGSGGVG - -
SAEQPKEQEPL PPVTPPQGENMLDVDLRG YSNRTDFTTTFR- - PTAGMTFN- GGVG - -
Al TIRSTFS---------- WIFI DVFI MLTSTAFVFRLKQLNAKVEM_KNARVKN - - - -
LKESVDTFN: - - - = - - - - - DI FGW | LCNI FEAAAKSLI YI DM | KKNVTQONSD- - - - -
| VKLSLLAT---------- LTTI FNM VOQYYLAMVQVI GLYKI LLQDLRCLVRQAECI C
VWACDFYLVS- - - - - - - - - ATNI FI HI NSI GYLSLGVLYSELNKYVYTNLRI QLQKLNF - -
TFALPHI NI S- - === - - - - LMVFKFLCTTDLARSRFSM_NEI LQDI LDAHI EQLSALELS
PYHFWWLPI - - - - - - - - - - LEWWNQTI AYPRSFTDCFI MCI Gl GLAARFHQLYRR: - - - -
AVQLYFQEY---------- YTYFLCVI VCl FRGKYRNI NLLL TEQLQNRRFFAKK:- - - - -
ALAHLRVLFP- - KSI | QLSLLYI FRALTMAWIVQDVLLI M SDSI AGYFKRI NSR- - - - -
PYNVPVLFF- - - - - - - - - - VRYVTYSVTMAWTYQDI LI MVI SAYVLTRYRQFFWR- - - - -
Il CNSI MCFG- - - - - - - - - FI WHL SLGVL YAELNDNL RFESGFQTAFLRKQQR! R- - - - -
| El YSQFLYG - - - - - - - - FM YLI LDTI KSKYRQVHRLLANYKVI TSDEFFYLVS- - - -
RHTVEYFQN- - - - - - - - - - - YI HFFYQLLLYL| TDM LMRYKELNRVI LDNVBRN - - - -
RYTLSFI ENF - - - == == e oo - - YOQFLYNCFHSTLLLM LSRYQRLKAQLWONR:- - - - -
YAPLYFMYT- - === - - - VI | STEI QYTVSTYNI GQRFI RLNTSLKDLFNANSNNNDNAI D
AQTVPFWS- - - -« === - - - SLI LNQYFCVFVHLTSI LRKVNERL ARFLNM.PGSATEPP
I YSI LGVON: = = = = - - - - - LLQ SSMNVAVNLLMFVLYSG NI YAR! NAHCNDLVYG- - -
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TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Dnel Gr 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agan( 49a
AganGr 49b
Drel Gr 2a
Dnel G 32a
Drel Gr 68a
Anel G 7
Anrel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Dnel G 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Drel r 93a
Anel G 6
Anel G 10
TcasG 28
TcasG 40
AganGr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Dnel Gr 59f
Drel G 77a
Dnel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dnel G 10a
Drel Gr59e
Dnel Gr 10b
Drel Gr 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b
Dnel Gr 98a
Aaeg(G 93a
TcasG 19
Drel Gr47a
Dnel Gr 58c

PVYVSYLLI FVQQ PFCFFVRVI RLKI EDLNGAFRAGL ERVONGENQW SVIVKVNKQ- - -

LWBQLFSTFAG - - - - - - - - | EVLHVWKQCYHLQKI NVQQSG FI NLPFLEHNLI R- - - -
VYPLFVLLI VS - === =--- NVVLKI LVEKYRHQKNFI NESNVETVKFNL FLLSQAVETF
FDLI FLSFR- - - - - = - - = - - CTKLCKEANKTAFLWYH! KI DREDEEARDDFI KLG - - - -
PWWLLLNLG - - = - - - - - - YSYFSLTTFHI LSLTCLDVWRARNVRLNKVFRKQFSLEG -
ALKLVW VALFKNENL SEMVKQFL FTQKFTFVAGLATLSVLNLLSVI KSSFLDI NTWKM.
SLLSILITR-==------- MOFVLVLLNVELLGHHVSLLG RLQNVLECHLMGAN- - - - -
LFTMGAYVLP- - - - - - - - - - NMLASMSLAQYYAGTVLI YKLQHTVNQQLRTAI GKHR- - -
LLGPHPTYFGKTGRKTVLKTNKYCNFI | LFYLSVFVI LVYYASLDETPNPVTNGKL YNFN
SYCPIVTTG == - ----- I 1 KI QFATCAHLI LQRVNHVKKI LEKETQTVAFPKDN- - - - -
LYVTI LEAVR: - - - - - - - - - VYVTM Al LI YI VCVLVWKNVHFRQL QDRVEQFGAS- - - - -
NSFSYALTG = - - - - - - - - | QFM VNFHFVAAARL VSFRLDAI KCSLKKHLDTGSWI E-
TVNI YWMVB- - = = - - - - - SQFTNLLLLM.LFGSYVYGQ NKQLDRTVHRLASFETQQS-
TVAI DLLQSFTWYGTFLW.QRKFGATY! LAFW.NSI AVMQ VAALNI LLATLLWG- - - - -
TLNI FSVWQS- - - == = - - - - Al FTNLI WTLI | GVHFLEI LNHRLTLY! RQVRAPACHLK
YLLPLLVCG - = === ---- LRYFQ FNATQLVRQRLDVLLVAL QQLQLHQKGPAVDT- - -
FYG QNGLTAT-------- YI VFASALLRI VYI RFHFI NQLLNGYTYGQQHRRKEGGARA
YFLQLLYST---==---- LLALYLRTLMVNLAQRI GFLNQKLDTFNLQDCGHVEN- - - - -
FI VFGVSTI S--------- FCFW/TCLKLKFRQLNELLRSMRI MESPI HKRVLEMTNN- -
LLITSTLYLN === -- - -~ NVYI LNACFKFI NNSLI KI KEI VI NDEPHLLRREYHVK- - -
FI NFSVDVFYWN - - - - - - Cl WLKVCFKKLNKSI HELKKFRSGNDLRVET! VQOKN- - -
NTTI FLI FHS- - - - - - - - - VLPI KRFFTSLG AFDNI MKNLI CEl DGRHEFFLAEFKS- -
Y| FDVPNFUN- - = = - - - - - EYVQAI EVLYI CSYTVLI RNKI SNLNTSLI HSTHLNG: - - -
QFVNVI AVT- === - - - - - QUVLLLLY! NARFRKLNQL L EEEQHPVAGRKRFERASRLAGN

I YAVAFLHAYVLI YW HARFRRLNTLVEQYYRQGHI FAPARQTI | SFATMVKLDEES- - -
MCNLVYI MTSCFCCVTLWAI VYRYHNI NATFWYVSLHQPVCL TGGRNHVLLNSFASMYFH

EMWFLRSS- - -------- LVFTI FGSYI TVALTTI YMRFRALNKM REKFPTTRTADP-
| LAMCRSATS- - ------- LA FTCYI TMILYSLKTG-DQLHQAI AKHLNTTPQAI N- - -
NTTLSLQSMP- - - - - - - - MAAI TSYYYI | RSI H SCVWAFI SGLYSFRDRFFAFNKQLR-

Al SI PLLSLASI RGLEFWVDHFFVLTFVGFSWSGGELLYNNI CNVLLFHI LYRI EVI N- - -
| TI LEFTTLVKSTECI LTKLNWWLDTFLESL QRQSTPSVTLKGEKNPTNKVYPLNRR- - -
RHAPLTVFDI ESECKKERKTVTPI TVIVDGRT T TGFGNENKFAGEMKRQEGQQKNDDDDL D

LLSLC FYYP---------- KLTI I CSVSLYYAVMLFQONLHYALNERLKQLI VEHTG -
HVNNFYALLFVOQRLTLGEI NDMLADLWI| Cl RPGANEL L PPSRRL QL HL QQYQQCAG- - -
RDSGSPFSS- - --------- NCLLLCI | PQTLCVI SELQFVAFALLI SERLKLLNR- - - -
MYMSDFI PAS- - - ------ EYCl FECFI TMLTSSTVELQYVAFVQLI KNRLQLI NDLLVE
GIéFd YMALG - - - - - - TLCVLDACFLGFLVSA LYEHVANNI | AMLKRMEPI ESQD- -
YMCTY!I GTAT-------- AVYKFFGVASFL GLRFHQLNQ AKENLPPRVGYKSSNVS- - -
G | YFI MDAS--------- MNTQ LI FVCI LFLI EERFRHLCSM ELSKADKI | EAHR- -
FFGSI QFI 1 ---------- | SKHW/TI MKEVWSFMVEMBIVRNYGSSI NVKKRFVWMT - - - - -
TGVEHFFKK- - - - - - - - - - QFHYI FTYMPYNI VFGLCLTTFGLLPVNGVTSEKCN- - - - -
WAFWLHNFYP- - - - - - - - - - YTFSHVRHVFHLLHI SLMASNL RQLQRKLVALHQTCGER- - -
AFLRLRHLFH- - - - ----- MFFI DI LKI HL QKL HHDL VDAGEYMADL VEQPQDTAVFR- -
HRNW.LKVW - - - - - - - - - FFI LI RLGDSFFLVHVLYLRNRYRVLNNELQQTASTVG- - -
LVTDGVSPGRP- - - - - - KPTEATAVPPKAQT SL TRAKMNGPSRPAVI VDSWIGLSTMKS-
NAGGUWKSKG- - - - - - - - - PPKVTMVAPASAGFNKLSATTVYTTY!I TQLKI DNQSS- - - -
PLMVWLTYLR- - --------- NLOQFVLHLELLREQLTGLEREMA.LAEYSRFASETGR- - -
VYFFALQYI LN-------- | KLQQ | YPAI LLDTYLRMIRAALEHHVCGLLQCSERLG - -
FLLLHLRQLQ - ------- I LLYTNVLGFCLKAI NSELAWT| EL SNGASRYGGRRSD- - -
LENLRYAYS-------------- LQAVRARYL QWL VDRL DGKLEQLHHRVI SGSS- - -
SI NSYVWPN- - - - - - - - - - I 1 SSI SFAQYYLLLQA AVRQRRLTEGLEREL THLHSP- - -
MYACSLVFVS- - - - - - - - VCQAI LQLSLGWTNAI LFLGHLVRHSNLLLAKI LADAEHI F
CFLPECM FS--------- MNYLLFAI LAEI TRCWASL QSGLKMVLLNRQLSTVAFN- - -
WFPFDYKQP- - - - ------ VWFDLVYFI LAFACI SI AYTNVSTDAFFYTCLI Q1 ET- - - -
Il NFGYTLA------------ KFM FTSTCl YTNLLRI | EADFSKLNHLLSGTEN- - - - -
NHLI LYGLR-------- | YAYLSDTTVCASFGLFALLLRI LI VEMRQLVRKTTI NEQ- - -
QVRVHFAI Y- - - - - - - AFVLVWYTENVADYCYFI NGSVLKYYRQFNL QL GSLRDEMDG- -
MSLGVLQYAQP- - - - - - - - - VHFLW.VVDQVRMCLKEL KLL QRPPQGSTKLDACYES- - -
PFNVWDLLAN- - - - - - - - - LYFVYNSLARDAI LVAYVLLLLNLSEAL RLNGQQEHDT- - -
LVAYGVQLY---------- FQHVASVYGNG FGE LLMLECYNQLEREEPTNLAR- - - - -
LFALCYTI VTG -------- GPHFTGYVHMTLAEMLG RFRLLQQLLQPEFLNWRFP- - -
TLLMAFTYT---------- LLTSSVGLLGFVH G MDFI RVRLRLVQQLLHQLYQAD- - -
KTAM VAHI T- - - ------ QFl YWFMUTA CVI LLVLHWQSERLQ ALKDLCSFLN- - -
NPQ FLAFCAR- - - - - - - - LTHFLHFLCVKMGFFGVLVLLNHQFLVI HLAI NALHGR- - -
RFSEFTLYG----------- AVI LFI YQELI VGGSNVLDELYRTRYEMASI RRLS- - - - -
LMEPI | VCSLT------- ASRYCVI FLTVSCI LDDI NRDL SRQVDQFHROHSSANI S- - -
AFlI T FTMHL- - -------- LFCCAFI FFNVHLLFLLCLDYFTLHLLFLPCI YYFYS- - - -
VGAYW.LYN- - -------- M_LLAAVLGFYFLLWEMCRI QKLI NDQMTLI LARSGORN- - -

PYQSAAI VYALI M LLMSYVDMTVYMVEVAGNWL L VNMT QGVREMVQDL EVLPERNG - -
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TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel G 28bB
Dmel G 28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganGr 25
AaegGr 43a
Drel G 43a
AganmGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantr 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganz 9b
AganGr 9d
AganGr 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m

0 218
------- RTVRSFFSDNK- - = = = = = ==« = = s e o mmeec e meee oo oo o2 218
------- RTVRSFFSDNK- - = = = = = == === s s s o omceoooeooocoooooo . 218
------- EYLETLVQETN: - = = = = = s = o mmmmm o mmeee e meeeome o2 224
------- EYLETLVQETN: - < = = - - s == o mmmm o mmeo o oea oo 224
------- KI LRSLQEI SV- - = = = = === oo mmem e oee e e eee o2 224
------- KVLCLIMRNKTV- - = = = = = <22 o o sm o ocee o oea oo 120
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------- RVLSSSFLAENN- - = = - - =« === = s 2o o mceoooeeo oo oo 219
------- ELFR- - - ===« === s = s mmmmm o mmee e ieee e oeao oo 210
------- QAFR- = = - - - - f ot Li__...___... 206
------- 0= 2.0
------- I X '
------- T X
------- MAI RLASSTTTLPLI | KPKI HYRCI EQR- - < === == == --==---------- 238
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------- N 1 R 1
------- 1 7.0
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AganG 9n
AganGr 10
AganGr 11l
Drel Gr 23aA
Dnel Gr 23aB
Drel Gr 39aA
Dnel Gr 39aB
Drel Gr39aC
Dnel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel Gr 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr 93b
Drel Gr 93¢
Dnel Gr22d
Drel Gr 22e
Dnel G 22a
Drel Gr 22b
Dnel Gr22c
Drel Gr 22f
Drel Gr 36a
Dnel Gr 36¢
Drel Gr 36b
Dnel Gr 59d
Drel Gr59a
Dnel Gr 59b
AganGr 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a
Dnel G 64a
Drel Gr61a
AganGr 15
AaegG1
Dnel G 5a
Drel G- 64f
Dnel Gr 64e
Arel G 1
Anel Gr 2
Aganr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21a

S EELEQHLD - = - - - = = = - o m ot el 206
B T =0 T o 206
HPAQEKVVY- = - - = = = = = = o x @ oo ed il 208
GVQECLQLQ: = = = - == = = = = mm e 208
SDQQAHRVK- = = = = = = = = = = = = = & @ o ff il 211
TTT-1 SMAG: - = = = = === @ = m s m o e e e 211
ESADLKMISPNR: - = = = = = = = = = = = = & & st oot oo 216
SKESREFYY- - = - - = = = = = = s s e et et 215
T = = 211
EDFDOGARI QEL- - = = = = = = = = = s m oo e e e 233
EGNQBRDSVQEL- - = = = = = = = = = = === = = o st o e oo 231
QDCEQQDIML QAL - - = = = = = = = = = = = mm et 231
<= - QGSAAGRQ - - - = === s s e el 245
----- S =1 4 X< Y4
RKDQLKLYTKY- - - = = = = = = x @ oo m ot o e e e 225
SPVQVNLHKPY- - - - = = = = = = = = e et et 246
RSLNGENNSFR: - - = = = = = = = =« & = 2 @@ et oo i oo oo 236
RSLERPVGGPV- - - = = = = = = = = = = = m s o e et e 230
KGSSSR: - = = = = = = = = = = = x 2 m el 226
I 55 = s 229
SVDPDR: - - = = = = = = = = = & = m ot il 228
0 e 227
SVDSSR: - - = = = = = = = = = & m ot il 224
o e 220
El YPRRAAFMIK- - = = = = = = = = o m s e et ettt 220
LSPRHQGVFMIK- = = = = = = = = =« =« o« @ et oo i oo 220
FLQLRNGAFMIR: - = = = = = = = = = = = m m o e et et oo e 220
LVPNGGGVFVTK- = = = = = = = = = = m s oo et o i oo 219
ERKSKE- - = = = = = = = = = = = m @ ot e i 213
< RKHRE- - - = = = = = = = = % & = m ot il 214
TDDTRYERRRG: = AHE V- - - - = = = < s m oo et e e e e 243
PNTDKSAAYFT- - - = = = = = = x m o m e e et et 240
EGTNGSHSRLR: - - = = = = = = = =« ==& & o mm oo e oo 241
HRSCS- - - - === - - - - - e 235
RRTYGKHTTI SYI MLQEG = = = = = == == = === == mm oo mmeo o oo oo 247



TcasG 10
TcasG 39
AganG 22
AaegG 21b
Drel G 21a
AganG 24
AaegG 63a
Dmel G 63a
TcasG 3
Dmel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Amrel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Drel G 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agan 49a
AganGr 49b
Dmel G 2a
Drel G 32a
Dmel Gr 68a
Anel G 7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41
AganG 34
AganGr 35
AganG 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Drel G 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Dmel r 93a
Anel G 6
Anmel G 10

SIRNRR- = = - = = = = = = & = £ % ot m il 217
PIVHSVVNHRRYS- - = - - - = = = < o - s o m ot et e 241
YFRKCPETAAHDVDDKKI WK - - = - - = = = =« = < c o e e ome e e oo 260
VQLRGKPLI YN - - - - - - o e e oot oo o e e e e 243
e 208
VKSFDAI DSKLQTGGKVETS| CKNFCFG: - - = = = - = = === <2 o cca o meeoe oo 532

QLR - - - = = = m e o 226
RRQRGD- - - = = = = = = = === = = m o mm e e 277
o e 227
1 241
TSNDEDEDD- - - - - = = = = = = = = = = = == = = = x @ m e e e e 279
LTAYG - - - = = = = = = = = mm o m o m m e e e e 244



TcasG 28
TcasG 40
Aganr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Del Gr 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Del Gr59e
Drel Gr 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Drel Gr 58b
Dnel Gr 98a
Aaeg(G 93a
TcasG 19
Drel Gr47a
Del Gr58c¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Drel Gr 28bC
Dmel Gr 28bD
Drel Gr 28bA
Dmel Gr 28bE
AganG 25
Aaeg(Gr 43a
Dmel Gr43a
AganmGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantr 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Amel G 5

ESSQKAGEWPNR: - - - = = = = = = = = = @£ o=@ st i i iiioioiooo. 264



TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Agan 9a
Agan 9c
Agan(r 9b
Aganr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Dmel Gr 23aA
Drel Gr 23aB
Dmel Gr 39aA
Drel Gr 39aB
Dmel Gr39aC
Drel Gr 39aD
Dmel Gr 98¢
Drel Gr 98d
Dmel Gr 98b
AganGr 51
AganGr 52
Drel G 94a
Dmel G 97a
Drel Gr93b
Dmel Gr 93¢
Drel Gr22d
Drel Gr 22e
Dmel G 22a
Drel G 22b
Dmel Gr 22c¢
Drel Gr 22f
Dmel Gr 36a
Drel Gr 36¢
Dmel Gr 36b
Drel Gr 59d
Dmel Gr59a
Drel Gr59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7



TcasG 30
TcasG 29
AaegG 64f
Aaeg(G 64a3
AganG 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dmel Gr 64c¢
Drel Gr 64d
AganG 20
AaegG 6la
AganGr 21
AaegG 64a
Dmel Gr 64a
Drel G 61a
AganGr 15
AaegG 1
Dmel Gr5a
Drel Gr 64f
Dmel Gr 64e
Anel G 1
Anmel G 2
AganGr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganG 23
AaegGr 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Drel G 21a
AganG 24
AaegG 63a
Dmel Gr 63a
TcasG 3
Dmel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Drel G 92a
Drel G 28a
Dmel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Drel G 39b
AganGr 28



TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agan( 49a
AganGr 49b
Drel Gr 2a
Dnel G 32a
Drel Gr 68a
Anel G 7
Anrel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Drel Gr 33a
AganG 44
AganGr 13
AganGr 45
AganG 46
Drel r 93a
Anel G 6
Anrel G 10
TcasG 28
TcasG 40
Aganr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Dnel Gr 10b
Drel Gr 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b
Dnel Gr 98a
Aaeg(G 93a
TcasG 19
Drel Gr47a
Dnel Gr 58c

TcasG 38
TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59

KQ RFLNQY 223
KQ RFLNQY 205
KQLTKI TVK 208
KQ NNLI EY 206
KQ NNLI EY 481
------ FHD 103



AganG 2
Aaeg(G 66a
Dnel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Dnel Gr 28bB
Drel Gr 28bC
Dnel Gr 28bD
Drel Gr 28bA
Dnel Gr 28bE
AganGr 25
AaegG 43a
Drel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
AganGr 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegC 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Agan 9a
Agan 9c
Agantx 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Drel Gr 23aA
Dnel Gr 23aB
Drel Gr 39aA
Dnel Gr 39aB
Drel Gr 39aC

--------------------------------------------------- DAVGYGPAQ 227

--------------------------------------------------------- AVF

---------------------------------------- QDDKI PQI SDNLY! LCR: - -
---------------------------------------- QDDKI PQI SDNLYI LCR: - -
---------------------------------------- RTSVEGWI DVSNVKRKSKEI
---------------------------------------- RTSVEGWI DVSNVKRKSKEI

291
305
235
235
244
244

---------------------------------------- DKRRLSFDEKQNEVKI VKI Q 244
---------------------------------------- DKVLLQFTN- QHVNEQVKI Q 139
---------------------------------------- EKR- | SPQRRPSYWHAI KI Q 241

---------------------------------------- TRSLKAVNQKQRSL QCLDSF
---------------------------------------- TRSLKAVNQKQRSL QCLDSF
---------------------------------------- TRSLKAVNQKQRSL QCLDSF
---------------------------------------- TRSLKAVNQKQRSL QCLDSF
---------------------------------------- TRSLKAVNQKQRSL QCLDSF
----------------------------- SVGRTPRI El SSI NLDSDKNDPI DVDLRKCV
----------------------------- ATSAI KPQKVSTVKNVSVNRPAVPSAL HASL
----------------------------------------------- MYFPTSPSAVGNP
----------------------------------------------- MYFPTSPSAVGNP
----------------------------------------------- MYFPTSPSAVGNP
----------------------------------------------- MYFPTSPSAVGNP
----------------------------------------------- MYFPTSPSAVGNP
-------------------------------------------- ACRMYFPTSPSAVGNP
FAKLG VKARI LFHFI CGFAFM_TI VWPI VQVI LLVARFQAL NNAFRMYFPTTPSCGGFL
---------------------------------------------- AQFVPPKKSSMVLL
---------------------------------------------- AHFVPPKKSSMVLL
------------------------------------------------ VDLFVI FPLTKA
------------------------------------------------ VDLFVI FPLTKA
------------------------------------------------ MQNFYQNRL DDF
------------------------------------------------ | QSFCRTRYDDI
------------------------------------------------ | QALI NDSRKVT
---------------------------------------------------- I | TRGDVT

--------------------------------------------------------- RQT
--------------------------------------------------------- NLF

--------------------------------------------------------- NLF

244
271
241
253
248
274

250
223
219
233
227
227
254
382
234
234
195

247
204
204



Dnel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel G- 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr93b
Drel Gr 93¢
Dnel Gr22d
Drel G- 22e
Dnel G 22a
Drel G- 22b
Dnel Gr22c
Drel Gr 22f
Dnel G 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel Gr 59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganG 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegG 64a
Drel Gr 64a
Dnel G 6la
AganGr 15
AaegG 1
Dnel G 5a
Drel G- 64f
Dnel Gr 64e
Arel G 1
Anel Gr 2
Aganr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Dnel G 21a
AganGr 24
AaegG 63a
Drel Gr 63a

--------------------------------------------------- ASNSKSTKV 210
--------------------------------------------------- ASNSKSTKV 210
--------------------------------------------------- ASNSKSTKV 210



TcasG 3
Dmel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Drel G 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agany 49a
AganGr 49b
Dmel G 2a
Drel G 32a
Dmel Gr 68a
Anel G 7
Anel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Drel G 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Dmel r93a
Anel G 6
Anmel G 10
TcasG 28
TcasG 40
Aganr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Dmel Gr 8a

--------------------------------------------------- N-------- 314

----------------------------------------------------- HRLRNLI 248



Agan 5
Agan 8
Drel G 9a
Dmel Gr 59f
Drel G 77a
Dmel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dmel Gr 10a
Drel Gr 59e
Dmel Gr 10b
Drel G 89a
Dmel G 57a
Drel G 47b
Dmel Gr58a
Drel Gr 58b
Dmel Gr 98a
AaegG 93a
TcasG 19
Drel G 47a
Dmel Gr 58c¢

TcasG 38
TcasG 46
TcasG 1
TcasGr 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel G 28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganG 25
AaegG 43a
Dmel Gr43a
AganGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Aganr 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53

LRLKPEGRI SNR- - - RVFI SFSKI CYLHQHL SKSVKLFNEVFGV- - SLLVLFGNSFLSI V
LRLKPEGRI SNR- - - RVFI SFSKI CYLHQHL SKSVKLFNEVFGV- - SLLVLFGNSFLSI V
N------ FATK- - - TQSAVLCGKI CTLHHHLSKLVTRFNEI FGL- - GLLLMFAVSFLI | T
FQKNKI GPVETKGTNKQLNTLNKI CALHHHL SKLVKLFNETFdJ - - VLLLMFGVSFWI V
FQKNKI GPVETKGTNKQLNTLNKI CALHHHLSKLVKLFNETFQG - - VLLLMFGVSFWI V
| FLPLLCI LT------- NTLEI LI TVTVCELTI LEYKRTKKLLY- - Rl PVTKTDSM.| RN
| FLPLLCI LT------- NTLEI LI TVTVCELTI LEYKRTKKLLY- - Rl PVTKTDSM.I RN
EFLPTDRRLRPHI EQRLDNKLI LFCRTHDEL CEI GKVVNRMYSV- - QWL VAVAHGFVAI T
EFLAFDKYMK- - | DEKLDKKM LI CRTHDEL CEl GKSVNYMFSF- - QVLVSMAHGFMAI T
TNWHESELG- - NAAKVEEKLNNLCQVHDEI CEl GKALNELWSY- - PI LSLMAYGFLI FT
-------------------------- LHYKLTSVMXI NSAFSV- - QLLVSI GVSLFDVL
-------------------------- LHYKLTSVMXI NSAFSV- - QLLVSI GVSLFDVL
SKLPKSMLAI S- - - - DPVFI VDQVAALHI KLTDTAHM NYAFCV- - QQLLRI TVAFI SI V
SKLPKSMLAI S- - - - DPVFI VDQVAALHI KLTDTAHM NYAFCV- - QQLLRI TVAFI SI V
KPLNI SSVFSN- TNRYMPDVI NQVASI QSEI SDACDHVEDYFKV- - QMLTI VTI SFLI SV
NPFGVSSVFSVKTNRQVPNVI NRVASI QSEI CDACDCVEDYFKV- - QWL TI VAI SFLI SV
RPLG ASVYSN- NDKSMPDVVSTVAEI QDAL CEACSYAEDYFTI - - QVLTI VTI VFLI | V

SMYTI VTKDPA- - - - - - - El | QESMEI HHLI CEAAATANKYFTY- - QLLTI I SI AFLI 'V
SMYTI VTKDPA- - - - - - - El | QESMEI HHLI CEAAATANKYFTY- - QLLTI | SI AFLI 1V
SMYTI VTKDPA- - - - - - - El | QESMEI HHLI CEAAATANKYFTY- - QLLTI I SI AFLI 'V
SMYTI VTKDPA- - - - - - - El | QESMEI HHLI CEAAATANKYFTY- - QLLTI | SI AFLI 1V
SMYTI VTKDPA- - - - - - - El | QESMEI HHLI CEAAATANKYFTY- - QLLTI I SI AFLI 'V

ANVAHGFDRKRTLSSRK- - | | EDLAVI HASLSYCl VLVSKTFG - - ALLAVLGSCLLHLV
-------- KRTTI PPNR- - | | EDLAYI HASLSTGVVLVSNTFGV- - ALLAVLGSCLLHLV
TKLNGETLPSEAAAKNKGL L LKSLADSHESL GKCVHLLSNSFG - - AVLFI LVSCLLHLV

S---- EFAI CS- EKEQ NVLKQ KI LHDKLNDVVELVNYCFSV- - QGK- Rl G LVHKAI
S---- EFAI CS- EKEQ NVLKQ KI LHDKLNDVVELVNYCFSV- - QGK- Rl G LVHKAI
S---- EFAI CS- EKEQI NVLKQ KI LHDKLNDVVELVNYCFSV- - QGK- Rl G LVHKAI
S---- EFAI CS- EKEQ NVLKQ KI LHDKLNDVVELVNYCFSV- - QGK- Rl G LVHKAI
S---- EFAI CS- EKEQI NVLKQ KI LHDKLNDVVELVNYCFSV- - Q&K- Rl G LVHKAI
S---- EFAI CS- EKEQ NVLKQ KI LHDKLNDVVELVNYCFSV- - QGK- Rl G LVHKAI

SSTSHTETVI CN- EKEQLAVLKQ KI LHDKLNDVVELVNYCFSV- - Q TFCVALCFVI GV
D- - - - - ELPVPKSNYNKSWLHQ QLOQATEI CQVVELI SKTYYR- - Q | FI ATASTI MST
D- - - - - ELPVPKSNYNKSWLHQ QLQATEI SQVVELI SKTYYR- - Q1 | FI ATASTI MST
EKVRNLKEDEVTFSVQKI Q- - - ELSHLHYKLANFTVKI SGLFEI - - TTI TAWMAFGYVI

EKVRNLKEDEVTFSVKI @ - - ELSHLHYKLANFTVKI SGLFEI - - TTI TAWMAFGYVI

NSNI LYONRRI FLNCSRI HLLLQ RNI HDHLCNI SREI SQFYAF- - PTLTGLCFI FFTSL
NFKI LNQTRCVFMSYSKI QLFI Q RDI YDHLCDI SREVSDFYSF- - SI LTALSFI FLVI L

RFPTELTFCNKI K- - - - ----- HLVNLHKNLVKVAKDHNSLYSL- - HLLLW TVTFI LLV
-------- STTI K- - - ------KLFNLHKI LVKWREI NG FAF- - QVLMCTSMNFVLLI
QIRNQAVPTGTI K- -------- TLVQVHSNLVTTSEEVCDSFSI - - FGLVW SLI FVVLI
QIRNQAVPTGT I K- - - - - - - - - TLVQVHSNLVTTSEEVCDSFSI - - FGLVW SLI FVVLI

RFKLRFFEKLGNRRLGFVQRLDQ QFDI CLLKEGVDLVNDI FGW - QF LFLI TYATLQ L
RFKLRFFEKLGNRRLGFVQRLDQ QFDI CLLKEGVDLVNDI FGWM - Q1 LFLI TYATLQ L

278
260
256
264
539
154
329
285
347
361
267
267
298
298
301
197
298
295
322
292
304
299
330
270
308
274
270
284
278
278
305
439
287
287
250
294
281
281
267
170
254
254
241
241

--------- MEEKRP- - M\VSLQVI KAQ YSLRETVDVFNDI FGW - PFLLLI TFTSLQ M 215
--------- MEEKRP- - M\WSLQVI KAQ YSLRETVDVFNDI FGW - PFLLLI TFTSLQ M 215

85



TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganr 9b
Agan 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agana 9m
AganG 9n
AganGr 10
AganGr 11l
Drel Gr 23aA
Dnel Gr 23aB
Drel Gr 39aA
Dnel Gr 39aB
Drel Gr 39aC
Dnel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel Gr 98b
AganGr 51
Agan 52
Dnel G 94a
Drel Gr97a
Dnel Gr 93b
Drel Gr93c
Dnel Gr22d
Drel G- 22e
Dnel G 22a
Drel Gr 22b
Dnel Gr22c
Drel Gr 22f
Dnel G 36a
Drel Gr 36¢
Dnel Gr 36b
Dnel Gr 59d
Drel Gr59a
Dnel Gr 59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganG 14
AganGr 18
AaegG 64d
AganG 17

T-----e--- GQALKAQNSNLLKSVCADL CLLSECVDLFNSLFGF- - LVLLLVALTTLQLL
----------- LDTADVKTLTTVVEKECYKMKVTI DAFNDI FGW - SFLLFTLYSSLLLL
----------- LDTADVKTLTTVVEKECYKMKVTI DAFNDI FGW - SFLLFTLYSSLLLL

RIE------- ESEEKN! | VSLRQ GSLSQLLSETVALFNDVFGT- - CLI LI TGKSI VQLL
RIE------- ESEEKNI | VSLRQ GSLSQLLSETVALFNDVFGT- - CLI LI TGKSI VQLL
AVR- - - - - -- | NP- KNCASFVI EVRKLSRLLGEMVGLFNDI FGW - PLVFI TGRFVI KI L
ES-------oo-- SKI SVGLI RDTAVLYRLLADNVANFNKI FGW - SLI FLFGRI VLQLL
KIE------- TS--cenn-- CRYVGTLYRI LTTMVEMVNDI FGW - TLI LI LAKCI TSSL

------------------------ El HFDLCQAADDLN- RYFEV- - QULTI FGVSFYFFI

------------------------ El HFDLCQAADDLN- RYFEV- - QULTI FGVSFYFFI

--------------------- TYVTTYNSI AAVLGDHLCSYFGP- - LVLLHCSYTCLEAA
--------------------- TYVSMYNSI TNVLRNNLTPYFGP- - | | LLHSSYVCLEAA
--------------------- FYGTMYCKI AWLSDHLGPYFGL- - | | LMVHCSYVCFEAA
--------------------- RYGVI HNRTAFAI RNHL SHYFGP- - MLAVFCTYVSLEVA
--------------------- VFCKTYERVCRAVARSFFEYTGP- - VI ATFCTLVMVFEGS
--------------------- LFCRTYDRVCTRVAQPFYEYCGP- - WATFCPLLI FEGS
--------------------- PLWQVYDRVTI DVRKDLSQYYGP- - | VLLFSCM GLESA
--------------------- | LMDVYDRVTI HVRKDLSQYCGP- - | WLFTSLFVLECA
--------------------- MYFKLI DRI TVLI NFHLSQ YGS- - FVWFHOMYVLFESA
--------------------- VFLDRFQRYYLLI D- SVNKCFSV- - PVTHTLLLI VLERT
--------------------- LFI KRFEYYYELI E- CI NRCFAI - - PLI HVLLLI LLERT
--------------------- LFMAKFERYVMLI E- Q NRCFSL- - PI VTIMLALGWELA
--------------------- LFLERFRQY! AQ E- RI NQCLSA- - PLLGMLLQALI ELA
--------------------- YFLHRYDRYSRL| G- EVDDCYSF- - PWLVLLLVM.QLI

--------------------- YFLHRYDRYSRQ G- EVDDCYSF- - PWLVLLLVM.QLI

--------------------- YFVERFELYASQLR- Q DQCFSM - PLTM VLLVLI EW
---------------------- TLRTTYERI FECYETFSDCYGW - GVLGLHLLTSFQFV
---------------------- DLKRRYNDLHYLFVRI NGYFGG- - SLLTI | | VHFAI FV
------------------- VAGCLRTHDE! LLLGQRELI AVYGG- - VI LFLFI YQVMQCI

----------------- L RLRVCLEVHDRLM.LCNDEI SLVYGF- - | AW.SWVFASLDVT
---------------------- NFCKYNQVI W.SYTEI NHCFGL- - LLLLVTGLI LLI TP
--------------------------- QQ LKLOGGELNECFGL- - LMLPI VALVLLNAP
----------------- CVTLKQNQLLI GRI WRLVDEI GAYFRW - SMTLLFLYNGLTI L
----------------- CVALKRNQLLAGRI WGLVNEVSLYFTL- - SLTLLFLYNELTI L
----------------- CVALKRNQLLLGRI WRLEGDVGSYFTP- - TMLLLFLYNGLTI L
----------------- PSVL QL YM.HCKNEDMWKGQFM ETLNF- - PTLMLTGAYFFM V
----------------- STI REVYMVHCENAQLEKQFM Al NDL- - PVLLLNGWFYM V
----------------- YRVQRFCALADEL DQLAYRYR- LI YVH- - SGKYLTPNMSLSM L
----------------- YRVRRFCELADL L DELARKYG- FTASR- - SKNYLRFTDWSMVL
----------------- NNPQPTRQAI SNLDKCLYLYD- El HQV- - SRSFQQLFDLPLFL
----------------- GRKQ LRI VEYRVDEC! SVYD- El ERV- - GRTFHRLLELPVLI

------------------- VRFLLKLYNKLVNLYSKLA- DCYDC- - QTVLMVAI FLAANI

------------------- MDLLLYLYHRLLDLGQRLA- SI YDY- - QWM/MVSFLI ANV
------------------- | QLLLWLYSRLLDLNHRLT- Al YDI - - QUTLFMATLFSVNI

------------------- | HQFLSLYKRLLELNRKLV- | AYEY- - QWTLFI | AQLSGNI

------------------- | RKYLSLYRRLLELKGYM/- ATYEY- - HMTLVLTTGLASNF
------------------- | HALASL YDRL LKL SELWW- ACNDL- - QLI LMLI | YLI GNT
------------ CCYLADRI DNI AKLQNQLQSI VTQLN- QVFG - - Q& MYGGYYI FSV
------------ CCSLADQ ENI ARl QSQLQTI MNQVE- EVFG - - QGAMTYGGYYLSSV
------------ CCYLSDQLEDI GEVQSQLQSWGQLD- EVFGM - QGLMAYSEYYLSI V
------------ CCYLADRLERI AKSQSDLQELVENLS- TAYEG- - EWCLVI TYYLNML
------------------- LRGLWALHRNLSYTARRI N- KHYGP- - QULAVRFDYFI FSI

------------------- LQHLWLLHACLTKTALNI N- KI YAP- - QVLASRFDNFVNGV
------- LPAGAL YDYAHLI DLLRRTHLRLAQLLEQAN- GCFGV- - LI VFTTTASFWLS
----------- KVRDCAEL VETLRRTHLKL GDL TGRWV- GRFGP- - LI VCTVLSSFWLN
------- TPVRLTRDDDRTI EKI RLLQLQLLQI VRRTNGGEYGR- - LVI M LLATFI YLN
------- TPVRFTRDDEQT! EKI RLLQLKLVQ VFHTNGGEYGL- - LLI WLLTTFI FLN
------- RKSNTKENDI TTI DKLVRLHTALLHLTWKTN- AHYGV- - LLLI | MLYSFI Q' S
------- KERVTSPLDVATI VRL STMHVAL VRLARAAN- KHEGV- - LMLI | VLSTFI Q N
- - RRI AAVASEKI KNEI - - | WKKL REDYTRQCRLVRKVDKEI AY- - | VLLTFASDLLFI L
- - RRI AAVASEKVTSEK- - SW ALNDDYNRL CHLCFLLDEKLSY- - | | LTSFLNNFYFI |

- - DRTQSMBESKNKSES- - AWKNL REDYNRL CRLCKRVDEE! SY- - | VLMSFASDLLFI L
- - DRTQSMBESKNKSES- - AWKNL REDYNRL CRLCKRVDEE! SY- - | VLMSFASDLLFI L
- - DRTQSMBESKNKSES- - AWKNL REDYNRL CRLCKRVDEE! SY- - | VLMSFASDLLFI L
- - DRI RTFNGNQQPEE- - - WARTLRLDFLRLSELVTYLDTKLSR:- - | | LLSCASDVFFI S
- - DRI RTFNGNQQPEE- - - WARTLRLDFLRLSELVTYLDTKLSR:- - | | LLSCASDVFFI S
- - ERLERLDGQPQSQG- - - VWRAL RLDYVRL SELVTFVDERFSK- - LI LFCCANDVFFI T
- - RRLVAVQG ACPTN- - - FWHDVRVDYVAVSEL VQUL DAQFGH- - LI LLACANDMYFI A
- - QRLVSVEGTHYPTT- - - FWREI RTDYVAVSQLVAFLDEQFGH- - LI LLSCANDMYFI A
- - RHAAQYKGRHVMVGP- - - VQRLRLDYGRI SSLVAYMEG MAP- - | | VCTTASDLYFI F
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228
220
294
255
255
252
190
240
239
243
257
254
306
261
253
250
258
258
258
291
281
271
274
242
242
244
244
247
250
257
251
242
274
272
272
285
277
265
286
276
269
264
267
266
265
262
258
265
265
265
264
251
252
293
273
291
292
285
297
301
301
303
303
303
260
260
324
296
328
285



AaegG 64c
Dmel Gr 64c¢
Drel Gr 64d
AganG 20
AaegG 6la
AganGr 21
AaegG 64a
Dmel Gr 64a
Drel G 61a
AganGr 15
AaegG 1
Dmel Gr5a
Drel Gr 64f
Dmel Gr 64e
Anel G 1
Anmel G 2
AganG 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Drel G 21a
AganG 24
AaegG 63a
Dmel Gr 63a
TcasG 3
Dmel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Drel G 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agan 49a
AganGr 49b
Dmel G 2a

- - HRI EHLKGKMLPES- - - FWAEI RLDYTKI SNLVI YMDGVLSP- - M M TSASNI FFI T
- - Rl RQHVRQQVPNE- - - FWORI RCDLLDLSDLLG YDKELSG - LI VLSCAHNMYFVC
- - VRl RONL GKPMVAKE- - - FWQEI RSDFLDLDSLLKLYDKELSG- - LI LVCCAHNMYFI C
- - KRl D- SNLONG- - - SEAFWGEMRTHFVGLI ELVERTNRI VGP- - LLI ASCANDMYFLC
-- | RI S- ERI QSRKGTTEDFVEQ RI QYVSLCDLVVLLNRSI NR- - LVFVSYANDLYFI C
- - NYLKI LSDG- VLI PGEDFW RVRTNYVAVCEL LDDVDRAI SW - TMLI SCATNLYYI C
- - THLRTLAGGGVLI PNEPFW RVRTHYVSL CELLDEVDQAVAW - | VLI SCATNLYFI C
- - TRI RKLEHEEVCES- - - VFI Q REHYVKMCELLEFVDSAMSS- - LI LLSCVNNLYFVC
- - ARVGALEGRHVPEA- - - LWDI RRDHI RLCELASLVEASMSN- - | VFVSCANNVYVI C
- - SFVQEQVLROKMIEQ- - FWGEQROKYRNVCDLVTTVDDHI SA- - | TMLSI SNNLFFI C
- - NHLIMNHK- REKMTEQ- - FWGEQRONYRNI CDLVRFVDDAI S - - | TMLSI SNNLFFI C
- - RSLEQQV- RQPMPEA- - YWIWSRTLYRSI VELI REVDDAVSG- - | MLl SFGSNLYFI C
- - DDLRNFK- GVNVAPS- - YWSERRI QYRNI CI LCDKVDDAI SL- - | TMWSFSNNLYFI C
- - DYMVREA- RLPTTVD- - YWMQCRI NFRNLCKLCEEVDDAI ST- - | TLLCFSNNLYFI C
- - SRLYSI R- GKAVPEW - WNAEARSDYNHLATLTRQLDSHI SI - - WLLSFATDLYFI C
- - KKLAVTM TKCQAAF- - N\RELREDYAI LSCI VKKVDDHI SP- - | | LLSFANNVYFI C
- - DVI ASSE- KLYHRG - - FWKDQCTHYRRVLGLI RHVNNHI GV- - FI VI SYASNLFFI C
- - El' I LNSK- AQYHSDT- - FWHDYRKHHQRVCNLVHI VGONVAY- - LVWI SFANNMFFI C
LFKDVDRNCSAYI | AHYRVLW.SL SDLLQKMGNAYARTYSTYSL- - FMVANI TVAVYGFT
LFKDVDRNCSAY! | AHYRVLW.SLSDLL QKMENAYARTYSTYSL - - FMVANI TVAVYGFT
LFKDVDRNCSAYI | AHYRVLW.SL SDLLQKMGNAYARTYSTYSL- - FMVANI TVAVYGFT
- - QDVAI ECTAAM SRYRFLW.NLSEL LQALGNAYARTYSTYCL- - FMFVNI TVAI YGAL
- - KDVAI ECTAAM SQYRFLW.NL SELLQALGNAYARTYSTYCL- - FMFANI Tl Al YGAL
- - KALESRNPAKI L GAYRDLW/DL SHVMQQL GKAYSGWSMYCL - - LI LLTTI VASYGSV
- - KALESRNPAKI L GAYRDLW/DL SHMMQQL GKAYSGWYSMYCL - - LI LLTTI VASYGSV
- - DVLATERPAAKL TEYRHL W/DL SHMMQQL GKAYSNMYA YCL- - VI FFTTI | ATYGSL
- - NI LATEQPADKL TEYRHLW/DL SHVMQQL GKAYSNMYG YCL- - VI FFTTI | ATYGAL
- - TTI RGEKPAQKL TEYRHL W/DL SHMVQQL GRAYSNMYGMYCL- - VI FFTTI | ATYGSI

310
289
298
316
313
341
224
335
318
322
326
322
347
341
270
358
295
313
268
268
268
352
344
300
300
325
325
326

- - RALRHVGPAAKVSEYRSLW.RLSKLARDTGFSTCYTFTFI CL- - YLFFI | TLSI YGLM 251
- - RALRHVGPAAMVSEYRSLW.RLSKLARETGSSTCYTFTFLCL- - YLFFI | TLSI YGLM 316
- - KALKHI GPAAMVADYRVLW.RLSKLTRDTGNALCYTFVFMSL- - YLFFI | TLSI YGLM 345

- - MALKHVGPSSQVADYRSLWWLL SKLI RDVGNASGYTVTFLCL- - YLFLI | TLTI YGLL
- - PNGLTKKQEMWRSAI KYW/ERHKHVVRLVAAI GDTYGAALL- - LHMLTSTI KLTLLA
- - PNGLTRKQEMWRSAI KYW/ERHKHVVRLVSAI GDTYGPALL- - LHMLTSTI KLTLLA
- - PNGLTPKQEMLARSAI KYW/ERHKHVVRLVASI GDTYGTALL- - FHMLVSTI TLTLLA
- - PNGLTKKQELMVRSAI KYW/ERHKHVVRLVTAI GDAYGVALL- - LHMLTSTI MLTLLA
- - PNGLTKKQELMVRSAI KYW/ERHKHVVRLVTAI GDAYGVALL- - LHMLTSTI MLTLLA
- - PNGLTKKQEMLVRSAI KYW/ERHKHI VRLVTAI GDAYGVALL- - LHMLTTTI TLTLLA
----------------- TALVKQLRYEHYRLYQLSVLI DNNMSY- - | | | VSFATNLYFI |

--------------------- VFI FDNVWALFI LWGE LSTI FLG- - DTl LKKVDDI LSQA

307
378
370
364
466
505
370
178
186

------ GGVYSI QCCSLADQLDLI AERHYFLKDRLDEMSDLFQ - - QSLSMSLVYFFSTM 269

---------------- TSGSKKI RRVONRLEKCI SLYREI YHT- - SI MFHKLFVPLLFL
STPMKRYSVTSVI RLNPEYAI KQVSNI HNLLCDI CQTI EEYFTY- - PLLG | Al SFLFI L
------- I AAVHRKVMPAVFWI EVREHYLALKRLVHLLDAAI AP- - LVLLAFGNNVSFI C
----------------------- MEGLVCSI KELNM FNEFFGW - Pl | M | LYSSLMWL
----- I QFYTTVQVWAREKFWSEI HSDYVMCELLEHVVSI CSP- - LLVVSCGTNLYLI C
----- | EVACNGTVLPTESFWEI REHYVI | SEFLVHVDKMYSP- - LVLSSCCNDVFLI C
-------------------- VOKSMAL FKEI SSWTSLQDI FNV- - HLFLSALLTLLQVL
---------------------- KI ESLACELKNTVDDFNDI FG - - SFLLI | SYSTLHFV
---------------- HLFLVRRTETLAQ LNQTVNFYNSAFGW - Pl AFLI FFATLDFL
-------------------- YETVAHGMTVOKTTLFFFNRTFGV- - Pl FLVLVFVQVQSY
VLGSYRLSRKLDENKMYVNNI SELI MVHSSLCDAVSLI NSTFGV- - VI LAVTVTCLLHLV
----- VLGESLKMESSRLDQLEQLRLLHVRTVQTAGSLSEKFA - - VI | LI VI AAFASVN
-------------- SKAPNEI VRLYLMHTEASLWVQSI VEVI Sl - - Pl LLLSVWYFFI | V
------ PKVI QGKSALSYERLNEFMRLVEEI EDVI EAl NGFYGV- - HTLLI LFSCLLHLV
-------------------- LKNCVI YFNRI FGANI LFGHI FTV- - CRTLI YI DDNVKGL
DI FGATI LQTVFFTVPRVLMYFDI FI TEHESKPNWLFFLANFLT- - NLLFWEFDQ VNVA
-------------------- | KLSNDKLEI TACRLFKI DNSLI L- - DLLVFI TI NFVVLL

263
306
282
228
277
226
262
216
234
210
325
296
256
283
238
266
229

- - DVADPPALTVYDPKQTLI LRQ MJ FDKI SDLADKGSYYYQ - - Q MVSI AGSFVYLM 275

YVLLNEKVEAI KTSPKVRHEL QKLAQVYRI LGETI ETWNKLFGY- - QF LLI TFQSGLNWW
----- CTLDGNANRL CSLEFLLALKQSHMQLHYLFTHFNDLFGW - SI LGTYVVLFSDST
----------------- AVRLQEl KHLYLQLDHCVQLMIRSYEV- - Al VTNVFLAI NVTS
LYKNKYRKLI VDGKKSEEQ VDI Cl RSHDKLCDVCDSVNRI FGF-- 111 | GCLI QFNTI V
--------------- HFLALLDI VHGVHNEL CNLCQVANSI YGF- - ONFLFVLSTFSI Cl

-------------- VYTARQACLI VDRYGAAVNLVNEI NHI FSE- - LLLVMLVQVQVQLC
------ KQRWERRVDPVDVVSEL AEDFAALVDVVDRVNRI YSN- - QF | ALI TGVGVWFSI

- YWSRRRVRVQQ CCDASDTI DRLCTLHQELTEI VRAI VSI FQL- - PVLLMNLNGFI VI V
---------- AFLYRLI NERVRTVI GSLLQLDDTDRQVRDSATG- - RERRFI CNHI YLQL
----- RQ STYEALKSVOQRNHHLVSSNVKSFI HLORSTDTVSNK- - LI VI SFRYNAPTQ

----- VLEEQEDL EEAANDRLI AVRLVYQRVWAL VALLNRCYGL - - SMUMQVGNDFLAI T
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649
249
256
550
248
251
274
276
289
279
282



Dnel G 32a
Drel Gr 68a
Anel G 7
Anrel G 8
Anel G 9
TcasG 57
TcasG 41
AganG 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganG 43
Drel Gr 33a
AganG 44
AganGr 13
AganGr 45
AganGr 46
Dnel r 93a
Amrel G 6
Anel G 10
TcasG 28
TcasG 40
AganGr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel G- 10b
Dnel Gr 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a
AaegG 93a
TcasG 19
Drel Gr47a
Dnel Gr 58c

TcasG 38
TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr

- - - - VNPNVNPAL MEHFPEDSL FI YRVHNKLLRI YKG NDCCNL- - | LVSFLGYSFYTVT 331
................. WREL SNLI EVLCKFRYI TENI NCVAGV- - SLLFYFGFSFYTVT 257
FENNRFAL YRNEHVRRNTNTI RAVKQ HLEI | KI VSFLNQTFG - - Q LI QUTVSWFTT 280
............ KNPl LLMVELRI LKKQYTELI EAVQLLNHSYSL- - KNEM LLMLFFDI T 275
.............. SLLLI KLKHLEEKHLEI SDVWQLVNDTFI | - - HI | VLVI TTFSTI T 267
-------- AKTPPNKLNCYDLRRVRKNYNSI CELVDAFNNI YGL- - AMLEI | | WI TYVL 256
.................. DI VKEHQNLHNKI CNLI DEFNECFGL- - Q LA LFVGVI YTT 246
LHVI EVHGCG DAANLKHLQLPKVLYRYNDLYDI CKLLDRYFGL- - LFLLTFTSI FI VTT 289
- - - - AVGEELHSVGRREI SDDLQVLAI VSRTI DLGXKI ESYFGP- - LFLTVYTALFSVTT 312
----- SGSNKQLYPLSENETI KTI AM YMKLGTAVQVYNRCFFI - - HI FYl | ASAFGLNL 294
------ YKHSNSSVTEVGGE VRCI GDI HERLSETI VDFNYCFAL - - Q LLMVASAFGYTL 267
-------- Rl PRTSRQTCQVWQRI ASLHDLLSDTVELFNECYYT- - QUWHALTAAFNFTI 273
CFVEKHSGEQAASYRVLMNHI QGFTAI YSNLCDAI Gl FCTI FAW - QPMVFCASLI VTW 295
LRKSI TSDRLEDDLGSVLQLI KTLMRLHDKLSDI STNCSQCFGFSVGTSWWKSCFAYYT 299
------- PFVQEHELI SGERLTYM-VI HENVAKLAEFI NGAYST- - Q | Al VTVTFVNTL 290
- FDYDNATI AENTGNTSEANLPDLFKLHDKI LALSVI TNGEFGP- - QCVPYMAACFWSI 336
- - GLVDRARGYARL QHAVYVRSKLNYLADARCRI VACCTETHNL YQOVLLSCSFLCMIFI 276
----------- SVQKI LPYYSLSVALYLLI LFQELMSKVHI SGESW.QFLI TYRLTFNFF 278
- W.LQLLPHLGRGSEAAYESVRHLVRI HGQLLKAI GLLNCCFGVQNT! LLLYQFVTLVEL 308
EEQAHYERFRRDAKPPDRGETVSTTLELM.W.GQMTPAELLPTFVEVLSTLSWAFI STF 306
ERYRMIKYRRMQL L CDFADEL DECAAI YSELYHVTNSFRRI LQW - Q LFYI YLNFI NI C 290
................... ROKTI QDLHNDLM_SSETLGSLYSWS- - LLFW.GNLSI HSV 307
.............. S| RHSTLQQ WALHCSLANATEI | NSVYAI QLLFW SSMSFNLMVSR 250
---------------------------- SVI MTLALGNPYCFNS- - SVYKVFPVEHLLFI 200
.................... LTFSWYSKKVFYSKI | | SGSI FMTTTSFYRI LNSGYNLTT 261
.................. ERLEEYRALYGELWQ NEG NELFGFS- - QACNI ASSFAQVA 261
----------- AMYAQSVDRLLSLKSVYGQLWEL SDCI NRNFGWS- - Q CNFTGNFVQLS 297
--------- RAI SPEAI HRRLVHLKAMNL LKDL TGEVSDRFGW - QLFAVI TMLFI CTT 291
- - - PVSI GATSQVDRVPLRRMFWKGT YL TLWHASKDLNGCCVY- - SQLANLLQNFI QCT 300
............. MET! LKTVNRLSVLHYHLCDAI RLVNRI SSLS- - LMFHFGAMFVFLV 277
-------- SFPGFESFLRRRLVQKQRI YSHVYDMLKCFQGAFNFS- - | LAVLLTI NI RI A 263
--------- SMRYMEFLAGKLNAL KALYSDLFQASVALNEAYGR- - TYLI | YCKNYI HI L 309
.............. GQ CGYLRKLMEGFARVERLLELLNQAFGY- - SLAI | KLI NNI YI L 249
................... DYKTLRLDYAHLAKVTRSLSHLFGLSLLLLNVLCLGDW | V 222
................ Rl SEVQKI RVHHANL I DFTKAVNRTFQY- - SI LLLFVGCFLNFN 273
EL YKGQQKWLAL ELVWRL LHVHHQL LKL HRSI CSLCAVQAVCFLG- - FVPLECTI HLFFTY 323
................. LVEI ERLHTRFQCLI DLTSEVCSI FRY- - VTLAYMARNLWSG 274
...................... QCEIl VSDTLRNLDKI VTNGFRN- - - - - VAESRKI FI EC 231
.................... LDLVLPI YSQLVFMCKKI NKLYGH- - QLLLTI LTYLI WII 248
................... QLRSM QLYRHI LQ | ESFCAVYGW - VLI LI FFEHFLI LT 262
------ L RPGGVL L HHCCEL SDRLEEL RRRCREI HDLQRESFRMHQFQLI GLMLSTLI NN 282
----- AFAVLVDAGGGSALM EEMRYTCNLI EQVHSQFLLRFGL- - YLVLNLLNSLVSI C 264
................. YSDLMKQLRRRERLLRI GRRVHRMFAW._VAI ALI YLVFENTAT 250
....................... LLOKEYSW.RLI QRFVKLFQLG- - | FLLVLGSFVNI M 238
............ QLHVQELRI RQWSM QELHYLI QEl NRVYAL SLWAAMAHDLAMBTSE 271
............ DSSEVHERI AYLFENMSKRCSFLLAELNGVFGFAAAAG FYDFTI MTCF 269
- - - HEERNSL TL SENKANRSL GKLAKL FKLFAENQRLVREVFRTFDLPI ALLLLKMFVTN 266
............... KARKKWKAL RSVAAVHLKTLRLARRI FDMFDI ANATVFI NMFMTA 265
................. LQKLAKLQAI HNSLWQAI RCLECYFQLS- - LI TLLMKFFI DTS 252
------ AYKLTNSELKLSDHLDRLI | QYDKLYDVWAI | El YSP- - SI LFLLVLDFGQVT 276
.................... AFI | FTI HLLFYCVLI | LLCl YYFYYAFI LFTVHLLLLVC 257
................ RLKKMQHCLRLYSKLLLLCDQFNSQLGH- - VAI WLACKSWCQ 242
------- | PREMGLMQ LAAWRKLWRRCRRL DAL LKQFVDI FOAMVLFNLLTTYI FSI AV 276

LALFRTAAELQASQ KWIRI AYNALASVPFI FDSI HLCDVCYSTI GTVS- - - - - - - - - - - 327
LALFRTAAELQASQ KWIRI AYMALASVPFI FDSI HLCDVCYSTI GTVSKAGELI HQ QI 320
QVI FVI CVLVQSEKI VALHLVYI SFLG | CAADVFY! CHVCYATI QEVR- - - - - - - - - - - 305
| TI FFFTANVQAGEL YFMVBLLNPI LSNVTFVI DVWYVCDVCYSTI EEAN- - - - - - - - - - - 313
I TI FFFTANVQAGEL YFMSLLNPI LSNVTFVI DVWYVCDVCYSTI EEAN- - - - - - - - - - - 588
I NLFSLQLAHQKLEFSACGFFLI NGTLLHTI VGAVTVYLI MFI QFDI ATTTKG - - - - - - 207
I NLFSLQLAHQKLEFSACGFFLI NGTLLHTI VGAVTVYLI MFI QFDI ATTTKG- - - - - - - 382
AEFYFLYCSLTQQDVPI L- - FRTAEVFLLGLAYI VYTALKCI VPl FVOWRTKT- - - - - - - 336
AQFYFLYCALSKQEVPI L- - FRSATVLQ SI 1 Q FYI AVKCVI CI YVCVWKTKT- - - - - - - 398
AQLYFLYCATQYQSI PSL- - FRSAKNPFI TVI VLSYTSGKCVYLI YLSVKTSQ - - - - - - 412
FQAYYLYYVATGKAS- - - - FVTVPM VCPI VWLMVDEVVEI YLLVYACASTCEQA- - - - - - 317
FQAYYLYYVATCGKAS- - - - FVTVPM VCPI VW.NMDEVVEI YLLVYACASTCEQA- - - - - - 317
TALFLVAI NFNKSSSEENEGKTTQLDYFFTFWAFSNACEVMAI VW TSETCEEI - - - - - - 352
TALFLVAI NFNKSSSEENEGKTTQLDYFFTFWAFSNACEVMVAI VW TSETCEEV- - - - - - 352
FDSYYI LETI FTNDSTDTPFTKVQFVTFFFCQGFI HVWGVLNI VYVNSLTI HEN- - - - - - 355

88



AaegG 28a
AganGr 33
Dnel Gr 28bB
Drel Gr 28bC
Dnel Gr 28bD
Drel Gr 28bA
Dnel Gr 28bE
AganG 25
AaegG 43a
Drel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
Aganr 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegCG 28e
TcasG 14
TcasG 49
Anel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganr 9b
Agan 9d
AganG 9e
AganGr 9f
AganG 99
AganG 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Drel Gr 23aA
Dnel Gr 23aB
Drel Gr 39aA
Dnel Gr 39aB
Drel Gr 39aC
Dnel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel Gr 98b
AganGr 51
Agan 52
Dnel Gr 94a
Drel Gr97a

FDWYYI LETI FTDDHTDSRFSRL QFVAFFLYQGLMHVI WI KI VI FASLAVQE- - - - - - - 250

FNSYYVLDAL LGSTSL DSPFSKGQFAMFFLCQAMVYGFGVFNI VYGSSSLVQEN- - - - - - 352
FDAYYVLETLLGKSKRESKFKTVEFVTFFSCOM LYLI Al | SI VEGSNRAI KKS- - - - - - 349
FDAYYVLETLLGKSKRESKFKTVEFVTFFSCOM LYLI Al | SI VEGSNRAI KKS- - - - - - 376
FDAYYVLETLLGKSKRESKFKTVEFVTFFSCOM LYLI Al | SI VEGSNRAI KKS- - - - - - 346
FDAYYVLETLLGKSKRESKFKTVEFVTFFSCOM LYLI Al | SI VEGSNRAI KKS- - - - - - 358
FDAYYVLETLLGKSKRESKFKTVEFVTFFSCOM LYLI Al | SI VEGSNRAI KKS- - - - - - 353
ATSYFLMVELVEDKD- - - - - - - AVFAW QALW.FI HI FRFLLTI EPCHI TNVES- - - - - - 377
ATSYFLMVELVGERD- - - - - - - AVFSW QALWLFI HI FRFLLTVEPCHI TNVEV- - - - - - 317
ATAYFLFLELLSKRD- - - - - - - NGYLWOWLW CFHFLRLLMYWEPCHLAARES- - - - - - 355
NCSS- - - - SSAVI NEVQCCEGANMMLPVCNVPCAW | LI L- - - - - YLSR----------- 314
NCSS- - - - SSAVI NEVQCCEGANMMLPVCNVPCAW | LI L- - - - - YLSR----------- 310
NCSS- - - - SSAVI NEVQCCEGANMMLPVCNVPCAW | LI L- - - - - YLSR----------- 324
NCSS- - - - SSAVI NEVQCCEGANMMLPVCNVPCAW | LI L- - - - - YLSR----------- 318
NCSS- - - - SSAVI NEVQCCEGANMMLPVCNVPCAW | LI L- - - - - YLSR----------- 318
NCSS- - - - SSAVI NEVQCCEGANMMLPVCNVPCAW | LI L- - - - - YLSR----------- 345
VCSFGLFRAFI YRNELFYMGVLNFVWYMYYLFFVLFFI AVG- - - SKI TREGKRI - - - - - - 490
FSVFVF- - YRAM SQDYSQKLNAI VYLMSNWYVM_LI LVM GVFDGE KQKGKRT- - - - - - 339
FSVFVF- - YRAM SQDYSQKLNAI VYLMSNWVMLLI LVM GVFDG KQKGKRT- - - - - - 339
DTMYLFI Hl RSRQEDTDTLWVI YTENLFYLCFCFYW.LVMWAM-SRTQQSANKT - - - - - - 304
DTMYLFI Hl RSRQEDTDTLWVI YTFNLFYL CFCFYW.LVMWAMFSRTQQSANKT- - - - - - 348
YI I YEFLAI FLKNI NVDLI LVI N- - G LW | LLLCPFGALLTSKI TKI VNEI EKT- - - - - - 333
YNFYYLFLHFVNDK- LNFLLI TN- - Al | W MLPLSLLALLTSKVTNVI NEI EKT- - - - - - 332
GDSYl VMYVFFFHL SDVRYVMWVYLLKNWLYGLELFI LAK- | VTDLCQEANST- - - - - - 320
GDLHTSI YI | FFDVFYQHHKI VL DMGKNCVTYVFDLFYLSK- RASDL CNEANKT- - - - - - 223
GDAYAVLNSVLFONVYKPLPI VLSI VKNCLSYCFNLYHLAS- KSNQLSREAKVT- - - - - - 307
GDAYAVLNSVLFONVYKPLPI VLSI VKNCLSYCFNLYHLAS- KSNQLSREAKVT- - - - - - 307
VYLH- - - - - LAVMLGFQDI YM VYI | WI FWYTVNASTNI FLCDEI CNEGQTI LG ---- 291
VYLH- - - - - LAVMLGFQDI YM VYI | WI FWYTVNASTNI FLCDEI CNEGQTI LG ---- 291
VYLQ - - - - H FVKSRPSPATI | SNVTVI SWQAVCTFYNI LLCDSVAHTAGELLG- - --- 265
VYLQ - - - - H FVKSRPSPATI | SNVTVI SWQAVCTFYNI LLCDSVAHTAGELLG- - --- 265
1Yl Q ----VI VI GTKNTI ETVAYSVI FI LWHI VGTFSG FLCDLI RREI ANVQV- - - - - 278
DYVS- - - - - CWA- - - - e e e e LIl LI LQCGRVRSEVVKI LN- ---- 248
DYVS- - - - - CWA---- - mmmmmm e - LII LI LQCGRVRSEVVKI LN- - --- 322
TCLNFI TNNLKSENEEFKEKLLAANLCLVI YTLVSVSLVM/TCDACTI ASKQTI S- - - - - 310
TCLNFI TNNLKSENEEFKEKLLAANLCLVI YTLVSVSLVMWTCDACTI ASKQTI S- - - - - 310
VALNFFTSTLEI DNLYLKHKLEI SSLVQTAI TLVAMCGLVLI CDSAKSESQQTVF- - - - - 307
SSLGFLLYASK- KQFTFEETFAI | HLSVFVYTLVSVI LI | MGCDVVASNSRKTAE- - - - - 244
SSL----- YTCl AGYEFNANFTI SYI LFALFNTFGTI LLI MTCSGVHSESKLVG - - -- 290
STFFYFFTTGN- - - - - ---------- I'1 ATYDKQFYI HNALI VRALFLFFQLWATVYTSS 284
STFFYFFTTGN- - - - - - - - - - - - - - - I'1 ATYDKQFYI HNALI VRALFLFFQLWATVYTSS 288
I CI LDTNRHI I NI DG--------- I M5l VANI LWPL SDLKKL SAVFLLGEGYNRWEETA 308
VCl LDVNSYLARKNRP- - - - - - - SMWI LANI LWPL SDVKKLAAI FLLGEGYNGWEETA 307
| Cl LDMYDLLLNNNS- - - - - --- SGLLYLVYI | WPLSDI KKVM LFMLSEQVNRLVEETA 358
I CLLAI VNSMINPMGQ- - - - - - - SKFYI VWWVLWPLTDVKKLFAVI LLSERTKQVWEETA 314

LKLYHVYDVFI RGVNEI VW - T- EHVLNVI ECMALCFDVKKLFI VMYl SGMLQQKVEETA 310
LKLFHAYDVFKRSTYRTVW - T- EQLL SASEW.W.SFDVKKLFVVLYVSEVLKQKVEETA 307
VKM DVGGALNDGTG - - - - - - - DLTI LI LGCLW.LFDI KKLI VLLLI SERLKQKVEETA 310
| SLVDLGGLLYDGSDL- - - - - - - DVBLI AVGALW. L FDFKKFI VPLLLSECLKQKVEETA 311
SI WESFLSASSSMOFQ VN- - EESNLM_VSY! LWELSDSKNVLLVAI SSSLLQQKVEETA 316
VAAYDVFENLRGES- - KM LWDF- - YRLLYRQWEI TYI VLMVLLAI NCNATSLQVEETA 347
VAAYDVYDNYNLLD- - VVBVWADK- - FGLLFRQ WQM YPI | | CM G TGNLTSI QVEETA 337
YLVFECFYTYDAGS- - PDSEMYNGF TDWAFSQFWOSMYCHFL VL TVSSCERTRKMWEETA 329
YFMYEWFRVI STGQ- - VWNGNYVSVQQOW TSQFWOLMYGNVLLLLVPSCEQASNEVEETA 332
YLAEHLYSTI ETGT- - MVPVADN- FFYSLFGQVWQTMYGAL GYYCl SACGTASEEVEETA 299
YLAEHLYSTI ETGR- - MVPVADN- FFYSLFSQUWOTVYGAL GYYCl SACGTASEEVEETA 299
YLVFDI YAVLALDRPVFMENLEl DYVQWALRQLWQTI YGAWL L TVTGCQRTCGELQQTA 304

TNAYWM M3 YDG- G\VRS- - - - - - - LI FNGATG DFGTPI ATLFWHGDSGAENGRQ GC 296
SNSYWLFVDI RTRPVRI YA- - - - - - - I LLNLGFI FNVALQVAAACVWHCQQRSYNLGRQ GC 300
L- -1 FYI SNLEGFHSSND- - - - - - - LVLI F- - CAWLAPMLFYLI LPLVVNDI HNQANKTAK 299
G - VI YLTMWVI QTKKSI V- - - - - - - LKLI TNVVWALSPTFMTCAASFMSNRVTI QANKTAK 308

SCPFYLVSTI FEGCRFRONVWQFS- - - LMSFTAI LWSLPW VLLVLAMGRNDVOQKEANKTAK 308
SGPFFLI STVLEGKFRPD- ECL- - - | MLLTSSTWDTPVW MLVLMLRTNG SEEANKTAK 298

HVWNWAI | RSI DPNDCCQLN- - - - - - RLGSI TFLSFNLLLTCFFSECCVKTYNSI SYI LH 328
Q VNWALI KSVNPNECCQYR- - - - - - RVGTCLLLSI NI FLSCLYSEFCI QTYNSI SRVLH 326
HWNWAYI NKFLYDSCCQYE- - - - - - RFLVCSTLLVNLLLPCLLSQRCI NAYNCFPRI LH 326

YSVR- - - - PPASPVGNGMW ADDFKAYI NPLI FFLYQCVQLYLLVLI PSVYTDHAKKMVRL 340
VSVYYMYTSTMVEVRRGFGVEDVTKYFNSVTFFLYLAVQLYYMVBI PSQYTERSKKMLSI 337
SLI CHLLG TVGFYSLYYAI ADTLI MGKPYDGLGSLI NLVFLSI SLAEI TLLTHLCNHLL 325
SMLMNLLG TMGCYNQYLAI ADHYI NEEPFDLFLAI VLVWFLAVPFLELVM/ARI SNQTL 346
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Dnel Gr93b
Drel Gr 93¢
Dnel Gr22d
Drel G- 22e
Dnel G 22a
Drel G- 22b
Dnel Gr22c
Drel Gr 22f
Dnel G 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel G- 59b
AganG 26
AganG 27
AganG 29
AganGr 31
AganG 30
Aganx 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganG 14
AganGr 18
AaegG 64d
AganG 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegQG 64a
Drel Gr 64a
Dnel G 6la
AganGr 15
AaegG 1
Drel Gr 5a
Dnel Gr 64f
Drel G- 64e
Anel G 1
Anrel Gr 2
AganGr 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Dnel G 21a
AganGr 24
AaegG 63a
Drel Gr 63a
TcasG 3
Drel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel O 2
TcasG 31

SLAQSLLAMSMVSY- - - HAI LR- RQYS- - FNLWG- LVI KLLI DVWLLTMSVHSAVNGSRL 329
I LLGKI FATTI LSY- - - EVI | RPELYARKI GWAG- LVWWKSFADVI LLTLAVHEAVSSSRM 325

| VCFYM VYRI SLSKMSFFVMLI MFPLAI ANNFVMDFWLS- - - - - MKVCDLLQKTGRQTSM 319
LG YFFI 1 YSI SLNKSLDFKI LVFVQALVI N- MLDFWLN- - - - - VEI CELAERTGRQTST 321
I VGHVLVI CW NI TRFSLLVI FLLFPQALI | NFWDLWQG- - - - - | AFCDLAESTGKKTSM 321
WI YFLI VYGLSMR- - TYSI FLVAFPNSLLI NI WDFW.C- - - - - | AACDLTEKAGDETAI 318
LAl YSW VLDl SM\- - | NFI YLLI FPLFLLVNVWALW.S- - - - - | AASDLAENAGKSTQT 315
VQ FFLI VLGYSM\- - KRY! YLVASP- QLI | NFWDFWEN- - - - - | WCDLAGKCGDQTSK 310

ATTYI TYSLAI NG - - EELHLSVRAAALVFSWFLFYYTSAI LNLFVMLKLFDDHKEMERI 323
GICYLAYSI LKHGY- - ENLSMTLSTVI LAYSWCFFYYLDGVLNLSVMLHVQDDYVWEMLQI 323
GTSYMSYSI YKYGP- - HNLKLSAKTSI | VCI LI TLFYLDALVNCNNMLRVLDHHKDFLGL 323
GISYLLFSI SKYGN- - FGNNLLVI | TLCG VYFVFYVWDCW NAFNVFYLLDAHDKMWKL 322
I NACI GTI YSTTDQ- - EPSLEKI FGSLI YW/RSFDFFLN- - - - - DYl CDLVSEYQVQPKF 304
I QAYWGAVFTFDLS- - TPFFW/VYGSVQYHVRCLDYYLI - - - - - DNMCDVAVEYHDSAKH 305
LQFFEI YRAT- - - TVRPWIVTDTYLLVYTVLW VLHAAKVLM LYPAHLVORERDRTGPI 350
LEL FNVYKATGRGSKRWASASEGFRLVHTLLW GLHGAKI LLI LYPGHRARVECERTGPT 333

TELLQLYQGVKAGAFTFDVI GS- - - - - - KVLNSAQKI LMLFLFAYPNRM QTONI RGLKL 345
TELLQLYQA KASAFTFDVI GA- - - - - - KLTNSALKFAMWAYAI ANRTI QTONLRGLKL 346
VI LAELYFDNYD- - LPLVFVQ - - - - - - CLTHAAVYFMFFLI | AHANHAI | MENERTLLL 337
MLLLELYHNI SHPVMPEYCLW/- - - - - - LFLHAI VHFTFFFVI ATSNHAI QQENERTMLL 351

I QLFN- SLRRVRN- DLERLYFYWSFALLI TRI VCLCLFGAKVHDESI KPLLTLNSVPTEI 359
FQVFE- SFYLHKATTLETVYYFI SLALI LRLVSVCFYGSW NEESKLSLDLLSYVPREV 360
I QLFN- SLRQWKN- NLERI YFYWSFGFLI VRTVCLCLFGGKVNDESTQPMLVLNSVSADV 361
I QLFN- SLROVKN- NLERI YFYWSFGFLI | - - - - - - - o e e e e - 331
I QLFN- SLROVKN- NLERI YFYWSFGFLI VRTVCLCLFGGKVNDESTQPMLVLNSVSADV 361
VQLYN- - | FDPKQTTVTTFYYWYSLLFLI CRCFVMLYVTSSI YEASLKPLELLRDFATSS 318
A0 B (N e R R 268
VQLFN- - SFDLKPTTVTTVYFWYSLGFLI CRCFLMLFVVSS| SRASEKPLETLRRFPSTN 382
TQLFEN- - GFQRRRVI ANYVYFWYSLLLLMFRTI VMLYVGSGVYAASTSPLQLLRNVPSQH 354
TQLFN- - GFORRPAFMIMWYFWYSLALLI FRTLCMLYl GSGVHVASMSPLNI LRNVPSKY 386
YQWN- - AFQFSASLI SELYFKFSLAFLI FRTLVM_LI ASNI HVASLRPLDI LRSVPMSC 343
YQLYM - SVQLDASSMITFYYRFSLLFLI LRTLVMLLTSSRVYVASRKPLEI LRAVPMSS 368
VQ YH- - SFQSKGNYADEL YFWFCLSYVI | RVLNMVFAASS| PQEAKEI SYTLYEI PTEF 347
VQVYH- - SFQVKGAFMDEL YFWFCLLYVI SRLMNMMLAASSI PCEI KDI SNTLYEVRSSP 356
LQTLN- - ALEDKPYDI NDWYFRYSFTFLI LRTSVKLWFAADVDENSVRTHKLVQKI RSEH 374
LQ M+ - ATLEQPFLI NRVYFFYSFSFLLLRTFLMFWYSSQVQDASHQPCRLI LRVPNHE 371
LQ LH - VSKKLANTVEDAYYGFSLGFLI VRTVI VFLSAAH HDCAKKPLDI | MKI PNVG 399
LQ LN- - VSQKLRYPMNDVYYWFSLLFLMGRTATLFLCAAH HEAAKRPLDI VAKI PNNG 282
YQLLN- - VENKLRWPI NYI YFWYSLLYL| GRTAFVFLTAADI NEESKRGLGVLRRVSSRS 393
NQALA- - | FTKLRHPI NYVYFWYSL| FLLARTSLVFMTASKI HDASLLPLRSLYLVPSDG 376
VQ LN- - SNSRPTLVHTVYFWFNLI | LI GRTLAVAMFAAEVNDESKRPI EVLRTI PREG 380
ASI LN- - SLNTHPTLVHTVYFWFGLAFL| GRTLAVSMCTAAVNDESQRPFEVLRAI PRDG 384
LQLLK- - SI NTMPSSAHAVYFYFSLLFLLSRSTAVLLFVSAI NDQAREPLRLLRLVPLKG 380
VQLLR- - SLNTMPSVAHAVYFYFSLI FLI GRTLAVSLYSSSVHDESRLTLRYLRCVPKES 405
&Kl LK- - SMQAKPSI VHAL YFWFSLVYLLGRTLI LSLYSSSI NDESKRPLVI FRLVPREY 399
I QLL- - FSFNPMRG | EKI YFGFSFGFLLARTTVVSLCAATI HDESLLPAPI LYSVSSSS 328
LQLLNGLSI SDKNSVLSEAYFFGSFAFLI CRTCAVTLLTARI HDQSKQALPYLYNCSTSS 418
VQLVN- - NSS- - - - FI VTSYFWYSLFHLI GRI VAVSLYGSAI HDEYCRTRTLFYNLPDEY 349
I QLI G - VLKPYPG | VAI YVWYSLAHLMTRWMWAVYAAAI HDESRRI LPTFRTLPTQY 371
SEl VDHG RFSFKEI GLLVDSTYCLFLLFVFCDCSHQASLNI ARRVQVTLLQVNLSQVDP 328
SEl VDHG RFSFKEI GLLVDSTYCLFLLFVFCDCSHQASLNI ARRVQVTLLQVNLSQVDP 328
SEI VDHG RFSFKEI GLLVDSTYCLFLLFVFCDCSHQASLNI ARRVQVTLLQVNLSQVDP 328
SEI | DHGFGFSFKEI GLI VDTVYCSTLLFI FCDCSHNATLQVAQGVQDTLLSI NLLKVDQ 412
SEVI DHGFGFSFKEI GLI VDTVYCSTLLFI FCDCSHNATLQVAQGVQDTLLG NLLKVDH 404
TEI MDQG - - SFKEAGLFM AFYCMTLLYI | CNEGHHATRKMGPEFRERLLNVNLSAVDQ 358
TEI MDQG - - SFKEAGLFM AFYCMILLYI | CNEGHHATRKMGPEFRERLLNVNLSAVDQ 358
SEl | EHGA- - TYKEVGLFVI VFYCVSLLFI | CNEAHHASK- - - - - - RERLLNVNLTAVDK 377
SEI | EHGA- - TYKEVGLFVI VFYCMGELLFI | CNEAHHASRRVGLNFQERLLNVNLTAVDK 383
SEI | DHGA- - TYKEVGLFVI VFYCMGLLYI | CNEAHYASRKVG.DFQTKLLNI NLTAVDA 384
SQ SDGFG- - - VKDI GLAVTAFCSVGLLFYI CDEAHYASFNVRTNFQKKLLMVELSWWNT 308
SQ SEGFG - - | KDI GLAVTAFCSVCGLLFFI CDEAHYASFNVRTKFQKKLLMAELSWWNS 373
SQLSEGFG - - | KDI GLTI TALWNI GLLFYI CDEAHYASVNVRTNFQKKLLMVELNWWNS 402
SQLQAGFS- - - TKDI GLTI NAGLAI FI LYFI CDEAHYASNCLRVQFQKKLLLVELSWWND 364
YQATKI NGVNVYAFTWG YLGYALAQVFHFCl FGNRLI EESSSVMEAAYSCHWYDGSEE 437
YQATKI DGVNVYG.TVI G- YLCYALAQVFLFCI FGNRLI EESSSVMKAAYSCHWDGSEE 429
YQATKI NG NVYAFSTI G YLSYTLGQVFHFCl FGNRLI EESSSVMEAAYSCQWYDGSEE 423
YQATKI TGVDKYAATVLG- YLLFALAQVFHFCI FGNRLI EESSSVMEAAYSCHWDGSEE 525
YQATKI TGVDKYAATVLG YLLFALAQVFHFCl FGNRLI EESSSVMEAAYSCHWYDGSEE 564
YQATKI HAVDTYAASWG- YLLYSLGQVFM.CI FGNRLI EESSSVMEAAYSCHWDGSEE 429
| QLFG - SMKI VKGTLKTAYYLI SFALLI MRLI SVCLCGASVHSESS- - ----------- 223
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TcasG 35
Dmel Gr59c¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Dmel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Aganx 49a
AganGr 49b
Dmel G 2a
Drel G 32a
Dmel Gr 68a
Anel G 7
Anmel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganG 43
Dmel Gr 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Dmel r 93a
Anel G 6
Anmel G 10
TcasG 28
TcasG 40
AganGr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Dmel Gr 8a
Agan 5
Agan 8
Drel G 9a
Dmrel Gr 59f
Drel G 77a
Dmel Gr 85a
TcasG 27
TcasG 48

YKLEASFDDLATYET- - - - - = = ===« === e s e e oo eee oo 201
GSI YFSVCSI LYSSTGFGSTYWGLLLI VLSTASFYMDNW.SVNI GFHI RDQUDELFRVLA 329
ALI YKVLLI ALI GFNVAVEFYLNSFI FW LLGKHVLDLFLVTVSVEGAVNQFLNI GMQFG 323
FDDFY! LEAI LNPKRLDVFEADEFFAFFLMQLI WY1 VI | VLI VEGSSRTI LHSSYTAAI V 366
FQLFN- SFKNI GVDFLVM_AFWYSLGFAVWRTLLTI FVASSI NDYERKI VTALRDVPSR- 340
NY! DEVFNNNFGYDKKQY! GVWVANVGVAFM NVGTVTLI LSCDAVLEEVKTTLLLAYKI 288
YQLFH LVDRTDDFI | VTVFTYFSLFFI | LRTFL TMHYCSAVHEVARKPLKLFRRVPTSN 336
YLLLH- - SLKPHAYAI SFVYFWYTLCFLI GRTLTTLWVAAELNREKRSALRWQRI SSDG 284
VWVWKM | DLGFSDFRI WBFSLKNL| QTLLPVLAI QEAANQFKQTRERALDI FLVGKSK- 321
NY! DDLFFFRFEKSKFEPFLI SNI SLVSLI FLFNCTLI | MCDCVRSEASKVWKN: - - - - - 270
DNVDTI MYEKTNVTEVHLAVLNI LRVGKNFVCLLSLI | LCDCVWKEAQKSLVLTYENRWY 294
QDLSDI FYYKDTAQLVSLALLMQLTQLVPALFVI YLCGRVMEEQNKI RLI TFEMNKSFER 270
| TPYFLI LQAGERHEW FLI VQGGWC! FHI TRMLI | VQPSYSAI AEAKKTAVLVSQLLSC 385
| ELLEFYQSI KLGTLTPTTI FMKFLYAASKFSFY! LI AYPNRLI QQENQKALFM_YRI KR 356
FSVSRCRARVCALYG LTTVLYRSVQ FYTYTSLVQDLEAGSTNALRNI | NPLAFFI SEV 316
VTPYYLLI EVCNAGYLPFI LLQVAW VLHLI RLMYQUTTNLVLKLLTSPLLP- - - - - - - - 335
GKQYNI ASSKTLKLSI NI | SLVQLW FQLYLLI LCDQI LREFDQ WI LSKVKSI LN- - - 295
YRVETWAVVFNGSRKNL DVIVKSFVNFRPSFTAARFFEI DRI NAESRKPI RI LFDVSSE! Y 326
GDLYVTLY! | LTNNQAKYCTTLI GLI KNCVI VI FELYYLSHVCQNVSTEVI GNI LRLMHR 289
FYTFAFTLVI RSVLPAEI VFNAGP! | SYSMFAYNVFI VAFYGNALKQQGKI TGQLI DKAI 335
SCI NFPLGVLDRGNFDI El ALCNG FLLLTLGSLLQWI! SVMDSTVEEAKTFVDRCYKMQE 709
VNI YWTQQVL VEVYEYKYL YATFSVFVPSFFNI LVFCROGEFCQRQSVLI GSYLRNLSCH 309
LLLLEI YQYLQANELQANSI YI VSNVMALALYI CLLLM/LYPCDM KREQVRFGTI LFEL 316
FAFCYCYYSI SI RPl STLGAWFFWSELLRI YELARKAAFAHLNSNEARATLNVWSKLI | RSN 610
TQFYYCYDSGFNSDNL TDVYFTLQMFLQ LEI LALAYLCDKVQLKI GEl KYS- - - - - - - 301
CQYFI LECSTVDGLVPI VTGLTVLHTQLWESL FLLM.LVWGYACDSCHNQ QDVNVAVRN 311
FVI YATSFSYYVGRSRETRLTLI LLTACWWYI | M GLI FFTGVDVENTSNDI VGLLHEAI 334
SRl YFVYI LSAQVKHRSDYMSYHRFFNSI LYl CFEAVQCFLLALGSSVI AQEARRPGTTM 336
TI LRTHHSALTKCI QNI VEFYNTPLALI MLYQFLI | | SEAEKTGVLLNEFLPTDPNP- - - 346
FYAYTSI VQDI KNDVDVPLGTYNMSSI LFAVFEAVQRYY! VSASSEl TEEVRKHAEKTGVL 339
SNCYWWVFLNFRQSAASPFDI LQl VASGVWBAPHL GNVLVL SLLCDRTAQCASRLALCLHQ 342
TNCYNLFVQ TGKGWSPNI LQAWCFAW.CLHVSLLALLSRSCGLTTTEANATSQ LARVY 391
NQSYLAFATLTAGSLSSKTEVADTI GLSCI WLAETI TM VI CSACDGLASEVNGTAQ L 317
NLLHLLYRVI W.NFTLPELLQELI SVI FW LI YGSQ LYVNHVCASTNSEAVNI GNI | CE 340
FNLY! YLI LYNTEVGKI TKI NSTLGFAI FYI VYI VI SI SM El | RVQVKKI GSNI HKI LV 335
FNLYFFLLKMYSPKTENI KFWEI PNLAPALFFFI KFAM | W CESTTNEAKKI KWILYDA 327
NLTDLFLVYGVBKSRNI EGVSFGTNLVI LCALW TTLLLFTI LLAYGCAGATSEAEKI AK 316
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AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel G- 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a
AaegG 93a
TcasG 19
Dnel G 47a
Drel Gr 58c¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
Agan 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel G 28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganG 25
AaegG 43a
Dmel Gr43a
AganGr 37b
AganmGr 37d
Agany 37a
AganG 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
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322
342
324
310
298
331
329
326
325
312
336
309
302
336

380



TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganr 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agana 9m
AganG 9n
AganGr 10
AganGr 11
Dnel Gr 23aA
Drel Gr 23aB
Dnel Gr 39aA
Drel Gr 39aB
Dnel Gr 39aC
Drel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel Gr 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr 93b
Drel Gr 93¢
Dnel Gr22d
Drel G- 22e
Dnel G 22a
Drel Gr 22b
Dnel Gr22c
Drel Gr 22f
Dnel G 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel Gr 59b
AganG 26
AganG 27
AganG 29
AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 6la
AganGr 21
AaegQG 64a
Drel Gr 64a
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Drel G 61a
AganGr 15
AaegG 1
Dmel G 5a
Drel Gr 64f
Dmel Gr 64e
Anel G 1
Anmel G 2
AganG 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Dmel G 21a
AganG 24
Aaeg(G 63a
Drel G 63a
TcasG 3
Dmel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganmGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Drel Gr 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Aganx 49a
AganGr 49b
Dmel G 2a
Drel G 32a
Dmel Gr 68a
Anel G 7
Anmel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
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AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Drel Gr 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Dnel r 93a
Amrel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganGr 47
Dnel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel G- 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a
AaegG 93a
TcasG 19
Dnel G 47a
Drel Gr58c¢

TcasG 38
TcasG 46
TcasG' 1
TcasGr 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel Gr 28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganG 25
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AaegG 43a
Drel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganr 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
Agan 9n
AganG 10
AganGr 11
Dnel Gr 23aA
Dnel Gr 23aB
Drel Gr 39aA
Dnel Gr 39aB
Drel Gr 39aC
Dnel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel Gr 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr 93b
Drel Gr 93¢
Dnel Gr22d
Drel G- 22e
Dnel G 22a
Drel Gr 22b
Dnel Gr22c
Drel Gr 22f



Dnel Gr 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel G- 59b
AganG 26
AganG 27
AganG 29
AganGr 31
AganG 30
Aganx 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegG 64a
Drel Gr 64a
Dnel G 61la
AganGr 15
AaegG 1
Drel Gr 5a
Dnel Gr 64f
Drel G- 64e
Anel G 1
Anel G 2
AganG 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Dnel G 21a
AganG 24
AaegG 63a
Drel Gr 63a
TcasG 3
Drel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel O 2
TcasG 31
TcasG 35
Drel Gr59c¢
Dnel Gr 92a
Drel Gr 28a
Dnel Gr 64b
TcasG 71
AganGr 19
AaegG 64b



Dnel Gr93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Drel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Dnel G 2a
Drel Gr 32a
Drel Gr 68a
Anel G 7
Amrel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganG 43
Drel Gr 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Dnel r 93a
Amrel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel G- 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a



Drel Gr 58b
Dmel Gr 98a
AaegG 93a
TcasG 19

Drel G 47a
Dmel Gr 58c¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
AaegG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegC
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel Gr 28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganGr 25
AaegG 43a
Dmel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
AganGr 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegCG 28e
TcasG 14
TcasG 49
Amel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganr 9b
AganG 9d
AganG 9e
AganGr 9f



AganGr 11
Dnel Gr 23aA
Drel Gr 23aB
Dnel Gr 39aA
Drel Gr 39aB
Dnel Gr 39aC
Drel Gr 39aD
Dnel Gr 98c
Drel Gr98d
Dnel Gr 98b
AganGr 51
AganGr 52
Drel Gr 94a
Dnel G 97a
Drel Gr 93b
Drel Gr93c
Dnel Gr22d
Drel Gr 22e
Dnel G 22a
Drel G- 22b
Dnel Gr22c
Drel Gr 22f
Dnel Gr 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel Gr 59b
AganG 26
AganGr 27
AganG 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganG 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegQG 64a
Drel Gr 64a
Dnel G 61la
AganGr 15
AaegG 1
Drel Gr 5a
Dnel Gr 64f
Drel G- 64e
Anel G 1
Anrel G 2



AganG 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Dmel G 21a
AganG 24
Aaeg(G 63a
Drel G 63a
TcasG 3
Drel Or 83b
AganOr 7
HvirOr 2
TcasOr 16
TcasOr 22
Anmel O 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Dmel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agan 49a
AganGr 49b
Dmel G 2a
Drel G 32a
Dmel Gr 68a
Anel G 7
Anel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42



AganG 44
AganGr 13
AganGr 45
AganG 46
Dnel r 93a
Amel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganG 47
Dnel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Dnel Gr 59f
Drel G 77a
Dnel G 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel Gr 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a
AaegG 93a
TcasG 19
Dnel G 47a
Drel Gr58c¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
AaegQG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel Gr 28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganG 25
AaegG 43a
Dmel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
AganGr 37c
Aganx 37e
Agantx 37f



AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anmel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Agan 9a
Agan 9c
Agan(r 9b
AganG 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
Agan 9n
AganG 10
AganGr 11
Drel Gr 23aA
Dmel Gr23aB
Drel Gr 39aA
Dmel Gr 39aB
Drel Gr 39aC
Dmel Gr 39aD
Drel Gr 98¢
Dmel Gr 98d
Drel Gr 98b
AganGr 51
AganGr 52
Drel G 94a
Dmel G 97a
Drel Gr 93b
Dmel Gr 93¢
Drel Gr22d
Dmel Gr 22e
Drel G 22a
Dmel Gr22b
Drel Gr 22¢
Dmel Gr 22f
Drel G 36a
Dmel Gr 36¢
Drel Gr 36b
Dmel Gr 59d
Drel G 59a
Dmel Gr59b
AganG 26
AganG 27



AganG 29
AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dnel Gr 64c
Drel G- 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a
Dnel G 64a
Drel Gr61a
AganGr 15
AaegG 1
Drel Gr 5a
Dnel Gr 64f
Drel G- 64e
Anel G 1
Anrel G 2
AganG 16
AaegCr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Drel Gr21a
AganG 24
Aaeg(G 63a
Dnel G 63a
TcasG 3
Dnel Or 83b
AganOr 7
HvirO 2
TcasOr 16
TcasOr 22
Anel O 2
TcasG 31
TcasG 35
Drel Gr59c¢
Dnel Gr 92a
Drel Gr 28a
Dnel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Dnel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganmGr 32b
AganG 50
TcasG 20



TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Drel Gr 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Dnel G 2a
Drel Gr 32a
Dnel G 68a
Arel G 7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41
AganG 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganG 43
Drel Gr 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Dnel r 93a
Amrel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganGr 47
Dnel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Dnel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel G- 10b
Dnel Gr 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a
AaegG 93a
TcasG 19
Dnel G 47a
Drel Gr58c¢

105



TcasG 38
TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
AaegG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegC
Aaeg(G 28a
AganG 33
Dmel Gr 28bB
Drel G 28bC
Dmel Gr 28bD
Drel Gr 28bA
Dmel Gr 28bE
AganG 25
AaegG 43a
Dmel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
AganGr 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganr 9b
Agan 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
Agan 9k
Agan 9m
AganG 9n



Drel Gr 23aB
Dnel Gr 39aA
Drel Gr 39aB
Dnel Gr 39aC
Drel Gr 39aD
Dnel Gr 98c
Drel Gr98d
Dnel Gr 98b
AganGr 51
AganGr 52
Drel Gr 94a
Dnel G 97a
Drel G- 93b
Dnel Gr 93c
Drel Gr22d
Dnel Gr 22e
Drel Gr 22a
Dnel Gr22b
Drel Gr22c¢
Dnel Gr 22f
Drel Gr 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel Gr 59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dnel Gr 64c
Drel G- 64d
AganG 20
AaegG 61la
AganGr 21
AaegG 64a
Drel Gr 64a
Dnel G 6la
AganGr 15
AaegG 1
Drel Gr 5a
Dnel Gr 64f
Drel G- 64e
Anel G 1
Anel G 2
AganG 16
AaegCr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10



TcasG 39
AganG 22
AaegG 21b
Dmel G 21a
AganG 24
Aaeg(G 63a
Drel G 63a
TcasG 3
Drel Or 83b
AganOr 7
HvirQOr2
TcasOr 16
TcasOr 22
Anmel O 2
TcasG 31
TcasG 35
Drel Gr59¢
Dmel Gr 92a
Drel G 28a
Dmel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganmGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Dmel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Drel G 2a
Dmel G 32a
Drel G 68a
Amrel G 7
Anel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Dmel Gr 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Drel r 93a
Amel G 6
Anel G 10
TcasG 28



TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganG 47
Dnel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Dnel Gr 59f
Drel G 77a
Dnel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dnel G 10a
Drel Gr59e
Dnel Gr 10b
Drel Gr 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b
Drel Gr 98a
AaegG 93a
TcasG 19
Dnel G 47a
Drel Gr58c¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
AaegG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCG
Aaeg(G 28a
AganG 33
Dmel Gr 28bB
Drel Gr 28bC
Drrel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganG 25
AaegG 43a
Dmel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
AganGr 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Amel G 4
Anel G5
TcasG 16

-------------------------------------- QVSKAGELI HQ Q - TEDHDI |

| VQSEQ AWLHLLYI FLVG MYAADVFYI CHVCCSTI HEVSKAGELI HKI E- - TNDHEI |

------------------------------------ FYKVSKSGEL| HKI E- - TNEHE! |

----------------------------------------- KAGELI HKI D- - TEDHDI R
----------------------------------------- KAGELI HKI D- - TEDHDI R
-------------------------------------- AAPAVSKARQFL PALPGYVPVY
-------------------------------------- AAPAVSKARQFL PALPGYVPVY
-------------------------------------- DSQRTG ELHYLANAVDEVHCY
-------------------------------------- ESQRTGVFNHHLANMVDETHFY
-------------------------------------- ASKRTG SLHKCGVVADDNLLY
-------------------------------------- NDTPSI LHELRNNYF- - HVDLE
-------------------------------------- NDTPSI LHELRNNYF- - HVDLE
-------------------------------------- VAGVTTYLVI LI QFNNSDFVQR
-------------------------------------- SKKCYK- = = = == -z o oca o -

-------------------------------------- KQ AVNVHKLI NVNN- YDDELT
---------------------------------------- VMRl == <oz e cao e

-------------------------------------- DNI GSNVHKL L NAAAGADSEL A
-------------------------------------- EKTGG VHSLLNKTK- - SAEVK
-------------------------------------- EKTGGA VHSLLNKTK- - SAEVK
-------------------------------------- EKTGGA VHSLLNKTK- - SAEVK
-------------------------------------- EKTGG VHSLLNKTK- - SAEVK
-------------------------------------- EKTGG VHSLLNKTK- - SAEVK
-------------------------------------- NRTI Tl | NSLRRTCK- - DVEM

--------------------------------------- RLISLL-----mmmmmmemm-

-------------------------------------- RKTI Q VCEI ERKVH- - EPI LA

-------------------------------------- GVLVHKAI NCASSSA- - - - - VI

-------------------------------------- AALVHKALRETSNDR- - - - - | R
-------------------------------------- AALVHKALRETSNDR: - - - - | R
--------------------------------------- ATFVHEI VWNKYAL KNEVDKRV
--------------------------------------- ATFVHEI VWKYAL KNEVDKRV
--------------------------------------- GCl VHI LLNCVI DQ- - - - KVK
--------------------------------------- GCl | HVLLNCTI DR- - - - ETK
--------------------------------------- KKLI VKI KI DI DKE- - - - DER

357
678
337
330
605
229
404
358
420
434
337
337
374
358
376
255
374
369
396
366
378
373
397
323
375

507
356
356
325
369
350
349
337



TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Agan(z 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganG 10
AganGr 1l
Drel G 23aA
Dmel Gr23aB
Drel Gr 39aA
Dmel Gr 39aB
Drel Gr 39aC
Dmel Gr 39aD
Drel Gr 98¢
Del Gr 98d
Drel Gr 98b
AganGr 51
AganGr 52
Dmel Gr 94a
Drel G 97a
Dmel Gr 93b
Drel Gr 93¢
Del Gr22d
Drel Gr 22e
Drel G 22a
Dmel Gr22b
Drel Gr 22¢
Dmel Gr 22f
Drel G 36a
Dmel Gr 36¢
Drel Gr 36b
Dmel Gr 59d
Drel G 59a
Dmel Gr59b
AganG 26
AganGr 27
AganG 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30

--------------------------------------- KI LLVGLKI DI DQE- - - - EER
--------------------------------------- KTVLLGVKI DI CNE- - - - EER
--------------------------------------- KTVLLGVKI DI CNE- - - - EER
-------------------------------------------- | SYSLE- KLKTG- DEI

-------------------------------------------- | SYSLE- KLKTG DEI

-------------------------------------------- AVYSLDLELKHI - ENF
-------------------------------------------- AVYSLDLELKHI - ENF
-------------------------------------------- LAYKI EAKRRD- - NEI

-------------------------------------------- VLKKI ALRRQTTNGDL
-------------------------------------------- VLKKI ALRRQTTNGDL
-------------------------------------------- WCYKLQEQFVTNSEVR
-------------------------------------------- WCYKLQEQFVTNSEVR

240
324
324
305
305
280
280
292
264
338
326
326

-------------------------------------------- LCYKLMEKFPERSHEQ 323

-------------------------------------------- MCYKL QGFYPEEAPQR
-------------------------------------------- VCYEYQDRFSDESKKR

----------------------------------------------- HFDDYRLQNTRAA
----------------------------------------------- HFDDYRL QNTRAA
----------------------------------------------- HFDDYRLQNTRAA
----------------------------------------------- HFDDYRL QNTRAA
----------------------------------------------- HFDDYRLQNTRAA
----------------------------------------------- HFDDYRL QNTRAA
----------------------------------------------- HFDDYRLQNTRAA
----------------------------------------------- HFDDYRLQNTRAA
----------------------------------------------- HFDDYRL QNTRAA
----------------------------------------------- HFDDYRLQNTRAA
----------------------------------------------- HFDDYRL QNTRAA
----------------------------------------------- HFDDYRLQNTRAA
----------------------------------------------- HFDDYRL QNTRAA
----------------------------------------------- HFDDYRLQNTRAA
----------------------------------------------- HFDDYRL QNTRAA
----------------------------------------------- RLDDDRNRNSRVA
----------------------------------------------- LVKP- - QGSKLYN
----------------------------------------------- LVKP- - QGSKLYN
----------------------------------------------- VPRT- - GTG - LD
----------------------------------------------- VPRT- - GTG - LD
----------------------------------------------- VPRT- - GTG - LD

----------------------------------------------- LPTA- - EEFQVLK
----------------------------------------------- LSAA- - EDYLI LK
----------------------------------------------- TSAD- - PNFAMLT
----------------------------------------------- VSVNQHHHRPGQE
------------------------------------------------ Al NHRSRGRRVE
----------------------------------------------- QEMNLQHADSRYR
----------------------------------------------- QRFDL QHADARFK
----------------------------------------------- ENFYVTDSQS- YH
----------------------------------------------- ENFPI TDHKA- WH
------------------------------------------------ FNDI ENVDKDLE
------------------------------------------------ FNDI ENI DEKLE
------------------------------------------------ FNDVENVDQETE
------------------------------------------------ FSDLEHRDDKLE
------------------------------------------------ FADLEVKDI ELE
------------------------------------------------ FTDLEHDDEELE
------------------------------------------------ TLFTSALDVRLE
------------------------------------------------ TI FVG LDVRLE
------------------------------------------------ TVFASSLDI RLE
------------------------------------------------ TLFQPGLDHRLE
------------------------------------------------------- ESSMS

------------------------------------------------- AALDSALNSAL
------------------------------------------------- YEAAGRSNSAL
------------------------------------------------- GNDSRSNEI TN
------------------------------------------------- SSSSRCHEI TN

260
306

325
324
375
331
327
324
327
328
333
364
354
346
349
316
316
321
311
315
312
321
321
311
343
341
341
356
351
348
369
347
343
335
337
337
334
331
326
339
338
339
338
312
313
367
351
363
364
355
366
361
362
363



TcasG 29
AaegG 64f

AaegG 64a3

AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c¢
Drel Gr 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a
Drel G 64a
Dmel G 61a
AganGr 15
AaegG1
Drel Gr 5a
Del G 64f
Drel Gr 64e
Amrel G 1
Anel G 2
Aganr 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Dmel G 21a
AganG 24
Aaeg(G 63a
Drel G 63a
TcasG 3
Drel Or 83b
AganOr 7
HvirQOr2
TcasOr 16
TcasOr 22
Anmel O 2
TcasG 31
TcasG 35
Drel Gr59¢
Dmel Gr 92a
Drel G 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Dmel Gr 39b
AganG 28
TcasG 61

------------------------------------------------ TLFYRELDNRLE 343
---------------------------------------------------- VGDLSKFQ 332
---------------------------------------------------- | TDDPELR 379
--------------------------------------------------------- AWS 343
--------------------------------------------------------- NEK 296
---------------------------------------------------------- WC 338
---------------------------------------------------------- WC 286

-------------------------------------------------------- MEEK 303
---------------------------------------------------------- DK 272
---------------------------------------------------------- IR 392
-------------------------------------------------------- VELN 364
-------------------------------------- QARQ | PCLSMYTGRI TDVPGD 353
--------------------------------------------------------- DI K 338
---------------------------------------------------------- KK 297
----------------------------------------------- VEYKNVEFWRNI R 340
----------------------------------------------------------- R 290
--------------------------- AEL| EMCAQLCFASTFDFVLVFGLI STLCESVK 373
-------------------------------------------------------- FRNS 718
------------------------------------------------------ RETSYK 319

--------------------------------------------------------- SLE 614



TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Dnel G 2a
Drel Gr 32a
Dnel G 68a
Arel G 7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41
AganG 34
AganGr 35
AganG 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Dnel G 33a
AganGr 44
AganGr 13
AganG 45
AganGr 46
Dnel r 93a
Amrel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganGr 47
Dnel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Dnel Gr 59f
Drel Gr 77a
Dnel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dnel G 10a
Drel Gr59e
Dnel Gr 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a
AaegG 93a
TcasG 19
Dnel G 47a
Drel Gr58c¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2

------------------------------------------------- LNTQRVEARKW 326
----------------------------------------------------- VWDSSTK 343

--------------------------------------------------------- EYQ 398
------------------------------------------------------ KSKQFQ 328
----------------------------------------------------- FATKEFQ 351
-------------------------------------------------------- DQ | 343
------------------------------------------------------ TDPMVR 337
--------------------------------------------- El PTMPVSI KDQTI K 338
-------------------------------------- | CYKLLSNLG FPKTTNEQLLR 344
--------------------------------------------------- GSRYMSSEE 363
------------------------------------------------------ MKHSQV 380
-------------------------------------------------------- AAIY 358
------------------------------------------------------ YYDWPI 337
----------------------------------------------------- RYDRRW 344
------------------------------------------------------- KTPAL 364
---------------------------------------- NVI TEKLVHRI | NTTNVWEI 386
------------------------------------------------- YFI DDQALFER 368
----------------------------------------------- KKPAFMLSNDLFY 413
------------------------------------------------------ MDHKLK 344
------------------------------------------------------- DRYFH 347
----------------------------------------------------- VYGPOQR 379
-------------------------------------------------------- TPLS 370
---------------------------------------------------------- WD 355

---------------------------------------------- FSSNGVQGQYKNFH 387
---------------------------------------------- LLFVQANRVGELI F 327
-------------------------------------------------------- AAAV 325
------------------------------------------------------ LDAEW 325
------------------------------------------------------- DSTFR 363
-------------------------------------------------------- QrTl 357
----------------------------------------------------- DEADLLA 366
----------------------------------------------------- HFSVDVI 349
--------------------------------------------------------- DLS 329
-------------------------------------------------------- QALF 377

------------------------------------------------------- CDQGW 317

-------------------------------------------------------- KDl Q 340
----------------------------------------------------- | TVKQLR 394
-------------------------------------------------------- VNLE 343
----------------------------------------------------------- K 291
------------------------------------------------------ ADSFCK 318
----------------------------------------------------- TQNVECE 334
---------------------------------------------------- REMDERLT 354

DEI EMFSLQ ANEQ- - - VEFNAAGFFPI NYTLVFS- - - - - = = == === == oo e o e oo o - 389
DKI EMFSLQ LNER:- - - AGFSAAGFFPI DYSLVFS- - - - < = =« = =« = = cmmee e oo 710
DKI EMFSLQ LNER:- - - AEFNAAGFFPI DYTLVFS- - - - <= = == == === = oo oe o oo - 369
DEI EMFSLQ ANEQ- - - VEFNAAGFFAI NYTLVFS- - - - < = =« = =« == c e mee e oo 362
DEI EMFSLQ ANEQ- - - VEFNAAGFFAI NYTLVFS- - = - <= = == === mmm o oo oo 637
| RPGDTPLEDI NPD- - - LAEAFSSYARKNARLSFG: - - - = = = < = =« = === < c e e o oo 261
| RPGDTPLEDI NPD- - - LAEAFSSYARKNARLSFG- - - - = = = == = == === === =z o oo - 436
EVVNHLSLKLLNHQ- - - LNFSACGFFDLDMI TLYA- - = - < = = < = =« = = w2 o e e e oo 390

112



AaegG 66a
Drel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegC
Aaeg(G 28a
AganG 33
Drel Gr 28bB
Dnel Gr 28bC
Drel Gr 28bD
Dnel Gr 28bA
Drel Gr 28bE
AganG 25
Aaeg(Gr 43a
Dnel G 43a
AganGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantr 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganr 9b
Agan 9d
AganG 9e
AganGr 9f
AganG 99
AganG 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agana 9m
Agan 9n
AganG 10
AganGr 11l
Dnel Gr 23aA
Drel Gr 23aB
Dnel Gr 39aA
Drel Gr 39aB
Dnel Gr 39aC
Drel Gr 39aD

Q VNHLSLKLLNHQ- - - LNFSACGFFDLDMITLYA- - = = = = == === == m e e o oo - 452
El VNHLSLKLLNHS- - - VDFSACGFFTLDVETLYG: - - - < = = < = =« = === = c e e o oo - 466
Y 339
NNVQSYSLQLLHQK- - - VQFSVLGFFVWDYTLLYS- - = -« = =« = = cm e e mme e me o 369
NSTEFDNATESY- - - - = = = < = = = =2 = m o e o e e oo oo 386
KQLTNLSLQWTHRK- - - VAFTAYGFFKLDFTLLFT- - = - <= = = == oo oo e oo 408
GKLMHL SLQVLHRK- - - VRFSACGLFSLDFSLI FT- - = - === === oo e mmm oo oo 406
EKLQQFSMQLMVHLK- - - | NFTAAGLFNI DRTLYFT- - = -« = =« = =« = m e e mee e oo 401
EKLQQFSMQLNHLK- - - | NFTAAGLFNI DRTLYFT- - = - <= = = === o mm e e oo - 428
EKLQQFSMQLNVHLK- - - | NFTAAGLFNI DRTLYFT- - = -« = =« = =« = me e cee e oo 398
EKLQQFSMQLNHLK- - - | NFTAAGLFNI DRTLYFT- - = - = = = === oo mm e e o oo - 410
EKLQQFSMQLNVHLK- - - | NFTAAGLFNI DRTLYFT- - = -« = =« = =« == e e oee e oo 405
ESI NVPWQQLI ASN- - - FSFTACGLCTI DRRI | TS+ == = === === mmmmmeo oo 429
EAVKKFWQQLLVVD- - - ADFSACGLCRVNRTI LTS - = - === === o mmmeo oo - 407
- QLNLFSQQLLHRS- - - PVl T- CELFVYDWILWWT- - - - - = = - = = m o mmoee e e o 344
- QLNLFSQQLLHRS- - - PVl T- CGLFVYDWILWHT- - = = = = === oo m o e e oo 340
- QLNLFSQQLLHRS- - - PVl T- CELFVYDWILWWT- - - - - = = - = =« = o mmome e e o 354
- QLNLFSQQLLHRS- - - PVl T- CGLFVYDWILWHT- - = = = = === = oo mmm e oo 348
- QLNLFSQQLLHRS- - - PVl T- CGLFVYDWILWWT- - - - - = = = =« = o e e mee e oo o 348
- QLNLFSQQLLHRS- - - PVl T- CGLFVYDWILWHT- - = - = = == == o e mmm e oo 375
NELNI FSQQLLHRS- - - PVI T- CGLFVYDWILLYT- - = -« = =« = = w2 me e mee e oo 538
DELM_FSSFLAHKK- - - | VWWN- CYl FVCDWILGVB- - - - < = = < = =« = === = c e e o oo 387
DELM_FSSFLAHKK- - - | VWWN- CYl FVCDWILGVB- - = - < = = == === === === == o = - 387
RHLQLVAI RLLNTK- - - LQFTAKDFFNLDWIFCHM - - - < = = < = =« = =« = o e e e oo 357
RHLQLVAI RLLNTK- - - LQFTAKDFFNLDWIFCHM - - - - = = = = = === oo o c o oo 401
KELKQFSFQLLHQK- - - | | FSTNGYFTLDNKFFQS- - = - < = = < = === === = w e e o oo 382
| ELEQFSLQLLHQK- - - VKFTANGYFTLDNTLFQS- - - - == = == === === === === == - - 381
NEVI SSALKLSQNE- - - LEI TACKFFSI DNALLFSANSTKKLI VKI Rl DI DKEDERNEI | 394
NVVVTSVLKLMNK- - - LEI TACRLFSI DNALLFS- - - - <= = == == === o m o oe o oo - 272
NS-- - - - - HCLGGT- - - | TRTMM - - - - - - - - YFQ - - -mmmememe e 341
NSVVASVLQLVENK- - - | El TACRLFNI DNALLFA- - = = <= = == == === oo e o oo 356
QDLI STI KDN- - - F- - - PREYAARFFVI NRGTI LG - = - - = = = === == mm e e e oo 334
QDLI STI KDN- - - F- - - PREYAARFFVI NRGTI LG - = = === == === == oo e o oo - 334
NDFVTALKDN- - - V- - - PVFAAARFYAI NRSTI FR- - - -« = = <= =« = oc e oee e e o 309
NDFVTALKDN- - - V- - - PVFAAARFYAI NRSTI FR- - = - < = = = == oo oo e oo 309
KMFVKI VDAS- - - G- - - RNFTAARFFELNRRTI LG - = - < = = = = === = w2 m e e oo oo 321
DELI VTLSTHY- - F- - - PVFSACDYFTI ETKTVLD- - = - = = == === === === == o == - - 294
DELI VTLSAHY- - F- - - PVFSACDYFTI ETKTVLD- - = - = = = = = =« = === = e e e e oo - 368
TELFKLAQHVSANI - - - VHI TAGNYFEI NKATLCG - - = = == = == === === = e o oo - 358
TELFKLAQHVSANI - - - VHI TAGNYFEI NKATLCG: - - = = < = =« = === = w2 me e e o 358
QELYMAAQVI EKSV- - - ANFTAAGFFDVKRSTLFG: - = = - = = === == === m o e o oo - 355
KEL LRFASESRGSV- - - AKFTAADFFEI DRGTFFG- - - - < = = < = =« = === < c e me o oo 292
RELLRLAQQUNANI - - - AQt TAANFFDI SRSTFLG- - = - = === === === === == o == - - 338
-------- EVQSRS- - - NRMIPLKLQPQNFSI - = - < = = <= === = e e me oo oo oo oo 309
-------- EVQSRS- - - NRMTPLKLQPQNFSI - - - - == == === = comcoooo oo 313
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---------------------------- | TGAI TSYLI | LI QFNLAAI QKSNSNSTI ASN
---------------------------- | TGAI TSYLI | LI QFNLAAL QKAG- NATEAVN
---------------------------- VSGGE TSYLI | LI QFNLAAQQAKEAI QTFNSL

---------------------------- LVGAATTYLVI LI QYEL SVMDESKHET! ARAFL
---------------------------- | SGALTTYLI | LLQFTSNSPNNGYGNGSSCCE
---------------------------- | SGALTTYLI | LLQFTSNSPNNGYGNGSSCCE
---------------------------- | SGALTTYLI | LLQFTSNSPNNGYGNGSSCCE
---------------------------- | SGALTTYLI | LLQFTSNSPNNGYGNGSSCCE
---------------------------- | SGALTTYLI | LLQFTSNSPNNGYGNGSSCCE
---------------------------- YOGAI ATYLVI LI QFKEADDNSGKTPH- - - - -
---------------------------- FASAI ATYLVI LI FQRTNG - - - === - - - - -
---------------------------- M GATATYLI | LI QFDVSFPNLVNVNATAVYR
---------------------------- M GATATYLI | LI QFDVSFPNLVNVNATAVYR
---------------------------- M GATATYLI | LI QFDVSFPNLVNVNATAVYR
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---------------------------- M GATATYLI | LI QFDVSFPNLVNVNATAVYR
---------------------------- M GATATYLI | LI QFDVSFPNLVNVNATAVYR
---------------------------- M GATATYLI | LI QFDVSFPNLVNVNGTQTAA
---------------------------- LI SAI | SYLVI LI QFDASLVTTI PKNDTNSLL
---------------------------- LI SAI | SYLVI LI QFDASLVTTI PKNDTNSLL
---------------------------- M AALTTYLVI LI QFNF- -« === === o - - -
---------------------------- VSHKWLNY] N- QFEANFR: - - - - < == = == = - -
---------------------------- MVBTM TYLVI LLQFQTQTLNENVNSCNCVEC
---------------------------- M NTVTTYMWI LFQFQVEI SNENDKFCNCTQC
SSALKLSQSELEI TACKFFSI DNALLLSI CGASSSYLFI M QLDLGNKKNETSTI LVE- -
---------------------------- | CGAASSYLFI M_QLDI GSKTQGTNSTLY- - -
---------------------------- | CGSAFSYLFI M_QFDLNNKKNQSL GNGTTA-
---------------------------- | CGSAFSYLFI M_QFDLNNKKNGQSL GNGTTA-
---------------------------- | LDAI VTFLI VM QFEMITQNSTNI NFVSTFFK
---------------------------- | LDAI VTFLI VM QFEMTQNSTNI NL- - - - - -
---------------------------- MFNAI VTFLI VMVQFETNYSQP- - - - = - - - - -
---------------------------- MFNAI VTFLI VMWQFETNYSQP- - - - = - - - - -
---------------------------- VSNAVI TFLI VMWQKASYEKLS- - - - - - - - - -

116

372
428
375
325
358

364
353
337

370
368
351

401

440

438
433
460
430
442
437
456

427
376
372
386
380
380
407
570
419
419



TcasG 12
TcasG 13
TcasG 104
TcasG 45
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---------------------------- | FSAVTTYLVI LI QFKQLEDSKVEDPVPEQT- 461



Dnel G 68a
Arel G 7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41
AganG 34
AganG 35
AganG 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Dnel G 33a
AganGr 44
AganGr 13
AganGr 45
AganG 46
Drel r 93a
Anel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganGr 47
Dnel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Dnel Gr 59f
Drel Gr 77a
Dnel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dnel G 10a
Drel Gr59e
Dnel Gr 10b
Drel Gr 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b
Dnel Gr 98a
Aaeg(G 93a
TcasG 19
Dnel G 47a
Drel Gr58c¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
AaegQG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegC
AaegG 28a

---------------------------- | FSAVTTYLVI LI GFKQLEDSKVEDI SQA- - - 389
---------------------------- VI GTI TTYLWM QVGDLSNSDKSI LS- - - -- 410
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---------------------------- LFGSTAMWI | LLQFQKQGKYN- - - - - - - - - - 398
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Dnel Gr 93c
Drel Gr22d
Dnel Gr 22e
Drel Gr 22a
Dnel Gr22b
Drel Gr22c¢
Dnel Gr 22f
Drel Gr 36a
Dnel Gr 36¢
Drel Gr 36b
Dnel Gr 59d
Drel Gr59a
Dnel Gr 59b
Agan 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dnel Gr 64c
Drel G- 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a
Dnel G 64a
Drel Gr61a
AganGr 15
AaegG1
Dnel G 5a
Drel G- 64f
Dnel Gr 64e
Arel G 1
Anel Gr 2
Aganr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Drel Gr21a
AganG 24
AaegG 63a
Dnel G 63a
TcasG 3
Dnel Or 83b
AganOr 7
HvirO2
TcasOr 16
TcasOr 22
Amel Or 2
TcasG 31
TcasG 35
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Dnel Gr 59c¢
Drel Gr 92a
Dnel G 28a
Drel G- 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr93d
TcasG 34
TcasG 43
TcasG 47
Amrel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Dnel Gr 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Dnel G 2a
Drel Gr 32a
Dnel G 68a
Arel G 7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41
AganG 34
AganGr 35
AganGr 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Dnel G 33a
AganG 44
AganGr 13
AganGr 45
AganG 46
Dnel r 93a
Amrel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Agan 6
Agan 7
AganG 47
Dnel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Dnel Gr 59f
Drel G 77a
Dnel Gr 85a
TcasG 27
TcasG 48
AganGr 1
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Drel G 10a
Drel G 59e
Drel G 10b
Drel G 89a
Drel G 57a
Drel G 47b
Drel G 58a
Drel G 58b
Drel G 98a
Aaeg(G 93a
TcasG 19

Drel G 47a
Drel Gr 58¢

TcasG 38
TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganG 33
Dmel Gr 28bB
Drel G 28bC
Dmel Gr 28bD
Drel Gr 28bA
Dmel Gr 28bE
AganG 25
AaegGr 43a
Drel G 43a
AganmGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Aganr 37f
AaegG 28c
AaegG 28b
AaegQG 28e
TcasG 14
TcasG 49
Anel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
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TcasG 44
Agany 9a
Agan 9c
Agan(z 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Drel Gr 23aA
Dnel Gr 23aB
Drel Gr 39aA
Dnel Gr 39aB
Drel Gr 39aC
Dnel Gr 39aD
Drel Gr 98¢
Drel Gr98d
Dnel Gr 98b
AganGr 51
AganG 52
Drel Gr 94a
Dnel G 97a
Drel Gr 93b
Dnel Gr 93c
Drel Gr22d
Dnel Gr 22e
Drel Gr 22a
Dnel Gr22b
Drel Gr22c¢
Dnel Gr 22f
Drel Gr 36a
Dnel Gr 36¢
Drel Gr 36b
Dnel Gr 59d
Drel Gr59a
Dnel Gr 59b
AganGr 26
AganG 27
AganGr 29
AganGr 31
AganGr 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dnel Gr 64c
Drel G- 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a
Dnel G 64a
Drel Gr61a

572



AganGr 15
AaegG1
Drel Gr 5a
Drel Gr 64f
Drel Gr 64e
Amel G 1
Anel G 2
Aganr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Drel G 21a
AganGr 24
AaegG 63a
Dmel Gr 63a
TcasG 3
Dmel Or 83b
AganOr 7
HvirQOr2
TcasOr 16
TcasOr 22
Anmel O 2
TcasG 31
TcasG 35
Drel Gr59¢
Dmel G 92a
Drel G 28a
Dmel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Del Gr 93d
TcasG 34
TcasG 43
TcasG 47
Amel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Dmel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Drel G 2a
Dmel G 32a
Drel G 68a
Amrel G 7
Anel G 8
Amel G 9
TcasG 57
TcasG 41
AganG 34
AganGr 35



TcasG 28
TcasG 40
AganGr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Dmel Gr 8a
Agan 5
Agan 8
Dmel Gr 9a
Drel Gr 59f
Dmel G 77a
Drel G- 85a
TcasG 27
TcasG 48
AganGr 1
Drel G 10a
Dmel Gr 59e
Drel G 10b
Dmel Gr 89a
Drel G 57a
Dmel Gr47b
Drel G 58a
Dmel Gr 58b
Drel G 98a
Aaeg(G 93a
TcasG 19
Dmel G 47a
Drel Gr 58¢

TcasG 38
TcasG 46
TcasG' 1
TcasGr 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
AaegQG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegC
Aaeg(G 28a
AganGr 33
Dmel Gr 28bB
Drel G 28bC
Dmel Gr 28bD
Drel Gr 28bA
Dmel Gr 28bE
AganG 25
AaegGr 43a



Dnel G 43a
AganmGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Aganr 37f
AaegG 28c
AaegG 28b
AaegQG 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Agantz 9b
AganGr 9d
AganGr 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Drel Gr 23aA
Dnel Gr 23aB
Dnel Gr 39aA
Drel Gr 39aB
Dnel Gr 39aC
Drel Gr 39aD
Dnel Gr 98c
Drel Gr98d
Dnel Gr 98b
AganGr 51
AganGr 52
Drel Gr 94a
Dnel G 97a
Drel Gr 93b
Dnel Gr 93c
Drel Gr22d
Dnel Gr 22e
Drel Gr 22a
Dnel Gr22b
Drel Gr22c¢
Dnel Gr 22f
Drel Gr 36a



Dnel Gr 36¢
Drel Gr 36b
Dnel Gr 59d
Drel Gr59a
Dnel Gr 59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c
Drel Gr 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a
Dnel G 64a
Drel Gr61a
AganGr 15
AaegG1
Dnel G 5a
Drel G- 64f
Dnel Gr 64e
Arel G 1
Anel Gr 2
AganGr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Dnel G 21a
AganG 24
Aaeg(G 63a
Dnel G 63a
TcasG 3
Dnel Or 83b
AganOr 7
HvirO 2
TcasOr 16
TcasOr 22
Amel Or 2
TcasG 31
TcasG 35
Dnel Gr 59c¢
Drel Gr 92a
Dnel G 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr93d



TcasG 34
TcasG 43
TcasG 47
Amrel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Dnel Gr 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agan 49a
AganGr 49b
Drel Gr 2a
Dnel G 32a
Drel Gr 68a
Arel G 7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41
AganG 34
AganGr 35
AganGr 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Dnel G 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Drel r 93a
Anel G 6
Anel Gr 10
TcasG 28
TcasG 40
Aganr 3
AganG 4
Agan 6
Agan 7
AganGr 47
Dnel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Dnel Gr 59f
Drel Gr 77a
Dnel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dnel G 10a
Drel Gr59e
Dnel Gr 10b
Drel Gr 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b



Drel G 98a
Aaeg(G 93a
TcasG 19

Dmel G 47a
Drel Gr 58¢

TcasG 38
TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Dmel Gr 28bB
Drel Gr 28bC
Dmel Gr 28bD
Drel Gr 28bA
Dmel Gr 28bE
AganG 25
AaegGr 43a
Drel G 43a
AganGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantr 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganx 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99



AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Drel Gr 23aA
Dnel Gr 23aB
Drel Gr 39aA
Dnel Gr 39aB
Drel Gr39aC
Dnel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel Gr 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr93b
Drel Gr 93¢
Drel Gr22d
Dnel Gr 22e
Drel Gr 22a
Dnel Gr22b
Drel Gr22c¢
Dnel Gr 22f
Drel Gr 36a
Dnel Gr 36¢
Drel Gr 36b
Dnel Gr 59d
Drel Gr59a
Dnel Gr 59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dnel Gr 64c
Drel G- 64d
AganG 20
AaegGr 6la
AganGr 21
Aaeg(G 64a
Dnel G 64a
Drel Gr61a
AganGr 15
AaegG1
Dnel Gr 5a
Drel G- 64f
Dnel Gr 64e
Arel G 1
Anel Gr 2
Aganr 16



AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegGr 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Drel G 21a
AganG 24
AaegG 63a
Dmel G 63a
TcasG 3
Dmel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Dmel Gr 92a
Drel G 28a
Dmel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Del Gr 93d
TcasG 34
TcasG 43
TcasG 47
Amrel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Drel Gr 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agan 49a
AganmGr 49b
Drel Gr 2a
Dmel G 32a
Drel G 68a
Amrel &7
Anel G 8
Amrel G 9
TcasG 57
TcasG 41
AganG 34
AganGr 35
AganG 39
AganG 40
AaegG 28d



AganGr 13
AganG 45
AganG 46
Drel r 93a
Anel G 6
Anel G 10
TcasG 28
TcasG 40
Aganr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Drel Gr59e
Dnel Gr 10b
Drel Gr 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b
Dnel Gr 98a
Aaeg(G 93a
TcasG 19
Drel Gr47a
Dnel Gr 58c

TcasG 38
TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Dnel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegC
Aaeg(G 28a
AganG 33
Drel Gr 28bB
Dnel G 28bC
Drel Gr 28bD
Dnel Gr 28bA
Drel Gr 28bE
AganG 25
AaegGr 43a
Dnel G 43a
AganmGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantr 37f
AaegG 28c



AaegG 28b
AaegGr 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Agan(z 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Dmel Gr23aA
Drel Gr 23aB
Dmel Gr 39aA
Drel Gr 39aB
Dmel Gr 39aC
Drel Gr 39aD
Dmel Gr 98¢
Drel Gr 98d
Dmel Gr 98b
AganGr 51
AganG 52
Dmel Gr 94a
Drel G 97a
Dmel Gr 93b
Drel Gr 93¢
Del Gr 22d
Drel Gr 22e
Dmel G 22a
Drel G 22b
Dmel Gr 22c¢
Drel Gr 22f
Dmel Gr 36a
Drel Gr 36¢
Dmel Gr 36b
Drel Gr 59d
Dmel Gr59a
Drel Gr59b



AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(G 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dmel Gr 64c¢
Drel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegQG 64a
Dmel Gr 64a
Drel G 61a
AganGr 15
AaegG 1
Drel Gr 5a
Drel Gr 64f
Drel Gr 64e
Amrel G 1
Anel G 2
AganGr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganG 23
AaegG 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Drel G 21a
AganG 24
AaegG 63a
Dmel Gr 63a
TcasG 3
Dmel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anmel O 2
TcasG 31
TcasG 35
Drel Gr59¢
Dmel Gr 92a
Drel G 28a
Dmel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Del Gr 93d
TcasG 34
TcasG 43
TcasG 47
Amel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79



TcasG 15
TcasG 60
AganG 38
TcasG 51
Dnel Gr 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganGr 36
AganG 48
Agan(x 49a
AganGr 49b
Drel Gr 2a
Dnel G 32a
Drel Gr 68a
Anel G 7
Anrel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Dnel G 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Drel r 93a
Anel G 6
Anel Gr 10
TcasG 28
TcasG 40
Aganr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Dnel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Dnel G 10a
Drel Gr59e
Dnel Gr 10b
Drel Gr 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b
Dnel Gr 98a
Aaeg(G 93a
TcasG 19
Drel Gr47a
Dnel Gr 58c

TcasG 38



TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel Gr 28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganG 25
AaegG 43a
Dmel Gr43a
AganmGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantr 37f
AaegG 28c
AaegG 28b
AaegC 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Agan 9a
Agan 9c
Aganz 9b
AganGr 9d
AganGr 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
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AganGr 11
Drel Gr 23aA
Dnel Gr 23aB
Drel Gr 39aA
Dnel Gr 39aB
Drel Gr 39aC
Dnel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel Gr 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr 93b
Drel Gr 93¢
Dnel Gr22d
Drel Gr 22e
Dnel G 22a
Drel G- 22b
Dnel Gr22c
Drel Gr 22f
Dnel G 36a
Drel Gr 36¢
Drel Gr 36b
Dnel Gr 59d
Drel Gr59a
Dnel Gr 59b
AganGr 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 61la
AganGr 21
Aaeg(G 64a
Dnel G 64a
Drel Gr61a
AganGr 15
AaegG 1
Dnel G 5a
Drel G- 64f
Dnel Gr 64e
Arel G 1
Anel Gr 2
AganGr 16
AaegCG 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21a
TcasG 10
TcasG 39



AganG 22
AaegG 21b
Drel G 21a
AganG 24
AaegG 63a
Dmel G 63a
TcasG 3
Dmel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Amel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Drel G 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agan 49a
AganGr 49b
Dmel G 2a
Drel G 32a
Dmel Gr 68a
Anel G 7
Anel G 8
Anel G 9
TcasG 57
TcasG 41
AganG 34
AganGr 35
AganG 39
AganGr 40
AaegG 28d
AganGr 42
AganGr 41
AganGr 43
Drel G 33a
AganG 44
AganGr 13
AganG 45
AganG 46
Dmel r 93a
Anel G 6
Anmel G 10
TcasG 28
TcasG 40



Agan 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel Gr 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a
Aaeg(G 93a
TcasG 19
Drel Gr47a
Dnel Gr 58c

TcasG 38
TcasG 46
TcasG 1
TcasGr 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel G 28bC
Drel Gr 28bD
Drel Gr 28bA
Dmel Gr 28bE
AganG 25
Aaeg(Gr 43a
Drel G 43a
AganmGr 37b
AganGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantr 37f
AaegG 28c
AaegG 28b
AaegC 28e
TcasG 14
TcasG 49
Anel G 4
Amel G 5
TcasG 16
TcasG 22



TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Agan 9a
Agan 9c
Aganzr 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganG 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Dmel Gr 23aA
Drel Gr 23aB
Dmel Gr 39aA
Drel Gr 39aB
Dmel Gr39aC
Drel Gr 39aD
Dmel Gr 98¢
Drel Gr 98d
Dmel Gr 98b
AganGr 51
AganGr 52
Drel G 94a
Dmel G 97a
Drel Gr 93b
Dmel Gr 93¢
Drel Gr22d
Dmel Gr 22e
Drel G 22a
Drel G 22b
Dmel Gr 22c¢
Drel Gr 22f
Dmel Gr 36a
Drel Gr 36¢
Dmel Gr 36b
Drel Gr 59d
Dmel Gr59a
Drel Gr59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29



AaegG 64f
Aaeg(Gr 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dmel Gr 64c¢
Drel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegG 64a
Dmel Gr 64a
Drel G 61a
AganGr 15
AaegG 1
Dmel Gr5a
Drel Gr 64f
Dmel Gr 64e
Anel G 1
Anmel G 2
AganG 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganG 23
AaegG 21a
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Drel G 21a
AganG 24
AaegG 63a
Dmel G 63a
TcasG 3
Dmel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Del Gr 93d
TcasG 34
TcasG 43
TcasG 47
Amel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Drel G 39b
AganGr 28
TcasG 61
TcasG 50



Agan(x 49a
AganGr 49b
Drel Gr 2a
Dnel G 32a
Drel Gr 68a
Anel G 7
Anrel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganGr 35
AganGr 39
AganG 40
AaegG 28d
AganGr 42
AganGr 41
AganG 43
Drel Gr 33a
AganG 44
AganGr 13
AganGr 45
AganG 46
Drel r 93a
Anel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel Gr 10b
Dnel G 89a
Dnel G 57a
Drel G- 47b
Dnel G 58a
Drel Gr 58b
Dnel Gr 98a
Aaeg(G 93a
TcasG 19
Drel Gr47a
Dnel Gr 58c

TcasG 38
TcasG 46
TcasG' 1
TcasGr 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
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Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel Gr28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganG 25
AaegG 43a
Dmel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
AganGr 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Agan(r 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Dmel Gr 23aA
Drel Gr 23aB
Dmel Gr 39aA
Drel Gr 39aB
Dmel Gr39aC
Drel Gr 39aD
Dmel Gr 98¢



Dnel Gr98d
Drel G- 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr93b
Drel Gr 93¢
Dnel Gr22d
Drel G- 22e
Dnel G 22a
Drel G 22b
Dnel Gr22c
Drel Gr 22f
Dnel G 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel Gr 59b
AganG 26
AganG 27
AganG 29
AganGr 31
AganG 30
Aganx 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganG 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 61la
AganGr 21

Aganr 16
AaegG 64e
TCasG 6
TcasG 26
TcasG 33
AganG 23
AaegG 21a
TcasG 10
TcasG 39
AganG 22
AaegG 21b
Dnel G 21a
AganG 24
AaegG 63a
Drel Gr 63a
TcasG 3
Drel Or 83b



Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Amel Or 2
TcasG 31
TcasG 35
Dmel Gr59¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Amel G 3
AganGr 32b
AganG 50
TcasG 20
Tcas& 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Drel G 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Aganx 49a
AganGr 49b
Dmel G 2a
Drel G 32a
Dmel Gr 68a
Arel G 7
Anel G 8
Amel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Drel G 33a
AganG 44
AganGr 13
AganGr 45
AganG 46
Dmel r93a
Arel G 6
Anmel G 10
TcasG 28
TcasG 40
Aganr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Dmel Gr 8a
Agan 5
Agan 8



TcasG 27
TcasG 48
AganGr 1
Dmel G 10a
Drel Gr59e
Dmel Gr 10b
Drel G 89a
Dmel G 57a
Drel G 47b
Dmel Gr58a
Drel Gr 58b
Dmel Gr 98a
AaegG 93a
TcasG 19
Drel G 47a
Dmel Gr 58¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel Gr 28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganG 25
AaegG 43a
Dmel Gr43a
AganGr 37b
AganmGr 37d
Agan 37a
AganG 37c
Aganx 37e
Agantr 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12



TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganr 9b
Agan 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganG 10
AganGr 11
Drel Gr 23aA
Dnel Gr 23aB
Drel Gr 39aA
Dnel Gr 39aB
Drel Gr 39aC
Dnel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel Gr 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr 93b
Drel Gr 93¢
Dnel Gr22d
Drel G- 22e
Dnel G 22a
Drel Gr22b
Dnel Gr22c
Drel Gr 22f
Dnel G 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Dnel Gr 59b
Aganr 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganG 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c



Drel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegG 64a
Dmel Gr 64a
Drel G 61a
AganGr 15
AaegG 1
Dmel Gr5a
Drel Gr 64f
Dmel Gr 64e
Anel G 1
Anmel G 2
AganG 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Drel G 21a
AganG 24
AaegG 63a
Dmel Gr 63a
TcasG 3
Dmel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganG 38
TcasG 51
Drel Gr 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agany 49a
AganGr 49b
Dmel G 2a
Drel G 32a
Dmel Gr 68a



Anel G 7
Amrel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganG 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Drel Gr 33a
AganG 44
AganGr 13
AganG 45
AganGr 46
Dnel r 93a
Amrel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Aganr 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel G- 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a
AaegG 93a
TcasG 19
Dnel G 47a
Dnel Gr 58c

TcasG 38
TcasG 46
TcasG' 1
TcasGr 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33



Dnel Gr 28bE
AganG 25
AaegG 43a
Drel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
AganGr 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Aganx 9a
Agan 9c
Aganr 9b
Agan 9d
AganG 9e
AganGr 9f
AganG 99
AganG 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganGr 10
AganGr 11l
Drel Gr 23aA
Dnel Gr 23aB
Drel Gr 39aA
Dnel Gr 39aB
Drel Gr 39aC
Dnel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel Gr 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr 93b
Drel Gr93c



Dnel Gr22d
Drel G- 22e
Dnel G 22a
Drel G- 22b
Dnel Gr22c
Drel Gr 22f
Dnel G 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel G- 59b
AganG 26
AganG 27
AganG 29
AganGr 31
AganG 30
Agany 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegQG 64a
Drel Gr 64a
Dnel G 61la
AganGr 15
AaegG 1
Drel Gr 5a
Dnel Gr 64f
Drel G- 64e
Anel G 1
Anrel G 2
AganGr 16
Aaeg(Cr 64e
TCasG 6
TcasG 26
TcasG 33
AganG 23
AaegG 21a
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Dnel G 21a
AganG 24
AaegG 63a
Drel Gr 63a
TcasG 3
Drel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel O 2
TcasG 31
TcasG 35
Drel Gr59c¢



Dnel Gr 92a
Drel Gr 28a
Dnel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Dnel Gr93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Drel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agan 49a
AganGr 49b
Drel Gr 2a
Dnel G 32a
Drel Gr 68a
Anel G 7
Amrel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganG 43
Drel Gr 33a
AganG 44
AganGr 13
AganG 45
AganGr 46
Dnel r 93a
Anel G 6
Anel Gr 10
TcasG 28
TcasG 40
Aganr 3
AganG 4
Agan 6
Aganx 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a



Drel G 59e
Dmel Gr 10b
Drel G 89a
Dmel G 57a
Drel G 47b
Dmel Gr58a
Drel Gr 58b
Dmel Gr 98a
AaegG 93a
TcasG 19

Drel G 47a
Dmel Gr 58¢

TcasG 38
TcasG 46
TcasG' 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
Agan 2
AaegQG 66a
Dmel Gr 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel G 28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE
AganGr 25
AaegG 43a
Dmel Gr43a
AganGr 37b
AganmGr 37d
Aganx 37a
AganG 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Amel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44



Aganx 9a
Agan 9c
Aganr 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agan 9m
AganG 9n
AganG 10
AganGr 11
Dnel Gr 23aA
Drel Gr 23aB
Dnel Gr 39aA
Drel Gr 39aB
Dnel Gr 39aC
Drel Gr 39aD
Dnel Gr 98c
Drel Gr98d
Drel Gr 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr 93b
Drel Gr 93¢
Dnel Gr22d
Drel Gr 22e
Dnel G 22a
Drel G- 22b
Dnel Gr22c
Drel Gr 22f
Dnel G 36a
Drel Gr 36¢
Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel G- 59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Agan 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
Aaeg(Gr 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Drel Gr 64c
Dnel Gr 64d
AganG 20
AaegG 61la
AganGr 21
AaegQG 64a
Drel Gr 64a
Dnel G 61la
AganGr 15



TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Dmel G 21a
AganG 24
Aaeg(G 63a
Drel G 63a
TcasG 3
Drel Or 83b
AganOr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel Or 2
TcasG 31
TcasG 35
Dmel Gr59c¢
Drel G 92a
Dmel Gr 28a
Drel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Drel Gr 93d
TcasG 34
TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Drel Gr 39b
AganGr 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganG 48
Agan 49a
AganGr 49b
Dmel G 2a
Drel G 32a
Dmel Gr 68a
Anel G 7
Anmel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39



AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Drel Gr 33a
AganG 44
AganGr 13
AganGr 45
AganGr 46
Dnel r 93a
Amrel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganGr 47
Dnel Gr 8a
Agan 5
Agan 8
Drel Gr 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel G- 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a
AaegG 93a
TcasG 19
Dnel G 47a
Drel Gr58c¢

TcasG 38
TcasG 46
TcasG 1
TcasG 123
TcasG 62
TcasG 25
TcasG 59
AganG 2
Aaeg(G 66a
Drel G 66a
TcasG 11
TcasG 55
TcasG 21
TcasG 56
AaegCr
AaegG 28a
AganGr 33
Drel Gr 28bB
Dmel G 28bC
Drel Gr 28bD
Dmel Gr 28bA
Drel Gr 28bE



AganGr 37b
AganmGr 37d
Agan 37a
AganGr 37c
Aganx 37e
Agantx 37f
AaegG 28c
AaegG 28b
AaegG 28e
TcasG 14
TcasG 49
Anel G 4
Anel G5
TcasG 16
TcasG 22
TcasG 17
TcasG 150
TcasG 32
TcasG 54
TcasG 37
TcasG 53
TcasG 5
TcasG 12
TcasG 13
TcasG 104
TcasG 45
TcasG 98
TcasG 52
TcasG 105
TcasG 4
TcasG 44
Agan 9a
Agan 9c
Aganr 9b
AganGr 9d
AganG 9e
AganGr 9f
AganG 99
AganGr 9i
Aganr 9h
AganGr 9j
AganGr 9l
AganGr 9k
Agana 9m
AganG 9n
AganGr 10
AganGr 11
Dnel Gr 23aA
Drel Gr 23aB
Dnel Gr 39aA
Dnel Gr 39aB
Drel Gr 39aC
Dnel Gr 39aD
Drel Gr 98¢
Dnel Gr98d
Drel Gr 98b
AganGr 51
AganGr 52
Dnel G 94a
Drel Gr97a
Dnel Gr 93b
Drel Gr 93¢
Dnel Gr22d
Drel G- 22e
Dnel G 22a
Drel Gr 22b
Dnel Gr22c
Drel Gr 22f
Dnel Gr 36a
Drel Gr 36¢



Dnel Gr 36b
Drel Gr59d
Dnel G 59a
Drel G- 59b
AganG 26
AganG 27
AganGr 29
AganGr 31
AganG 30
Aganx 32a
TcasG 2
TcasG 9
TcasG 7
TcasG 30
TcasG 29
AaegG 64f
AaegG 64a3
AganGr 14
AganGr 18
AaegG 64d
AganGr 17
AaegG 64c
Dnel Gr 64c
Drel G- 64d
AganG 20
AaegG 61la
AganGr 21
AaegQG 64a
Drel Gr 64a
Dnel G 61la
AganGr 15
AaegG 1
Drel Gr 5a
Dnel Gr 64f
Drel G- 64e
Anel G 1
Anrel G 2
Agan 16
AaegCr 64e
TCasG 6
TcasG 26
TcasG 33
AganGr 23
AaegG 21la
TcasG 10
TcasG 39
AganGr 22
AaegG 21b
Drel Gr21a
AganG 24
AaegG 63a
Drel Gr 63a
TcasG 3
Drel Or 83b
Aganr 7
HvirOr2
TcasOr 16
TcasOr 22
Anel O 2
TcasG 31
TcasG 35
Drel Gr59c¢
Dnel Gr 92a
Drel Gr 28a
Dnel Gr 64b
TcasG 71
AganGr 19
AaegG 64b
Dnel Gr93d
TcasG 34



TcasG 43
TcasG 47
Anel G 3
AganGr 32b
AganG 50
TcasG 20
TcasG 79
TcasG 15
TcasG 60
AganGr 38
TcasG 51
Drel Gr 39b
AganG 28
TcasG 61
TcasG 50
AganGr 12
AganG 36
AganGr 48
Agan 49a
AganmGr 49b
Dnel G 2a
Drel Gr 32a
Dnel G 68a
Arel G 7
Amrel G 8
Anel G 9
TcasG 57
TcasG 41
AganGr 34
AganG 35
AganGr 39
AganG 40
AaegG 28d
AganG 42
AganGr 41
AganGr 43
Drel Gr 33a
AganG 44
AganGr 13
AganG 45
AganGr 46
Dnel r 93a
Amrel G 6
Anel G 10
TcasG 28
TcasG 40
Agan 3
AganG 4
Aganx 6
Agan 7
AganG 47
Drel Gr 8a
Agan 5
Agan 8
Dnel G 9a
Drel Gr 59f
Dnel G 77a
Drel Gr 85a
TcasG 27
TcasG 48
AganGr 1
Drel Gr 10a
Dnel Gr 59e
Drel G- 10b
Dnel G 89a
Drel Gr57a
Dnel Gr47b
Drel Gr 58a
Dnel Gr 58b
Drel Gr 98a



AaegG 93a
TcasG 19

Drel G 47a
Dmel Gr 58¢

161



D

TcasOr 16
Anel Or 2
AganOr 7
AaegOr 7
Dmel Or 83b
Bnor Or 2
Bnor Or 2a
HvirOr2
Agan(r 56
Agan(Or 57
Agan(r 26
Agan(Or 27
HirOor9
HirOo7
Drel Or 85b
Dmel Or 85¢
Drel Or 85d
Dmel Or67a
Drel Or 67¢
Dmel Or 92a
Drel Or 69a
Dmel Or 69b
TcasOr 6
TcasOr 11
Aganr 41
Agan(r 42
Agan(r 43
Agan(r 44
Agan(r 66
Agan(Or 67
Aganmr 72
Aganmr 73
AganOr 71
Aganx 74
AganOr 70
Agan(r 69
TcasOr 9
TcasOr 18
Dmel Or 83a
Drel Or 85e
TcasOr 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anel Or 168
Anmel Or 170
Anel Or 169
Dmel Or 65b
Drel Or 65¢
Dmel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
Agan(r 9
Agan(Or 65
Bnor Or 6
Bnor Or 10
Agan(Or 34
AganmOr 37
Dmel Or 94a
Drel Or 94b
Dmel Or 71a
Drel Or 46a
Dmel Or 46b
HirOr8
Bnor Or 8

------------------------------------ MVKFKVTGLVADLMPNI RLI QASG 24
------------------------------------ MVKFKQQGL| ADLVPNI NLVKATG 24
---------------------------------- MQVQPTKYVGLVADLMPNI RLMQASG 26
------------------------------------------------- MPNI RLMQGFG 11
-------------------------------- M TSMQPSKYTGLVADLMPNI RAVKYSG 28
----------------------------------- MVTKVKTQGLVTDLMPCI RLLQAAG 25
----------------------------------- MMTKVKTQGLVTDLMPCI RLLQAAG 25
----------------------------------- MVTKVKAQGLVSDLMPNI KLMQVAG 25
------------------------------------ MDI VSKQGEFPLVKLSTKLLRI | R 24
------------------------------------ MDI VSKQGEFPLVKLSTKLLRI | R 24
------------------------------------ MDSNSKKDTFPLI Q STKMLQI | R 24
------------------------------------ MKPSCKEGVFPLI NLSI KLLKI VG 24
------------------------------------- MVDQFQKCLKSVNLYLKFI GL-- 21
----------------------------------------- MEKLMKYASFFYTAVG - - 16
------------------------------------------ MKFMKYAVFFYTSVG: - - 15
--------------------- M. TKKDTQSAKEQEKL KAl PLHSFLKYANVFYLSI G--- 36
--------------------------- MDNVAENMPEEKYVEVDDFLRLAVKFYNTLG: - - 30
------------------------------ METAKDNTARTFMELMRVPVQEYRTI G- - - 27
------------------------- MLFRKRKPKSDDEVI TFDELTRFPMIFYKTI G- - - 32
--------------------------------------- MQLHDHVKY! DLGCKMACI PR 21
--------------------------------------- MQLEDFMRYPDLVCQAAQLPR 21
--------------------------------------------------------- MGK 3
-------------------------------------------------- MBEHPI HTFD 10
--------------------------------------------- METHI GKQHSLERFQ 15
------------------------------------------------- MIFTLSHDLYV 11
------------------------------------------------- MIFTLSHDLYV 11
---------------------------------------------------- MEASEKFS
---------------------------------------------------- MEASEKFC

s
g
m
m
T
Py
00 00 00 0O 00 CO CO 0o

------------------------ MKSTFKEERI KDDSKRRDLFVFVRQTMCI AAMYPFG 36
--------------- MASL QFHGNVDADI RYDI SLDPARESNLFRLLMGLQLANGTKPSP 45
---------------------------------------------- MIEEKQLRI CLSSC 14
---------------------------------------------- MIEEKELRLCLWSC 14

----------------------------------------------- MAKDSSPVLQESI 13
----------------------------------------------- MAKDTSPVLRESI 13
----------------------------------------------- MNFQNLNRLNALA 13
----------------------------------------------- MNFQNLNRLNAFA 13
--------------------------------------------- MKMNFQNLNRLNTFV 15
--------------------------------------------- MEASHSS| YYWREQW 15
--------------------------------------------- NESSYSAVYYWREQW 15
-------------- MTEL RSERKNGNVDRL FGPFFESWAVFKAPQAKSRHI | AYWIRDQL 46
------------------------------------------- MBNFSWKAAVETNI TTL 17
------------------------------------------- MEKYDWVQAI KTNI LI L 17
-------------------------------------- MTATKSLKEI PPl YLRVHLTVL 22
---------------------------------------- MBKNLKEI PPVYLKVHLTVL 20
---------------------- MVRLF- FSKTRVT- KLFTRKDERPEMFLPSLRM LFI F 36
---------------------- MVKFFRCCKARVSPEL L SKKNEKPEAFLPSLRM LFI F 38
--------------------------------------- MTVRTNAKSFLFVPSKVLTLC 21
---------------------------------------- MVGNSTDLFLDRTKRI LNFF 20
------------------------------------------ MYDPGRFI FPVRFSMAAW 18
----------------------------- NEAEKQDTPTSDDPYRWGDYI RPVRI TWWIW 31
------------------------------------------ MDKHKDRI ESMRLI LQUM 18
------------------------------------------ NES- TNRLSAI QTLLVI Q 17
-------------------------------------------- MDYDRI RPVRFLTGVL 16
----------------------------------------- MBKGVEI FYKGQKAFLNI L 19
----------------------------------------- MVT- - EDFYKYQUWWFQ L 17
-------------------------------------------- MVFRQ DCFKI NVKFL 16
------------------------------------------ MMTLVYQTDI FKPNVFFW 18



Anel Or 68
Anmel Or 69
Anel Or 70
Amel O 71
Anel Or 72
Dnel Or 19a
Dnel Or 19b
Dnel Or 33a
Dnel Or 33b
Dnel Or 22a
Dnel Or 22b
Dnel Or 42b
Dnel Or 59b
Dnel Or 59c¢
Dnel Or 98a
Dnel Or 42a
Dnel Or 85a
Dnel Or 43b
Agan(r 2
Agan(Or 10
Dnel Or 30a
Dnel Or 49b
Dnel Or 43a
Agan(Or 32
Agan(Or 35
Dnel Or47a
Dnel Or 98b
Dnel Or 9a
Agan(Or 38
Aganm(Or 39
Dnel Or 24a
Dnel Or 45b
Amel O 74
Anel Or 86
Amel O 75
Anel O 84
Anel O 87
Anel Or 76
Anmel O 85
Anel Or 88
Amel Or 91
Anel Or 92
Anmel Or 95
Anel Or 93
Amel O 77
Anel Or 94
Anmel Or 96
Anel Or 79
Anmel O 83
Anel Or 80
Anel O 81
Anel O 82
Anel Or 78
Anmel Or 89
Anel Or 90
Anmel Or 142
Anel Or 146
Anmel Or 148
Anel Or 158
Anel Or 147
Anel Or 150
Anmel Or 151
Anel Or 152
Anmel Or 154
Anel Or 155
Anmel Or 157
Anel Or 156
Anmel Or 153
Anel Or 144
Anmel O 145

-------- MTI LQPI FNI L
-------- MQLLRTI YHLL
-------- MQAL QWIRFLL
-------- MRl LRWTFLLF
-------- MHLLRWIFKLF
MDI S- - KVDSTRALVNHW 16
VDI S- - KVDSTRALVNHW 16
MDSR- RKVRSENL YKTYW 17
MDLKPRVI RSEDI YRTYW 18

11
11
11
11
11

-------------------------------- M_LSKFFPHI KEKPLSERVKSRDAFI YLD 28
-------------------------------- M_SQFFPHI KEKPLSERVKSRDAFVYLD 28

----------------------------------- MVFELI
---------------------------------- MAVFKLI

RPAPLTEQKRSRDGCI YLY
KPAPLTEKVQSRQGNI YLY

-------------------------------- MTKFFFKRL QTAPL DQEVSSL DASDYYY
----------------------------------- MLFNYLRKPNPTNLLTSPDSFRYFE
------------------------------- VDL RRWEPTL YTQSKDSPVRSRDATLYLL
----------------------------------- M FKYI QEPVLGSLFRSRDSLI YLN
--------------------------------- MFGHFKLVYPAP| SEPI QSRDSNAYMV 27

------ MLI EECPI | GVNV
------ MEVLNCPLLSVNV
- MELKSVDPVEMPI FGSTL
----- MFEDI QLI YM\F - |
------ MTI EDI GLVG NV
------- MBQLNEFPAYQF
MSCVEDFLDAQM 12
------- MDSFLQVQKSTI
----- M_TDKFLRLQSALF

------------------------------------ MBDKVKGKKQEEKDQSLRVQ LVY
------------------------------ M | TVAPVTDAR- PQTPEDCGMFKFQRKI L
------------------------------ MVSFGAAASNPRDAETTPHWDI FKLQRKI L

------ MERHYFMVPKFAL

------------------------------------ MYPRFL SRNYPLAKHL FFVTRYSF

- MQGEGYTDVSLKVSQFLL
- MVHATPYSDVSI WSQFLL
MRRRGSKDVSI | WI'SFLM 18
MRSTRDI S| | WI'SFLM 16

25
26
28
25
29
25

13
13
18
12
13
12

--------------------------- MGAKAVAKVVAHSKL VARHSNKDFALSMTAFLM 33
MKSKEVR- DLSI TVTAFYM 18
MBSNKVGGEDLSI TVMTFYM 19
MNGRNVR- NLSI TVTAFYM 18
M5- - FLESDVSVSLTSI FM 17
M\- - FLENDVAVSLTSI FM 17

- - - - MKNDDFSI NLSSI FI

15

M\- - FLESDVSX- ---1 FM 13
IMNGLLNGGDASMIMIAAFM 19

- MTLKYRGDVSFSLATFFL
- MNLKYRKDLAFTVASFYL
- MQAEYRLDI SI NLSTFLL
- MQTDNQLDI SI SLSTFFL
- MQTESQLDI SI NLSTFFL
- MQTESQVDI SMNLSTFFL
- MQTESQVDI SMNLSTFFL
- MQSENQLDVSI TLSTFFL
- MOREVEL DVSVNLAAFFL
- - - MEKELDI SVNLSSFFL
- MKNRLTPEKAI LFTKLSV
- MFRNATPEKAI AFTQFI V
- MLKYVTPEKG YI VWSV
- MLKQ TPEKSI YI | W.SV
- MLKQVSPEKG YI | W.SV
- MLKQLTPEKAI HI TW SV
- MLKQLTPEKVI YI TW/SV
- MLKQ | SEKTI Q | WESV
- MLKKVTPENVI YI | RLSV
- MLKKATPEKI | DI | RFSV
- - MRRARPEKSVYLVW.SV
- M EQUMLKRVI YI TW.SV
- MVKEM PEKTI Hl TW.SV

MGVLNVDI RQVLHI LELTG
MGVLNWNI RQVFYI LELTG

18
18
18
18



AMBI O 143 oo e MNI RQILYI LELI G 14

111 I MENTTNYRNI HYKSDAEYTVHVAKTLL 27
ARl Or3 e MBVKTARNI RDYHNI HYRSDAEYTVRVAKI LL 32
Y11= I - METK- - EKDLKQAFY- AQPFL 18
AMBI QX7 e METK- - EKDLKQAFY- AQPFL 18
AMBI Or 4 e METKHTEKDLKQAFY- VQTFL 20
ATBI OF5 oo METKHTEKDLKQAFY- AQSFL 20
AMBI OF8 e M/Q RNAREGH NHTFWFAYPLS 22
AMBI Q9 e MARI RNAREGH NHTLWFAYPLS 22
Y11= I M/Q RNAKEGL KHTFWFAYPFS 22
ARl Or 12 oo e MARI RNAKDGI RHTFWFAYPFS 22
AMBl Or 10 e M/Q RNAKEGL RHTFWFAYPFS 22
AMBI O 14 e MBRVGKAENGVRHTVWFAYPLL 22
Y11= I VBRI GNAEDGVRHTI WEAYMLL 22
AMBI OF 13 omm e MGQPYSLKLVYPLL 14
Y11= I - MENI SGI AKAEEDLKYATRFVKPI L 25
Y11= I MENI SG AKAEEDLKYATRFVKPI M 25
AMEl Or18 e MNAEKLM EGKPPNANYKNDL SFNVRLNVWIL 32
AMEl Or19 e MNVEHFI VEKKSYNASYKNDL FFNVQLNVWIL 32
AMEl Or22 el MEKSKI NS- | SCI QTNHDYKRNVNL S| QUSRW L 33
ARl Or 24 oo MBYTKTDHDYKRNVNLSI QUSRW L 25
AMBl Or20 e MEKSKDKANQKFYL TDYEYQKNVNLSI QYNRW.L 34
AMTBl Or25 e MEK- - - - - - QQYVI AQDDGK- KANLSI QANRW.L 27
ARl (r29  seeeeeeeeeeeeeeaeaoe MKN- - - - - - QQWVI TQDDYKRKTNLSI QANRW.L 28
ARl Or30  seeeeeeeeeeeeeeeeeeaoe MEK- - - - - - NRSI | GHDDYERNVNLSI RANRFLL 28
AMBI Or21 e MBSVKI DQDYKSNVNLSI KYSRRI S 25
AMBl OF23 s e MBSVKI NQDI KNNI NFSI KYSRLI L 25
AMBl Or35 e M_VLKDSSSVSYSKDW YSVQ NRWLL 27
AMBl Or27 e MVN- QTAI TEEI KTNSDYSLQLNRWEL 26
AMBl Or28 e MBNRSVAI KTDPDTNSDYCLQLNRWFL 27
AMBl Or33 e MMVTSKSVPI EQDNHSLSNYSVQLNRWEL 28
ARl Or34 e MM DKFVP| EQDNHSLSNHSVQLNRWLL 28
AMBl Or32 e M DKFASI QQTNNNLSNYSI QLNRWEL 27
AMEl Or31 e MTSKSVI SEESFDSLCDYSLQLNRW.L 27
Y11= I 2 MTDDI SAI QGKKFGSLNEYS| QUNRWLS 27
ARl Or37 e MVADDI ATVQKEFENLNEYSI QFNKWFS 28
AMBl Or38  meeeeeeeeeeeeeeeeeaeae MVADDI ATVQKEFNNLNEYSI QENKWES 28
AMBl Or39 e MVADDI ATVQKEFDNLNEYSI QENKWFA 28
AMBl (F 47 s MADDI VAI QKKFGSLNEYS| QLNRWES 27
ARl Or 48 e MADDI VAVQKKFGSLNEYS| QLNRWLS 27
AMBl Or40 e MADDI TAI QKKFGSLNEYS| QLNRWLS 27
AMBl Ord3 e MVADDI AAI QKKFGSLNEYSI QLNRWFS 28
AMBl (r 45 ceeeeee e MADDI AAI QKKFGSLNEYS! QLNRWLS 27
ARl Or 41 e MADDI VAI QKKFGSLNEYSI QUNRWLS 27
AMBl Or42 e MADDI VAI QKKFGSLNEYS! QUNRWLS 27
ARl Or 44 e MADDI VAI QKKFGSLNEYSI QUNRWLS 27
AMBl Or46 e MBDDLVEVEKKFGSLNEYS! QFNRW L 27
ARl Or49 e MADDLAKI EKKFGDLSEYSI QFNRW L 27
AMBl QF50  meeeeeeeeeeeeeeeeeeeceeaaaa- MTNDI NVAKQRSDNL SEYSI KLSRWL 27
AMBl X 26 s MVNQLNEQSVL MPVSYARDYEYS| QUNRW.L 31
1= I T MHDRSHDNI NGQLKNSHYKSDI HYTLQVOQWLL 33
ATEl Or54 e MHDRSYHDI ESQLKNSYYKSDI HYTLQVOQW.L 33
AMEl Or52 e MFDRSYN- - NSQLKNI HYENDI HYTLQVOQWLL 31
AMBl Or51 e MRSTNNI DNLPLNDRYESDI QYTFQFCHW L 31
AMEl Or55 e MHFSVRNLI N- KPRNPNYEKDI TYVMKHNKW/L 32
AMBl Or57 e MHVSVRDPI N- ELRNPNYEKDI AYVTKHNKW/L 32
ATEl Or56 e MYLSI QNPI N- EPRNPNYEKDI AYVTKYNKW/L 32
AMel (r58 meeeeeeeeemeeeeeceeaaaa- MHLFVRDQTN- QPRNLNYEKDI VYVTKHNKW L 32
21 I T e MHPI TLNESDCKARNLKYKEDI AYVTKHNKW L 33
Y1) I 2T MHLTI LNESDYRARNLKYKEDI AYVTKHSKW L 33
AMEl Or61 e MHLTTLNKNNCKVRNLKYKEDI AYl TKHNKW L 33
Y11= I - MLKKNKTTSNKDFAYAMIPLKFLA 24
AMBI OF 64 s e NKTTSNKDFAYAMTPLKFLS 20
Y11= I T MKTTLNKEFAYAMTPLKFLS 20
AMBI OF 65 m e e MKTTSNKDFTYAMTLLKFLS 20
AMBl OF 67~ m e MKTTSNKDFTYAM PLKFLS 20
= I 2 M 1

AMBI O 115 oo mmm e MDFANGANRFNL 12
AMBI O 118 oo e m . M NRPLEYSL 10
ANBI OF 164 oo e e e MAI KSI | NRPVEI SL 15



Amel Or 163
Anel Or 165
Amel Or 166
Anel Or 167
Dnel Or 35a
Dnel Or 74a
Agan(r 3
AganOr 5
Aganm(r 13
Agan(Or 15
AganmOr 17
Agan(Or 16
Agan(r 55
Agan(Or 18
Agan(r 14
Agan(Or 51
Aganm(r 12
Agan(Or 19
Aganr 20
Agan(Or 21
AganOr 50
Agan(Or 29
Agan(r 53
AganOr 30
Agan(Or 46
Agan(Or 47
Agan(r 48
Agan(r 49
Agan(Or 61
Aganmr 62
Agan(Or 63
AganOr 60
AganOr 75
Aganx 76
Agan(Or 78
Aganmx 77
Agan(Or 79
Arel Or 99
Anel Or 101
Amel Or 102
Anel Or 103
Arel Or 104
Anel Or 98
Amel Or 100
Anel Or 97
Amel Or 105
Anel Or 109
Amel Or 110
Anel Or 111
Amel Or 108
Amel Or 107
Anel Or 112
Amel Or 113
Anel Or 106
Amel Or 122
Anel Or 125
Amel Or 123
Anel Or 126
Amel Or 127
Anel Or 128
Amel Or 129
Anel Or 133
Arel Or 134
Anel Or 131
Amel Or 132
Anel Or 135
Amel Or 136
Anel Or 138
Amel Or 130
Anel Or 137

---------------------------------------------- MFKTI | TYPVEVCL
--------------------------------------------- MLVLNTLSPSVKFGL
--------------------------------------------- MTSI NTI SRSVKYGL
--------------------------------------------- M PI RSI SHPI VI GL
----------------------------------- MVRYVPRFADGQKVKL AWPL AVFR-

--------------------------------- MBFHRYRPRL PGGEL APMPWPVSL YRV
-------------------- MPSERLRLI| TSFGTPQDKRTM/LPKLKDETAVMPFLLQ Q
---------------------------------------- MVLPKLSEPYAVNPLLLRLQ
---------------------------------------- MNFLRQEQPAGWPHI SI KLL
---------------------------------------- MNFLRQEQPAGWPHI SI KLL
---------------------------------------- MNFLRQEHPAGVPHI SI KLL
---------------------------------------- MRFFLI EKPPGVPHI ALKLL
--------------------------------------- M RFFTI HKPPGVPHLALKLL
---------------------------------------- MTSFKPTDDTDVMVPLVLRLL
---------------------------------------- MLFQELPNDRAVLPLLLY! Q
---------------------------------------- MLFQALPNDRAVLPLLLY! Q
---------------------------------------- VEKL RPEDPKAVMPYAKRL L
---------------------------------------- M_RL SPEDPKAVMPVVKRL L
---------------------------------------- MLRL SPEDPKAVMPVVKRL L
---------------------------------------- M_RL SPEDPKAVMPFAKRL L
---------------------------------------- M_SL RPEDPKAVMPFAKRL L
---------------------------------------- MKLFQ DDPREVVPI GCRLL
---------------------------------------- MKLLELDNPREAI Al GCRLL
---------------------------------------- MKFFQ DDTREI LPI GCRLL
--------------------------------------- MVVFEPL DDPLKVLPLPLKLL
--------------------------------------- MVVFDPL DDPLKVLPLPLKLL
--------------------------- MVN- - - - - - - - - - LFARTPADNFRVMPYNLRLF
--------------------------- MFRRL THPT SPKQQHHRDRACDF TVMPHGL WL
------------------------- MAHHQVQL- WFRFLLGRFTTFTDSSDYFGLYKTLA
------------------------ MVRSQPFRL SLVRKYWDKYFTFTDTVDYFNLLNTFG
------------------------- MYLTQLFASMRTQFLHRI THYTKHSDFFI MQRYFE
--------------------------- M DLVTRI RRKLLALERKLANDLDQFVLLHHLT
------------------------- MIVVHRI VSFGYNL L QRHENVGHPTEQFFLLRCLD
------------------------- MIVVHRI VSFGYNL L QRHFNVGHPTEQFFLLRCLD
------------------------- MIVVHRI VSFGYNL L QRHFNVGHPTEQFFLLRCLD
---------------------------------------- MGTANQPTSI CFLRW GAWD
---------------------------------------- MGTANQPSSI CFLRW GAWWD
-------------------------------- VDI FQKI EKQHNEI YDI PY- YKMVEKYI

-------------------------------- VDI FQKTKKQHNEI YDI PY- YKMVEKYI

-------------------------------- NI FQKTRRQCPDI FDI PY- YKMVEKYF
-------------------------------- VDI FQKTERQYPEI FDI PY- YKMWEKYF
-------------------------------- MDVFQKTRNKCI NI FDI PY- YKLLEKYM
-------------------------------- MDVFQKTGKEYSNI FDI PY- YKVLKKYL

-------------------------------- MBMLQKSNEQEYNAFDI AY- YKTLKLYL
----------------------------------------- MDERAI EDQY- LKI NKFFG
----------------------------------------- MDKQTI ENQY- LKI NKFFG
----------------------------------------- MDKRVI EDQY- LKI NKFFG
----------------------------------------- MNKQAI EDQY- LRI NKFFG
----------------------------------------- MDQQANEEL Y- LKDNKFFG
----------------------------------------- MDARTVEKNF- LKVNKI FG
----------------------------------------- MDSDI LEKRF- LKI TKRFA
----------------------------------------- MDVR- LEERY- LKI NKI YS
----------------------------------------- MNVDVFDKQ- - YRI YRI | L
----------------------------------------- MNVDVFDKQ - YRI YRI | L
------------------------------------------- MNVFDNQ- - YRTYRI | L
------------------------------------------- MNVFDNQ- - YRTYRI | L
------------------------------------------- MNVFDNQ- - YRTYRI | L
------------------------------------------- MWVFDNQ- - YRTYRTVL
------------------------------------------- MVFDNQ- - YRTYRI | L
------------------------------------------- VDI FDKH- - YYSYRTVL
------------------------------------------- MDVFDKY- - YHTYRI VL

27
40
20
20
20
20
20
21
20
20
20
20
20

27
27

27
18
18

------------------------------------------- MDVFDKQ- - YHSYRTVM 15
------------------------------------------- M\VFDKH- - YHTYRTLM 15

------------------------------------------- MWVFDNQ - YRI YRI | L
------------------------------------------- MDI FDKR:- - YCTYRTM.

15
15



Anel Or 139
Bnor Or 20
Bnor Or 3
Bnor Or 18
HirOor6
Bnor Or 23
Bnor Or 16
Bnor Or 4
Bnor Or 5
Bnor Or 22
Bnor Or 17
BnorOr 1
Bnor Or 1a
Bror Or 1b
Bnor Or 19
Bnor Or 15
TcasOr 5
TcasOr7
HirOr4
Bnor Or 13
Drel Or 10a
Dmel Or 33¢
Drel Or 7a
Dmel Or 22¢
AganOr 1
Agan(r 4
Dmel Or47b
Anmel Or 73
Agan(r 68
Drel Or 59a
Dmel Or 23a
Aganm(Or 31
Dmel Or 2a
Anel Or 62
Anmel Or 121
Anel Or 140
TcasOr 12
Agan(r 8
Bnor Or 9
Aganm(Or 40
TcasOr 63
TcasOr 4
TcasOr 13
Agan(r 24
Agan(Or 54
Aganm(r 23
Agan(Or 64
Drel Or 82a
Amel Or 116
Anel Or 160
TcasOr 10
TcasOr 26
Anel Or 117
Amel Or 120
Bnor Or 7
Agan(r 6
Drel Or 45a
Dmel Or 67d
Drel Or 83c
Anmel Or 162
HirOr3
TcasOr 20
AganmOr 11
Dmel Or 56a
Agan(r 28
Agan(Or 58
Agan(r 59
Dmel Or 1la
Drel Or 13a
Anmel Or 161

------------------------------------------- VDI FDKHQSYHSYRTI M 17
---------------------------- M FVDDAVI G- - - - - | KDPREYRHLRVLRTSL 27
---------------------------- M FVDDAVI G- - - - - | KDPREYRHLRVLRTSL 27
---------------------------- M FVDDAVI G- - - - - | KDPREYRHLRVLRTSL 27
----------------------- MNLRKFLFENEAVEG- - - - - | NSPADYLYTRI LRFNL 32
-------------------------- MLLYYPNTQUK- - - - EKYNNVEEFTYI KFLKSFC 30
-------------------------- MLLYYPNTQUK- - - - EKYNNVEEFTYI KFLKSFC 30
-------------------------- MLLYYPNTQUK- - - - EKYNNVEEFTYNKFLKSFC 30
-------------------------- MLLYHPNTQVE- - - - EKYNNVEEFTYNKFLKSFC 30
-------------------------- MFKI | KNI | VENDAL KQVEKPQEFQYNKWQYHL 34
-------------------------- MFKI | KNI | VENDAL KQVEKPQEFQYNKWQYHL 34
-------------------------- M_LSFKDDSRS- - - - PDI QKPQNFQYMKI LRFNL 30
-------------------------- M_LSFKDDSRS- - - - PDI QKPQNFQYNKI LRFNL 30
-------------------------- M_LSFKDDSRS- - - - PDI QKPQNFQYMKI LRFNL 30
------------------------- MKEEYYLQHPRT- - - - - - QLFYKVLAHVSTI ESTI 29
------------------------- MKEEYYLGQHPRT- - - - - - QLFYKVLAHVSTI ESTI 29
--------------------------------------- MWSPKDVYDLTLPI LPAWKY 21
---------------------------------------- MYRLVASFVNYMGAESAQQV 20
------------------------------------------------ MCVYSY! LVTVL 12
MTVBI KPRLQCMVPPSLALALRVSRLAG APLKFVAKQSNI M RLSTSLCVYSYLLVTAL 60
---------------------------------- MBEWLRFLKRDQQLDVYFFAVPRLSL 26
---------------------------------------------- MVI | DSLSFYRPFW 14
-------------------------------- MAVSTRVATKQEVPESRRAFRNLFNCFY 28
--------------------------------------- MTDSGQPAI ADHFYRI PRI SG 21
---------------------------------- VKL NKLNPRWDAYDRRDSFW.QLLCL 26
------------------------------------- MKFELFQKYSSPDTVLSFVLRLL 23
------------------------ MNDSGYQSNL SLLRVFLDEFRSVLRQESPGLI PRLA 36
------------------------------------------------- MHKLSLSFALL 11
----------------------------------------- MYTAI EFYNASFNRLKLSS 19
-------------------------------------------- MAEVRVDSLEFFKSHW 16
----------------------------------------- MKLSETLKI DYFRVQLNAW 19
------------------------------------------- MLAAETVDFFRVQSI CL 17
----------------------------------------- MEKQEDFKLNTHSAVYYHW 19
-------------------------------------- MGKRKESI DERI RNFMVQKMWL 22
------------------------------------ MHTSESKKYSKDYEWAVRLNRFSL 24
---------------------------------------- LRGLYSVWGVNYDAVI ECMP 20
------------------------------------------- MAHNLDVDLTEFVRFNI 17
-------------------------------------- NDPPTDELVRFESFI RVPEI FF 22
------------------------------------------- VDI PKFEELLKQ KMNF 17
------------------------------------- MLRPTSEDDQTLLI NFRLLERVL 23
--------------------------------------- MGFM QDYDLRNAFSLERKLM 21
------------------------------------------- MDEEFL| GTFETEKKFL 17
------------------------------------ MBAMSTVI VSGEMFDLFSPVLYLS 24
------------------------------------------------- MDLTAG ESFN 11
-------------------------- MYYLEQLRALVRRYLERRSPDPRI QHTFI VQSI N 34
------------------------------------------- MRWRKDETGLHTPQCTV 17
------------------------- MFHPSRWVAKCRVWY AATFKFSADADYFFLVQPLC 35
------------------------------------------------ MGRLFQLQEYCL 12
--------------------------------- MTNHLEKQ KLKKI NSNKHLQNNLSI | 27
----------------------------------- MRRP| SSYVELFYDKNVI SWBKRLL 25
-------------------------------------------- MATFLLYKTEMLDLI K 16
--------------------------------------------------- MVESTVTRL 9

---------------------------------------- NKKPFNKSI DYYI LPNKI FC 20
--------------------------------------- MBNQTNTMNI RNYI FI NQLVL 21
--------------------------------------------- MBLSGSSVFRHLFLL 15
------------------------------------------- MVRLSFEETLRNTNLM. 17
----------------------------------------------- MDASYFAVQRRAL 13
--------------------------------------- M_KMAKVEPVERYCKVI RM R 21
----------------------------------------- MBTSESPSSRFRELSKY! N 19
----------------------------------------- MKRLMDI MQEDVWKFHARLR 19
---------------------------------------------- MVDETYLQFFVKSF 14
---------------------------------- MELKEEW LPDVWYANPLLKRTLLGL 26
---------------------------------- MFKVKDLLLSPTTFEDPI FGTHLRYF 26
---------------------------- MARLVLHEVRYVLMANL Y SRGVATKI QNSPI - 32
-------------------------------- MBALVHLAKDHI QRI ADGGQFVI VNGVD 28
---------------------------------- MFSASAEMEWFRQQRHAI CHLREGSD 26
----------------------------------------- MBKLI EVFLGNLWIQRFTF 19
----------------------------------------- MFYSYPYKALSFPI QCVW. 19
---------------------------------------- MGEFRNEEYDQLI KPI M TG 20



Anel Or 141
Agan(r 52
Aganr 36
Agan(Or 25
Agan(r 45
TcasOr 3
Drel Or 88a
Agan(r 22
Drel Or 49a
Dmrel Or 85f
Anel Or 119
Dmel Or 63a
Drel Or 67b
Bnor Or 21
Bnor Or 11
Bnor Or 12
Aganm(Or 33
HirOol
HirOrs
TcasOr1
TcasOr 2

TcasOr 16
Anmel O 2
Aganr 7
AaegOr7
Drel Or 83b
Bnor Or 2
Bnor Or 2a
HvirOr2
Agan(r 56
Agan(Or 57
Agan(r 26
Agan(Or 27
HirOor9
HirOor7
Drel Or 85b
Dmel Or 85¢
Drel Or 85d
Dmel Or67a
Drel Or 67¢
Dmel Or 92a
Drel Or 69a
Dmel Or 69b
TcasOr 6
TcasOr 11
Agan(r 41
Agan(r 42
Agan(r 43
Agan(r 44
Agan(r 66
Agan(r 67
Agan(r 72
Aganmr 73
AganOr 71
Aganx 74
AganOr 70
Aganm(r 69
TcasOr 9
TcasOr 18
Dmel Or 83a
Drel Or 85e
TcasOr 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anel Or 168
Anmel Or 170

--------------------------------------- M DEKTKREFDKT! DLNLFLL
-------------------------------------------- SLTPTDAGVQLQTERL
----------------------------- MQT GGVL SRVRRAL GRFYVERDFFRPYEI LL
-------------------------------------------- MEQEI NQ | SFLRRPL
------------------------------------------- MPRATSNSAANLERLVI
--------------------------------------- MBKSEKI HTLATYFDSNI AFL
----------------------------------- MKPTEI KKPYRVEEFLRPQUFQEVA
------------------------------------------ MFSLGKSHQYLEL SYNRI
------------------------------------------ NEKLRSYEDFI FNANMVF
----------------------------------------- MEPVQYSYEDFARLPTTVF
---------------------------------- HTQRDTSE! TYSHDTATSRKLFYLL
----------------------------------- MYSPEEAAELKRRNYRSI REM RLS

25

-------------------------------------- MQDQLDHEL ERI DKLPKLGLLW 22
---------------------------------------- MBNYVFKPFHETYRI | TFTM 20

----------------------------------------- MBVSNLKFEAL FKPTTVSL
---------------------------------- MHEFVI NVQNETTKLYDQLNI | LYI L
----------------------------------------- MCI LAGLLL TLAKKWHCVL
----------------------------------------- MGPTSLKRNVEFW PVKKN
-------------------------------------------- MSGHRSVTARLAGTI F
-------------------------------------------- MNNSRPANCTHRPKL S
----------------------------------- MFKTVTREKVFQKFTSSI RMLLI QG

HFMLNYHADNSGALHTLRL - - GYCCVHLVFVLVQYGCNFVNLVL- - - - - - ERCGDVNDLAA
HFMENYYTDSS- TKHI HKI - - - YCI VHLVLI LMQFGFCGA NLMM - - - - - ESEDVDDLTA
HFLFRYVTGPI - - - - LI RK- - VYSWATLAWLI QFFAI LGNLAT- - - - - - NADDVNELTA
HFLFRYVNGPV- - - - LI RK- - LYSWANLI M LLQYFAI MGNLVM - - - - - NTCGDVNELTA
LFMHANFTGGSA- - - - FMKK- - VYSSVHLVFLLMQFTFI LVNVAL- - - - - - NAEEVNEL SG
HFLFNYHADTSGWMLLRK- - | YSSAHAVLI VWHYI CM3 NVAQ- - - - - - YKDEVNELTA
HFLFNYHADTSGWNMLLRK- - | YSSAHAVLI VWHYI CM3 NVAQ- - - - - - YKDEVNELTA
HFLFNYHSENAGVBNLLRK- - | YASTHAI LI FI HYACME NVAK- - - - - - YSDEVNELTA
- - FWNDSPAOR- - - - - | PS- - LGLLVTAI YPLI WLI PSW.FLVS- - - - - - SQDNI TRFMK
- - FMWDSPGQR- - - - - | PS- - FGLLVTAI YPLI W.I PSW.FLVS- - - - - - SCQDNI TRFMK
- - LWNESSAOR- - - - - MST- - FGVLLI AVFPI MALI PSW.FI VS- - - - - - SQDNI KRLIMK
- - FWBKTTGQR- - - - - I SV--1 GLLAVI LYLLAW.| PNWLFI VS- - - - - - SCQDNI TRLI K
HLESKDTTKTFI ERSRSHR- - LYFAHFFSLNLEVWAQ LWLEA- - - - VI TRKSFVEI TR
- MNI KNKI VTPLDTI KYRW - LYTLNFLVVFSAI | GSVYYVI LG - - - | KQGKNFI EVTS
I RPYTNGEESKMNKLI FHI - - VFWENVI NLSFVGLFESI YVYSA- - - - FNDN- KFLEAVT
| EPYTI DSRSKKASLWSHL - - LFWANVI NLSVI VFCEI LYLGVA- - - - YSDG- KFI DAVT
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26
19
19
16
16
25

76
74
74
59
76
77
7
77
69
69
69
69
75
53
69
68

MVAYDHKYSQKWKEVLLHW - TFI AQWNLNTVLI SELI YVFLA- - - - | GKGSNFLEATM 90

| DPYETG- - - RKRTI WFQ - - YFALNVFNMVFSFYAEVATLVDR: - - - LRDNENFLESCI

EDI YAHRSTNPLKSLLFKI - - YLYAGFI NFNLLVI GELVFFYNS- - - - | QDFETI RLAI A
EDL YSDRDPNVI RRYLLRF- - YLVLGFLNFNAYWGE! AYFI VH- - - - | MSTTTLLEATA
YQMKGRPTERQFYASEQR! - - VFLLGTI CQ FQl TGVLI YWYCNGRLATETGTFVAQLSE
YTVNGRRSLEVKRNLAKRI - - | FWLGAVNLVYHNI GCVMYGYFGDGRTKDP! AYLAELAS
-------------- MBPHD- - SGTFARI RKI FSI LVYTSTWLSMAELFFNYKDLETVI R
VKFTEPLEFLNVWGLNPEN- - CSNFSLFRRVI SLGFFLWI TLGLLELLLHFEGLETCSR
RLI KRQRLLLKLI Gl DSYD- - PAFRI HSLTFM_.VCLAL TFFVI SLYDLYLFRDDLFNFVY
AWAWONRVLAL FGCYMYL - - GKERVSYRI VPl CFMACSFVL L SLYSAVQARGNVGQAVL
YNLHLI RWEASFVGLDI MA- - PNYKPNI LTFLAFFGLSI SLI GEVYTVWFWPI LDKLMVE
YNLHLI RWEASFVGLDI MA- - PNYKPNI LTFLAFFGLSI SLI GEVYTVW YWPNL VKL VE
QFERYI RTLCNI | GFDVMT- - ETWKKSYRTYMBI FLCSQYLI LM/YSLI | AS- DTFELFK
QFERYLRTLCKI | GFDVMT- - ETWKKSYQTYMSI LLCSQYFI LMYSLI | AS- DTFELFK
KLMKSLI VYSKVAGVE! WI- - APGKFVPASYYVSFH TVYFVSTVWILRKY! DDPI HVVK
KLMKSLI VCSKVAGVEMAT - - APGKLKPASYYVSFHI TVYFVSTVWILRKY! DDPI HMVK
KLMKSLI VYSKVAGVELWI - - APGKFTPASYYVSFH TVYFASTVWILRKY! DDPI RMVK
KLMKSLI VYSKVAGVEI WI- - APGKFTPASYYVSFH TVYFASTVWILRKY! DDPI HTVK
KLLKYL| VYSKVPGVEMAT - - APGKFKPASYYVSFHI | VYFVSTVWILKKYSDDP! HVIVK
QLLQPLI FYSKGVGVEI WI- - APGKFVPASYYLSLHVAI YESSTVFTLI KYSDDTLHMVK
YLTGATFTLKCAVLYPI DS- - NNPKI KKI LYAVWA - - - - - FFI LTFVTGFI QCFVFVCI

YYVNGS- GVLAVLVRFCDL- - TYELFNYFVSVHI AG- - - - - LYI CTI YI NYGQGDLDFFV
RLPKWAPKRLEM GKVLPK- - AYCSMVI FTSLHLGV- - - - - LFTKTTLDVLPTGELQAI T
FFLKWSFMAPTKSEEFRTS- - KGLYFRLLAFVI | SGLTFTAM VVHLLKSVEAGDYDI SE
YYLKLSLMAPLKREEFKSS- - KGLYLRLLVFVI | SGSTFTAM FVHL YKSLKVGSYDVSE
DFGRFRHHPHI RSAGFDAP- - - - - - = = === oo oo oo LEAVEEG- MDI SE
El MKYLQLWPQNEHTNLRR- - RFCFVI LLCSPLTLG - - - - LAAHLI VCI KDNLDVELSA
EVIVKYLQLWPQNERTNLRR:- - RYFI VI FLCSPLHLG- - - - - LATHLVWCLKDNLDVDLSA
NVVSGNFLPMINI NEKSSV- - | SKI YEVI VW | QLM - - - - YLASCTLGLFNVSVERALK
NMVSGNFLPMINI NEKLST- - | LKI YFWAW | ELI - - - - - YVAASFLGLFNVSGEKALK
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81
81
86



Anel Or 169
Dmel Or 65b
Drel Or 65¢
Dmel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
Agan(r 9
Agan(r 65
Bnor Or 6
Bnor Or 10
Agan(r 34
Agan(Or 37
Drel Or 94a
Dmel Or 94b
Drel Or 71a
Dmel Or 46a
Drel Or 46b
HvirOr8
Bnor Or 8
Anmel Or 68
Anel Or 69
Amel O 70
Amrel O 71
Anel Or 72
Dmel Or 19a
Drel Or 19b
Dmel Or 33a
Drel Or 33b
Dmel Or 22a
Drel Or 22b
Dmel Or42b
Drel Or 59b
Dmel Or 59c¢
Drel Or 98a
Dmel Or42a
Drel Or 85a
Dmel Or 43b
Aganr 2
Agan(Or 10
Drel Or 30a
Dmel Or 49b
Drel Or 43a
Agan(Or 32
Agan(r 35
Dmel Or47a
Drel Or 98b
Dmel Or 9a
Agan(r 38
Aganm(Or 39
Dmel Or 24a
Drel Or 45b
Amel O 74
Anel Or 86
Amel O 75
Anel Or 84
Amel Or 87
Anel Or 76
Anmel Or 85
Anel Or 88
Amel Or 91
Anel Or 92
Anmel Or 95
Anel Or 93
Amel Or 77
Anel Or 94
Amel Or 96
Anel Or 79
Amel Or 83

NAVSGNI LPI TDIMKKRLSI - - VLKI YSI LVWIT ELS- - - - - YLAACI LGLFNVSRERALK
KAMALFTTTE------- ER- - LLPYRSKWHTLVYI QWI FFASMSFGL. TESMEDHVOMGR
KAMFLYTTSK- - - - - - - ER- - QWPYRSSVHTLVI | QATVCFLTMCYGVTESL CDKVQVGR
KALGFYMNSE- - - - - - - QR- - RLPRI VAWQYFVSI QLATALASLFYA SESI GDI VNLGR
KI LGLWPKG- - - - - DETYK- - LNFYTLYAVFGVI GLLCAHSFVQ FNI YFI VDDLEAFTS
KI VALWPD- - - - - - SEDYK- - FDFYALHASVW.STLLVASTFFQG NI | FI LDDVKALTG
QLA D LP----- VESVP- - ONLFYTYTALI | S- TMCLFTI AEFLDMWLNYED!I YRLTF
QL&D LP----- NERI P- - QTLFYTYSVLLI A- TWVFTTAECLDLVLNYEDI YKLTF

RVFYAWPDEH- - - - - LEKS- - ALWAYRAKGVLFRVFFI YLSAATQLAYNFTVTSREELFA

RMFYAWPDEQS- - - - LAPN- - ALWWRAKGVLFRTFFI YLSAAAQLAYNFTVTSREELFA
GWWPVEKTSLF- - - - SVI Y- - RSI MLSSQFCFLVFNG YI GLMAG- - - - - - - - DLKAVSD
AMARSFEKPI P- - - - LKVY- - MAFI MTTQYLFLI FEI | YI VNWAG- - - - - - - - DVAEVSE
KVCGFFNAP- - - - - - - VPK- - SVAYRVYCYAFYSCI MAVYLFVLLLNVFVPQPFEQRVFF
KICALYNG ------- KPQ - TTRYRVYRAVFNI FLMWYLFTLSLNVFVMOTFEQLVLY

QLFCLWPWELKSEEEWTFT- - GFVKRNYRFLLHLPI TFTFI GLMALEAFI SSNLEQAG- Q
RW GLLKWENEGED- - GVL- - TWLKRI YPFVLHLPLTFTY! ALMAYEAI TSSDFEEAG- Q

KWARLWPR- - - - KESVSTP- - DWTN- WQAYALHVPFTFLFVLLLW.EAI KSRDI QHTA- D
SLWPQ ERR- - - - - - - WRI - - | HQYNYVHVI VFW/LLFDLLLVL- - HVMVANLSYMSEVVK
GWLPTWA- - - - - - - ADH- - QRRFQSMRFGFI LVI LFI MLLLFSFEMLNNI SQVREI LK
KFLAI WPCK- - - - - - - - DF- - TRRYKYYTVAFLTAYFI | FM LFTI NLFFLPKQLDI FI E
KMFGE WADR- - - - - - - - KS- - SKTYKYYSFVFLFI TLI MYNSLLAI NLLYTPLKI ELLI R
TI CGCRMPSS- - - - CRTSY- - KRMLYI LYATFVLLLLYSFCI SQFLNVI | NVRTADELCN
TSCACWRPP- - - - - FLSPL- - KNFAYTVYYCYVI LLI YGATFCQFVDLLLI VETEDEFCD

SVCGECMPPTS- - - - VKSSF- - KKSLYNI YTCVI WLLI LSLVSTQ LD | I NVKNKNEFI E
ALCCCFPPSS- - - - WITRL- - KRYLYKI YAVFSFVALNSFLLSQ LDWYNVKGTDDFSD
VATGYFLSPK- - - - | KSPR- - KRFLYNVYTVVWWTLFLLSFLLTLI MQ VFNVRTADEL SE
Rl FRI M3 HPPGKRTFWGER- - HYTAYSMWANVTFHI Cl W/SFSVN- - - LLQSNSLETFCE
Rl FRI M3 HPPGKRTFWGR- - HYTAYSMWWVTFHI Cl WSFSVN- - - LLQSNSLETFCE
LYWRLLGVEG - - - DYPFR- - RLVDFTI TSFI T- - | LFPVHLI LG - - MYKKPQ - QVFR
LYWHLLGLES- - - - NFFLN- - RLLDLVI Tl FVT- - | WPI HLI LG - - LFMERSLGDVCK
RVMASFGW TEPENKRW L- - PYKLW.AFVNI VMLI LLPI SI SI EYLHRFKTFSAGEFLS
RVMASFGW TVPENKRWDL - - HYKLWSTFVTLLI FI LLPI SVSVEY! QRFKTFSAGEFLS
RAMKFI GW LPPKQGVLRY- - VYLTWILMTFVWACTTYLPLGFLGSYMIQ KSFSPGEFLT
RAMALI GW | PPKEGVLRY- - VYLFWI CVPFAFGVFYLPVGHI | SYVQEFKNFTPGEFLT
Rl AFFLGW TPPKGALLRW - | YSLWILTTMALG VYLPLGLSLTYVKHFDRFTPTEFLT
YGVFCMGW HTP- - ATHKI - - 1 YYI TSCLI FAWCAVYLPI G | | SFKTDI NTFTPNELLT
RCVFLMGV- RKPP- AKFFV- - AYVLWSFALNFCSTFYQPI GFLTGYI SHLSEFSPGEFLT
RSI DOVGARL PPRTKPYWV - LYYl WILVVI VLVFI FI PYGLI MTG KEFKNFTTTDLFT

ETLRNSGL- - - NLKNDFQ@ - - GRKI WRVFSFTYNWI LPVSFPI NYVI HLAEFPPELLLQ
RWLFWSYLRRP- - - - - - - - - - - - - RLSRFLVGCI PVAVLNVFQFLKLYSSWGDVSEL| |

RWRFWEFVLVH- - - - - - - - - - - - - NRRY! S- 1 | PVTALNVFMFADL YRAVWGNI EEVI |

KLMKFWBYLFVH- - - - - - - - - - - - - NVRRYVA- MTPYI | | NCTQYVDI YLSTESLDFI | R
KI LRFWALLYDK- - - - --------- NLRRYVC- | GLASFH FTQ VYMVSTNEGLTA | R
RMARHLAVLYPTPG- - - - ------- SSVWRKFAFVLPVTAMNL MOFVYLLRMAGDL PAFI L
RLI RFCGVWEQPSLKNN- - - - - - - VRCLFAFI LLCSFGPL- - HYWWLAKTPVLDLVVTCE
WYLRYCGVFREKSALGG: - - - - - - I RLSVCLGVLVWVFMWL- - QSI YI FQH VHHFAM CD
ALLGFDLFSENREMKR- - - - - - - PYRAMN- VFSI AAI FP- - FI LAAVLHNVWKNVLLLAD
RLLGLELLHEQDVGHRY- - - - - - - PWRSI CClI LSVASFMP- - LTI AFGLQNVONVEQLTD
RCM3 DLWSP- TMANDR- - - - - - - PW.TFVTMGPLFLFW- - PMFLAAHEY| TQVSLLSD
LI FGCWPPDRLTRRWYV- - - - - - - KVLI AVNLI TLAI CI VGEFRYCLYAYRNGSLI ETI E
LI FGWWPADRLVRPWYV- - - - - - - KVLI Al NLATLAI CMVGEFLHGLYAYQEGDLSESI E
SLI GFYPEQ - KRTVLV- - - - - - - KLWSFFNFFI LTYGCYAEAYYG HYI PI N- | ATALD
GLLGLRF&XK- - EQSW.H- - - - - - - LLWLVFNFVNLAHCCQAEFVFGASHLRTS- PVDAND
KSAG W/I GNDAEERQ- -------- RKFAVFYTLAALI YA YVNAVDI YHNL DNLAHCVF
KLTGYWWIVNDGEKRR- - - - - - - - - RRI AMAYTFVI QVYCGLYLNI GDI YHSWDDL SHCI F
KI VLWL ATDRNEQRQ- - - - ---- - RDFALI YTVGTLFI SI Cl AFRDI YYSWGNFSNSVF
Kl VGLWLAADRDEQRR- - - - - - - - - RDFALI YTVGALFI | VCI GFRDI YFTWGNFSDSVY
Kl VLWL AKNEQECQRK- - - - - - - - - RRLTLMYTVI Al LFGYWWQFRDFYYSWPNFGNCAY
KI AGFWTSTNYVEERR- - - - - - - - - RNVTMSYTLFAI LFAATTEARDL YFSWGNFSDSI Y
KI VGFW ASNYVEERR- - - - - - - - - RNLTI SYTFFAI FFAMATEARDL YFSWENFGDSI L
KVAGFW/ANNYAEKRR- - - - - - - - - RNVAMFVTI FFAFMG SI EGRDL YFAWGDFEDSI F
KLVGLWVAADQYECRL- - - - - --- - RNI SVTYNLVAI LFALYLQTTDI YYSWGNFSACLF
KFVGE WWX- - QYQQRM - - - - - - - - RNI \WVAYNVI Al FFALW QTVDMYHSWGNI RACLF
KLM3 WANDQSEKYV- - - - - - - - - RNVTI LYSI | ALLFGLW.Q TDMYYSWGDFSECI F
KLVE WAGNGZEX------------- | TLFTAI | FSGYNLZ- - - - - MYFI LGDFSACLF
KLVGLWAKNRRECRA- - - - - - - - - RKFALI YTVAAMLFALW EFTDFYYSFGDFSTCLF
RWGFW.ASSRLEEWF- - - - - - - - - GNATVMWYSI | Tl | FSMAWQVRGL YFSWEDFGVCTF
RWG-W.TTSRLEEWF- - - - - - - - - Rl GWGYTI LAl TFSAWQ RGLYFNWGDFSACTY
KNVGYWWBHDPGEQRR- - - - - - - - - MRMLLVCTVWWLLLG VI NTRDLYFTMLYNGDI LY
KNVGYWWPDNSDECRR- - - - - - - - - MKMLFLYTI WMLFCGTI | STRDLYFTLLYNGDI LY
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66
66
97
70
69
74
72
89
92
67
66
69
81
75
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68
68
68
66
68
65
64
65
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71
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67
85

82
60
59
64
58
62
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74



Anel Or 80
Anel O 81
Anel Or 82
Anel Or 78
Anel Or 89
Anel Or 90
Amel Or 142
Anel O 146
Amel Or 148
Anel O 158
Amel Or 147
Anel O 150
Amel Or 151
Anel O 152
Anmel Or 154
Anel O 155
Amel Or 157
Anel O 156
Amel Or 153
Anel O 144
Amel Or 145
Anel O 143
Anel O 1
Anel O 3
Anel O 6
Anmel Or 7
Anel O 4
Anmel Or 5
Anel O 8
Anel O 9
Anel O 11
Anel Or 12
Anel O 10
Amrel O 14
Anel O 15
Anel Or 13
Anel O 16
Amel Or 17
Anel Or 18
Anel Or 19
Anel O 22
Anel Or 24
Anel O 20
Anel Or 25
Anel O 29
Anel Or 30
Anel O 21
Anel Or 23
Anel Or 35
Anel Or 27
Anel Or 28
Anel O 33
Anel Or 34
Anel Or 32
Anel Or 31
Anel Or 36
Anel Or 37
Anel Or 38
Anel Or 39
Anel O 47
Anel Or 48
Anel O 40
Anel Or 43
Anel O 45
Amrel O 41
Anel Or 42
Amel O 44
Anel O 46
Anel Or 49
Anel O 50

KNVG WWBDNPNEQRR- - - - - - - - - | KMLFLYTI WNLLFGTVVNSRDLYFTLLYDGDI LY 69
KNVGYW SDNPSECRW - - - - - - - - RNMLLGYTTW LLSGA | | NGRDLYFTLLYNGDI LY 69
KNVGYWWESDNPNEQRQ- - - - - - - - - | KMLLI NTTW LLSG VI NGRDLYFTLLYHGDI LY 69
RNI GLWVBDDPGECQRR- - - - - - - - - MRI LLVYTVW LLLGM | NGRDLYFTFLYNGDI LY 69
KNVGLWASNDPGHERR- - - - - - - - - RKVI LVYTMACVTLSSWVI | RDVYFTWFYNGDI LY 69
RSI GLW GDGSTNERR- - - - - - - - - RKGVLAYTI WCTFFSTI | SSRDLYFTW YNGDI LY 67
ALTCSWPPSPLATKAQ--------- HLFFNALWCI AFLTSVMLFLPLLAAI YVYRKHPVI 69
SLSCCWPLPSTATKLQ - ------- TRCFKI | RSLLFLNSLLLFFPLLYFVYVNRNDNTT 69
ALSLCWPLPASSTRKQ--------- | VCI KI LQ GAl | SAFMVLLPLI YAl HLNI HNLI N 69
ALSFCWPLHI NSTRKQ- -------- I MYI KI LQI SAVWNAFMVLLPLI YTI HLNVHNLI N 69
ALSLCWPLPI NSTRKQ--------- | VCWKI LQ GAIl | SAFM LLPLI YTI YLNLDNLNI 69
Al TFCWPLPANSTKI Q- -------- VFMFKTLQ | SI I NAFI LLLPLLYSVYLHFDDI VI 69
ALTLCWPLPANNGKI Q- -------- VFMFKALQ | SI 1 NAFI LLLPLLYSVYLHFDDVI | 69
Al TFCWPI SLNSSKTQ- - ------- VFI FKI LQ I SI I NVFMLLLPLLYSVYLHFNDI |1 69
Al CCCWPRPFNSTKNQ- - - - - - - - - | FAFKVLQ STI | SAFMVFLPLLYSI YLHNDNI | H 69
Al CFCWPYPLNSSRNQ- - - - ----- I FGFKVLQ STMWSACI MLLPLLYSI YLHNDDVI H 69
AMIFCWPLPPDTARKR- - - - - - - - - | VGWKVLLI | SI VNGCAVI LPMLYW HLHLDDI | S 68
ALCFCWPVSANTSRNQ- - ------- Il VFRFFQ FTI | SSCLGSLPMFHSI YLHQDDI VI 69
AL- - CWPLSUNSCKTQ--------- VFI FKMLQ | SI VSACMLLLLSSYSI YFX- HGQCR 66
TFTCTWPlI NPKDSKKY- - - - - - - - - I RNI LWIFTI LNVI FLTI SLMLAI FHFRSNI PK 70
TFTCAWPI NPNDSKTY- - - - - - - - - I 11 RNI LW FTI LNVI FLAI SM FAI FHFRSDI PK 70
TFTCTWPI NPNI SKRR- - - - - - - - - I'1 FRNI FW FSI LNVI LLMITSLMLAVWYFRNDI LM 65
TLI G WPRRNTFI D- - - - - - - NVKFYVQ G VFFLMCFLLLPHVI YTYFDCE- NLTKYMK 79
TWGE WPRRNTFSN- - - - - - - NVKFYVOTTI VFFLMCFLLLPHVI YTYFDCE- NLTKYMK 84
Kl I GAWPI LI ESSL- SS- - - - KI QKWFI | SFSI SLQVCI VWPCI LVMFLKEK- NGRRKI N 72
Kl I GAWPI VI ESSL- SS- - - - KI RKWFI | SFSI SLOVCI VWWPCI LVMFLKEK- NGRRKI N 72
Kl | GAWPI Al ESSL- GS- - - - KI QKWFI | SFYLFLQ Cl VAPCI LDVFLKEK- NGSRRI N 74
Kl VGW\PI Pl GSPL- SS- - - - KI RNWFI TFFSLFLQ Cl VGPCI LVMFLKEK- NGKRKI N 74
RMLGYWPLNVPSSA- FS- - - - KI LNSFTI FFSYLLPLI VLI PGLLYVFLKER- NGRRKVK 76
KMVGCWPLNI PSST- FS- - - - KI FNAFI | FI SYLLSLI VLVPGLLYLFLKEK- NGRRKI K 76
RTLGYWPL- VSPSA- FT- - - - KFENSFTI FTLYFLELI VLI PGLLYV- LQVK- NPRTKI K 74
RMLGYWPL SVSSSA- FA- - - - KI SNYFI | FLSYLLTLI FMVPGLLYI FLKVK- NGRSRI K 76
RMLGHWPLSVSSSA- FS- - - - KI LNSFI | FI SYLLQM WVI PSLLYVI LKEK- NPKKKI K 76
RI LGAWPNRVSSST- LS- - - - KI FNWYLI FTCYTLQLI VLVPGFLHVFLKEK- NGRKKMK 76
GKLGAWPNRATSSTSFS- - - - RTRNCI LI FMCYSVQLI | LI PGLLHFFLKEK- DSRKKVK 77
Kl LGAWP- KSSPSSVLS- - - - TI LKCCLI SI CYLI QLMVLI PA LYI FLKEA- NLGCGKI K 68
ATl GAWPI SSSTSF- FL- - - - KALQRLGHI FTYFLFFLI M PTLAYVFLKEK- NSKVRLK 79
GM GAWPI SPSTSF- LL- - - - KVLQRLRHI FTYFLFFLI M PTLMYVFLKEK- NNKVRLK 79
RTI GTWPRSPDHSWLE- - - - - TLEHVCLNLFCYELLAFI LI PCSI YI | LEI K- DFYNQLK 86
RTI GTWPKSLDRSWLE- - - - - TI EHVCLCFLNYVLLAFI LI PGVMYFLLEMK- DFYDQWK 86
KPI GLWPNSSTI STTG- - - - - KYLYRLI NVI CYSLI SFLSI PCSLYVI LEVE- DI YNRI K 87
KPI GLWPNSSTI STTG- - - - - KYLYRLI NVI CYSLI SFLSI PCSLYVI LEVE- DI YNRI K 79
KPMGELWPNS- - - YTSK- - - - - DYPYWLI NI VCYCLI SFLFI PCTLYLFLEI E- DFYGKLK 85
TPI GAWPNLRK- SRI G- - - - - KCYSLLI SI | CYAl GFMLVSCSMFLMVEI K- KVYNRI K 80
TPl GAWPNLRK- SRl G- - - - - KCYSLLI SI'I CYSLI GFMLVSCSI FLMVEI N- NI YNKLK 81
KSLGTWPNLRE- SRI G- - - - - KCYSVLI G VCYGLI SFMLTSSNMFLWEVK- DTYNRI K 81
KM GLWPI FDKI STI H- - - - - KFLRVMLYNTI CYCLLMFM VLGAMYI AFEVK- NI YDGLK 79
KM GLWPI FDKSSTI H- - - - - KYLQALYNVI CYSLI MFI 1 | SGW Yl SLEVE- NI YDRLK 79
KAl G WPLSLCVTTTE- - - - - KI HSVI LTLI SI FLI GFLLVPCTLCTLLDKTGDLDTKI K 82
KPI GAWPLFSTTTKFE- - - - - KTVSLI LN | CYAI VI LCATPSLMQ | LAEE- SFYLKLK 80
KPI GAWPSFPSTTKHE- - - - - RI I SFLLNVSCYSSLLFTLI PCLLHMLLEDE- SFYLKMK 81
KSI GTWPLSPSTTKLE- - - - - KTl SFLLI I CCYCFI CFTVI PCLLHI | LGDD- SFREKLK 82
KSI GAWPSFSSTTKLE- - - - - Kl I SFVLI | CCYCFI CFTVI PCLLHVI LEDD- SFHEKLK 82
KPI GAWPPSPSTTKLE- - - - - KI'1 SI VLI I CCYSSI CFTVI PCLLHVM_EDE- SFRDKLK 81
KPI GAWPSSSSSSKLE- - - - - Rl VSFFLI VLCYGFI LFTVI PSLFHI VLEDE- NLHWKLK 81
KTl GWAPLPSSTSKFE- - - - - KI TTRI LI LFCWIT AVLDTTSGLLHFVLVKE- DI | | KLK 81
KTl GW\WPLPSSTSKFE- - - - - KI MTRI LI LFCW | ALFDAI SGLLHFVLVKE- DI | | KLK 82
KTl GW\PLPSSTSKFE- - - - - KI VTRI LI I VCSI | TLFVI | PSMLHFI LVKE- DI | SKLK 82
KTl GWAWPLPSSTSKLE- - - - - KI MTRI LI LFCW TTLFVTI SSLLHFTLVKE- DI | | KLK 82
KTl GW\PLPSSSSKLE- - - - - KI'l TKI LI FLYW | VLFI | | TSLLHFI LVKE- DI VSKLK 81
KM GW\PLPSFTSKFE- - - - - KI MTKI LI FFYW | LLFI | LASSLHFLFVKE- DI VSKLK 81
KTl GWAPLPSSTTKFE- - - - - KI MIKI LI FLCW | ALFVI TSSLLHFTLVKE- DI | SKLK 81
KTl GWWPLPSSTSKLE- - - - - KI MTKI LI FLCW | ALFVI | SSLLYFALVKE- DI | SKLK 82
KTl GYW\PLSSSSSKFE- - - - - KI MIKI LI FLCCI | ALFVI | PSLLHFTLVKE- DI | SKLK 81
KTl GWWPFTSTTSKFE- - - - - KI MTKI LI'I VCSI | ALFVTVPSMLHFI LVKE- DI | TKLK 81
KTl GWAPFTSTTSKFE- - - - - KI MIKI LI I VCSI | ALFVTI PSMLHFI LVKE- DI | TKLK 81
KTl GCWPLTSTTSKFE- - - - - KI MTKI LI LLCW | ALFVTTLSLLHFI LVKE- DI | TKLK 81
KPI GAWPI SLCTTRNE- - - - - KI'l SKI LI'I VOWSLSLFTLI PGLLHFI LEKE- DTYLKLK 81
KPI GAWPASFYKSRI E- - - - - KI VSKI LI VI CW SSLFTLI PGVLHFFLEKE- DI YVKLK 81
KPLGAWPASSSTTKME- - - - - RI1 SQ LI'VICWCI I LFTVI PA LYI LFVKQ DI YVKLK 81
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KPI GAWPNLTKATRTE- - - - - KLLVKLLNFI CHSLI | FTVMPCI MYl FYEDE- SLKTRWK 85
KPI GW\PLI YNQTSRFE- - - - QLI SI | LMGTCFSSLLFI | LPSGHHI LFVEK- NLHVKVK 88
KPI GWWPLI SNQTNKFE- - - - QLVSI | LM TCFSSLLFI | LPSGHHYFFVEK- NLNWKVK 88
KPI GWAPFVYDRTSRFE- - - - QLI SI | LMATCFSSLLFI | LPSGHHI FFVEK- DVHLKVK 86
KPLG YYFI YNQANKFE- - - - KI LSI | LI LI CFFI | QFVI VPFGYYI LFYEK- DIMNTKI K 86
ISIGWPTVLKNI G- - - - - - - KFLPKI VI G NNLMCFFI LI QSALHI | LEQK- DTLLRLK 84
ASI G WPTVLKNI G- - - - - - - KI LPKI VI GFNNLLCFFTLTQSALHI | LEQK- DTLLRLK 84
TCI G WPl | LKNI N- - - - - - - Kl LPKI VI G NNLLCSFI LI QSALHI | YEEK- DVLLRLK 84
NSI G WPTVLKGE D------- EYLPKI Al ALSNLVLSFTVI QCVLHI LLEQK- DPI LRLK 84
KSI G WPSI FKDVS- - - - - - - KFLPKI MFGLCNFVLFFAI | PCI LYI VI EEN- DTM RFK 85
KSI G WPI | LKDVA- - - - - - - KFLPKI VI G SNFVLLFAI | PCI LYI | LEEK- NNLI KLK 85
KSI G WPSVLKSVS- - - - - - - RFLPKI MFGFNNFVLLFSVI PCI LYl VYEEK- NI M KFK 85
WPVGTWPLQVF- - - - - - - - - - NTFSI | RATFSTFLLLLM.TI LQVELYLDSS- NPEYNLD 73
WPLGTWPLQVF- - - - - - ---- NTFSI | RAMFSTFLVLLM_AI LQVELYLDRS- NAENNLD 69
WPVGTWPFQVY- - - - - - - - - - DI FSLTRTI FSI SLLLLM Al VQVELYLDRT- DAENNLD 69
WPVGTWPFQVY- - - - - - - - - - DTFSLTRTI FSI SLLLLM | | VQVELYLDRT- NAENNLD 69
WPVGTWPFQVH- - - - - - - - - - El FSI SRTI FSI SLLLLMVI LQVELYLDRS- NAENNLD 69
KFI G WPEERKWNQAS- - - - - - NYLVLI PFLM LCFI CAPQTI NLTI | SNDFNLVI ENLS 55
TLLGVYPEPRKMSRNSRLM - SSLI FWFTTLVTFTFI CAPQTANLI LKSTSLDEVI ENLS 70
Rl FG WPDSPYPKLKI - - - - - ---- | TW I | LPTFLVFQYWYCI THI KLG- LI DLLDA.S 60
RLI GAWPNSSCQ) LKY--------- | MATT VMBI FLI FQYSYCI | HI KTATLI DI LDCLS 66
RLI GWWPYSSYRI MR- - - - - - - - - I FWI'T | MOGNSTVFQLWYCI SYFKTADLFDLLDG T 65
HFAG WPGTPFPYLHK- - - - - - - - - LOALAAI AALQSYQYRY! VMHYKSDNLIVSI | DNLS 66
YFAASWPGASFSI LHK- - - - - - - - - FFWI'1 | FCTLHI SQYSYLI MHYKYDALTEI | DNI S 66
RLI G WPKSSYEI | VR- - - ------ FMAYI | MVCAQI FQYQYI | NHI G-FDNLADL| DSVS 66
LNH FWPLDPSTGKWER- - - - YLDKVLAVAMSL VFMOHNDAEL RYLRFEASNRNLDAFLT 80
LNHVAWPL EAESGRWIV- - - - FLDRLM FLGFLVFCEHNEVDFHYL- - | ANRQDVDNMLT 81
TI AGLWGEDRSQRY-- - ----------- RFYLI - FSYFCAMVWLPKVLFGYPD- - LEVAVR 83
RFVALWCERRYRY- - - - - - - - - - - - - - KFRLA- FLSFCLLWVI PKVAFGYPD- - LETMVR 63
QFGVTGSPEERF-------------- Rl LPV- MLTYFFFI VWPKCFFGYPD- - LEI TI 1 63
RVFGVTNHSEERF- - - - - - - - - ----- Rl VPV- MLAYFFFI VWPKCFFGYPD- - LEIM | 63
RVFGVTGGPDVRF-------------- Rl LPV- MLTYVFCI VWPKCFYGYPN- - CEI Al | 63
RLVGVSQTQSERY- - - - ---------- RYVPM FVLFLLTI Al PKI AFGYPN- - FETSI | 63
HAVG ANGETFSH-------------- RFTAV- YLLFI FI | Al PKLFCGYTS- - FEASWV 64
RVI GWDVPQYRY- - - - - - - - - - - - - - RYAAV- FLSYCFG LI PKLCFGYPT- - LEASI R 63
ERLGFWEDRTTRV--- - - --------- RYPVA- FVAFW TVAI PKLATDYSD- - VELFI C 63
ERLGWG ESYRA- - - ----------- RFLFV- WAFSI TVCI PKFTTTYTN- - LETFI C 62
QA SCGFRADTEQLG - ------------ TRI YLNLFI FVAAI LI PKVCFPYPD- - TEAMVR 64
KLSGLTQETTRFG - ------------ Al NFLNLFI YI AAVLVPKVCFPYPN- - TEAM R 64
KLSALTQETTRFG - ------------ Al NFLNLFI YI AAVLVPKVCFPYPN- - TEAM R 64
RLSGFRQETEQLE-------------- KQ FFNLFVYVAALLI PKVCSPYPD- - SEAI | R 64
RLSGFSPGTEQLG ------------- RCl YVNLSI YI TVI LVPKVCFPYPN- - TEAM R 64
KLFGLGRDEKLKL- - - ----------- LYW/Q- CVFYLVFSI | PRVLVQ DD- - TI WLR 63
KLFGLCRDERFKL- - ------------ VYW.Q CVAYLAFSI VPRLLVEI ED- - WALMR 63
M.CCCPRSARVNR- - - - - - - - - - - - - - RFWLL- GVFFFVFGQ PRFLI KI DE- - PI ALVR 63
ALLGVNKNPSERF- - - - ---------- RLYAI - YI YLWAMFI PKLCLGYET- - | PQCFR 64
ALLGVNKNPSERF- - - - - --------- RLYAI - YAYLCI ALFI PKLCLGYET- - | LQCFR 64
AMLAWGEDRRKLY- - - ----------- RLYAL- LLLAYVAI | FPKPVRI TDRHPFESI VR 68
EHSGLWEDPRRKR- - - - - - - - - - - - - - SFALM- LLGTVLLLI VPKI VLGTGSDSFDSI AR 78
TI SAl HYDAS- - - CWFD- - - - - - - - - - RAI W VYRSLPI LVNI SYFYKAYRLI LFPEDNT 81
TLFALHYHTROPRWIVK- - - - - - - - - - KLLWIVYRTLYLLSYLSYCYKVYW.FSHWQYST 86
Kl YAl HYTPHG - - WHD- - - - - - - - - - Rl LWYLYRALYGL| YLSYI HKTHW/LHHPQDSF 82
FLFAI RNDAPRG - VGQ- - -------- FMRWCFHL MAPVFVL SSYCYKAYWYMSHSEYSF 81
VWSPAMLLQRP- - - - - R--cvenn-- SNLEVALKTLCLSVMWAHTI ALAYDFSQQTDVR 80
VVSPAMLLQRP- - - - - R---------- SNLEVALKTLCLSVMWAHTI ALAYDFSQQVDVR 80
VWSPAMLLQRP- - - - - R--cvenn-- SNLEVALKTLCLSVMWAHSI ALAYDFSQQTDVR 80
TI NG HLHDDSR- - - LA---------- RAFEYTFYALQLVQLLNGYNFAVLCSNDTI SLE 67
TI NG HLHDDSR- - - LA- - -------- RAFEYTFYALQLVQLLNGYNFAVLCSNDTI SLE 67
RFL GQDPRQKDEFRNI | V- - - - - - - - - - FI LI 1 SI ASI VI PTTLELYI SLRNKDVDGVI E 77
RFLGQDPROKNEFRNI | V- - - - - - - - - - FI LVI SI ASI LI PTTLELY!I SLRNKDVDGVI E 77
QLLGQODPRLKNEFRNFI V- - - - - - - - - - TVWI SI SGNI VPTSI ELYTSLCDKNVDAVI E 77
QLLGQDPRLKNEFRNFI V- - - - - - - - - - TVVWVI SI SGNI VPTSI ELYTSLCDKNVDAVI E 77
KFLGQDPRQRDGFRNI | V- - - - - - - - - - | VWASI SG LI PTSLELYTSLRDKNVDAVI E 77
QFLGDPYCQECKYRNI [ T---------- I'1 MLI SM Al FI PTTFEI YVSI HDKNTDAVME 77
--------------------------------------------------------- MFE 3

------------------------------ M CSLI SFLI PG.SRVYI SI VEKNLNALME 30
TICA NPYONNSI ST ---------- I M | SVCVBFLCPTSI QLVWEAI SNKDFDNI 1 Q 77
QALVOWPYKKFFKTCI R- - - - - - - - - - FI TFTI M FSLATQ SRVI VFYS- - - LDVLSD 65
QVGYWPFQERFI KTCVR- - - - - - - - - - FI VSVI MLLDLATQ SRVI VFYS- - - FDVFSD 65
QAVOWPYQRFI KFCI R- - - - - ----- FI TSVI WLTLAAQ SRVI | FYS---1 DVLSD 65
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QAVOWPYQERFTKFCI R-- - - - - - - - - LTI FAI T I LTLTTQ YQVI VFCT- - - LDALSN 65
QLVGVWWPDOQCKFMKFLMR- - - - - - - - - - FI I LI VM | AFI AQ SRVAVFYS- - - VDVLSD 65
LI TGWWPYONYRSKMAER- - - - - - - - - - Fl SVTVMVBGFVTQFAYLVLNPT- - - MDKI AT 65
KLSG WPDONKYLKYl SW - - - - ----- I'11'YVI SI PSI WQ ARI VHI ST- - - ANVI VE 65
Il VGWWPNOKR- - KTl PR- - - - - - - - - - I FVELI Al LAHLTQGGNWLFFS- - - LTLAVD 62
KI VALWPYDKSI YW QR- - - - - ----- I CLSMYFLI GVI FQI | LLVKSEI - - TLRNYI V 65
Kl VGLWPYDKSI YW QR- - - ------- I CLSMYFLI GVI FQ | VLVKSEI - - TLRNYI V 65
KI VALWPYDNSI YVRI QR- - - - - ----- I CVLI YFLI G LI QF FSLVKSEI - - SLRNCI V 63
KI VGLWPYDNSI YVRI QR- - -------- I CVLI YFLI GVLVQ FSFVKSEI - - SLRNCI V 63
KI VALWPYDNSI YVRI QR- - - ------- I CVLI YFLI G LI QF FSFVKSEI - - SLRNCI V 63
KI VGLWPYDNSI YVRI QR- - -------- I CVLI YFLI WLVQ FSLVKSEI - - SLRNCI V 63
Kl I GLWPYDNSI YW YR- - - - - ----- LCLLI YFLVWLVQ FSLAKSEI - - SLRNCI V 63
KI' I GLWPYNNSI YW QR- - - - - ---- - LW SALFLGNI | FQI VLLLRSKI - - TVRNCI L 63
KI'l GEWPYNNSVYWVW QR- - - - - - - - - - LCl SALFLGNI'| FQI LSLI RSEI - - TLRNCI L 63
KI' I GLWPYNNSI YW QR- - - - - --- - - LLLLTLFLGNI | FQI MSLLRSEI - - TLRNCI L 63
KI VGLWPYNNSI YIWQR- - - ------- LLLLTFFLG\VI FQ VSLLKSEI - - TLRNCI L 63
KI VALWPYNNSI YW QR- - - - - --- - - LWFLMFFFGNI | FQI MSLLTSAI - - TLONCVL 63
KI' I GLWPYDNSI YW QR- - - - - ----- LCLLSYFFANI | FQI VSLLRSEI - - TLONSI L 63
KI VGLWPYNNSI YW QR- - - - - - - - -- LW.LI FFLGNI | FQVWSLS- SEI - - TLRNCI L 62
KI' I GLWPYNNSI YWYl QK- - - - - ----- LZLLI FFLEQ I FOQX- - - === === - - - - - - - 50
RLLGAWPGHYLGEETGS- - - - - KYECAPMFLLMFI KI ACLYLTI VYLRNNADVLGFFELG 82
RLLGAWPGHYLGEETGS- - - - - KYECAPMFLLMFI KI ACLYLTI VYLRNNADVLGFFELG 82
RLLGAWPGHYLGEETGS- - - - - KYECAPMFLLMFI KI ACLYLTI VYLRNNADVLGFFELG 82
DFI RTWPRKEL GEPENL- - - - - AFTVFMQYFYLI LNI VTVMGSTSYI VWRGSELSFI EAG 87
Kl MDFWP- - EREEKNSK- - - - - TRI FRLRYI LVLQFCFTLVAGVLYLTNSVCGKQTFYDLG 83
Kl MDFWP- - EREEKNSK- - - - - TRI FRLRYI LVLQFCFTLVAGVLYLTNSVGKQTFYDLG 83
Kl MDFWP- - EREEKNSK- - - - - TRI FRLRYI LVLQFCFTLVAGVLYLKNSVCGKQTFYDLG 83
Kl MDFWP- - EREEKNSK- - - - - TRI FRLRYI LVLQFCFTLVAGVLYLKNNFGKKTFYDLG 83
KYI DGAPNIVDIVNKKNVS- - - - - Kl RFHKRHLLVVEQT! TFLSQVFYI VKNYGKLSFFEI G 89
KY! DGAPNIVDIMNKKNVS- - - - - Kl RFHKRHLLVVEQT! TFLSQWFY! VKNYGKLSFFEI G 89
Kl I CAWPEKQLNEI RSL- - - - - GHSI H- RVI LPI QSVWWCLACA LYI HFHFNEI PFFI LA 84
Kl I CAWPEKQLNEI RSL- - - - - GHSI H- RVI LPI QSVWCLACG LYI HFHFNEI PFFI LA 84
Kl I CAWPEKQLNEI RSL- - - - - GHSI H- RVI LPI QSVWWCLACA LYI HFHFNEI PFFI LA 84

DLT- - WAGYTFPKYVGW - - - - FYHLQCNVVRLFGKCVWVSQ LFI | LNYQTI DKSVFI | 82
DLT- - WAGYTFPKYVGW - - - - FYHLQCNVVRLFGKCVWWSQ LFI | LNYQTI DKSVFI | 82
FALPAYKI | KTPNFKSLTH- - NNSKLNYI MVI | STTAYLYYFKVGDKNTNSFEKHMIMYR 79
KELG- - KI HKDLNKLAMEV- - NET- FGELMLLRFSGDFI YLI VA SSNAVLNAEYETVLD 75
VI CTLFGLVAEI NVGVELS- - VRVSSRVEQVVSTCDVLVWATAGAGVYGAPRRVRNMLK 70
NVCTLI AVM DFSVPVKLS- - | RMOTETKRFVW ADWWI M3 LSGVGVYTAPI QVRRLI A 118

DI MGYWPGKTGDTWPWR- - - - - - - - - - SLI HFAI LAl GVATELHAGMCFLDRQQ TLALE 76
| CMRLLVPTFFKDSSRP- - - - - - - - VQLYVWLLHN LVTLWFPLHLLLHLLLLPSTAEFFK 66
ALGVQAPDGSRPTTSSTWY - RI YACFSWMWVWOQLLLVPTFFVI SYRYMGGMVEI TQVLT 86
LI VALWPQRI RGGCERP- - - - - - VWHAHL L FVFAFAMVWVGAVGEVSYGCVHLDNLWALE 75
KYLGLWPPEDTDQATRN- - - - - - - RY!I AYGMLRI MFLHLYALTQALYFKDVKDI NDI AN 79
H VGWGAGFRSRI RVGG: - - - - - - - - | FLFYLI FLVI PPLTGGYTDGHQRVRTSVEFLF 74
FYYVRAFLSLLCQYPNKKL- - ASLPLYRW NLFI MCNVMTT FWIMFVALPESKNVI EMGD 94
TYGGYWRPTKWPASSYK- - - - - - YHLYNI YSAFM FLLYFI TFCTCVDSLI SKNLKTMSE 65
RLI GAGLVEKCQEG LWG- - ---------- RVASVMQ VLFLTLHAWIGYKYRYDALQWLE 67
TAVWRYLGVAHFRVENVKN- - - - - - LYVFYSI VSNLLVTLCYPVHLGA SLFRNRTI TEDI L 70
Rl CGALDLSEGR- ------------- YWSWEMLLCI LVYLPTPM_LRGVYSFEDPVENNF 65
RAlI G ARTDSFRG- ------------ RVLFAVSFFTVLVMVLGTVMFAFKHI DQI MLLCD 64
RWELTGLMRPPGVSS- - - - - - - LLYVVYSI TVNLWTVLFPLSLLARLLFTTNVAGLCE 72
KlI'l G WPTNGERSFFG- - ---------- RW FAVTTQ G | YI LSLEI YRHCLDI DDTVD 70
NVI CLWPVEEONMRKQS- - - - - - - WIKLHI MTCFMLI TFVCTI PCLCALKQCNNLMEVTD 77
Pl 1 SI FQSASMYFNG FN- - - - - - - - - TKKI KNI LLFI KNDHKYY! NRPENI | LOKYDLQ 71

KCl QFFGYFSPDFRNNSQR- - KLLFRI YAALFVGFAFI LSLLSQ ANMVDAFGDI EKMTE 75
AM GVARYGEPKRTLRAY- - - LKHLLFWSSCI NTGFCLVI EHl YFVKAAGNFTNFLQLTA 79

WM3 PFDNPKIQ R------------ YYVLLLPLSLM.I EEl AFFGSRMSSENFLELTQ 65
RLMAVWPTDFNPYLPQYLR- - GRFFLSELFDFGYQLFWYFI CVHI AAFHI MSVLTGDLSY 81
LWGFYPKRDNKHEI LY- - - ------ WLSAFFNLLI SYGQLTTM | QWFDRSDLSKLTE 72
RYGSFYPCGKRI K- ----------- FI FLGLFMFVYSWEFLSM TVLFVERDNLTKLSE 65
Rl FCLQPLKW KTDYSYVI SKSGPYMAYSI LTSLFLI TASI YGLTQVYSMEAVYLI RLSS 84
KSMGVSFFKRKHSFUN- - - - - - - - - - - FFFI FG SNLVLYVVSVLI SSYKSRHDI | KLI'Y 60
RvGGWMLG DI FTPGYSSTN- - - - - - - - LLLRWLLNTFTFFW NLYSLTTTYGNLVDFMY 86
DLPGDGSHSVSVRKPLLDR- - - - - - - DRLG ADGCCVLLCYAGNRYTCGELMKFYFEHSI T 70
RSLQLFGNPVRCLQEFGTVR- - - GLFVQLCRFLFLLPYASFALKSYWQLNHPLDTNNSI L 92
RAMGHKDDVDSTDSTALS- - ------- LKHI SSLI FVI SAQYPLI SYVAYNRNDVEKVTA 63
YYlI GLWPDRVKYKYLYN- - - - - - - - - LYTI CSLI FLVG I VSEI'| YI'1 | NWGKI EI MMT 78
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Anel Or 160
TcasOr 10
TcasOr 26
Anmel Or 117
Anel Or 120
Bnor Or 7
Agan(r 6
Dmel Or 45a
Drel Or 67d
Dmel Or 83c
Anel Or 162
HvirOr 3
TcasOr 20
AganOr1l
Drel Or 56a
Agan(r 28
Agan(r 58
Agan(Or 59
Drel Or 1a
Dmel Or 13a
Anel Or 161
Anmel Or 141
Agan(r 52
Agan(r 36
Agan(Or 25
Agan(r 45
TcasOr 3
Drel Or 88a
Agan(r 22
Drel Or 49a
Dmrel Or 85f
Anel Or 119
Dmel Or 63a
Drel Or 67b
Bnor Or 21
Bnor Or 11
Bnor Or 12
Agan(Or 33
HirOrl
HirOrs
TcasOr1
TcasOr 2

TcasOr 16
Anel Or 2
AganOr 7
AaegOr 7
Dmel Or 83b
Brnor Or 2
Bnor Or 2a
HvirOr2
Agan(r 56
Agan(Or 57
Agan(r 26
Agan(r 27
HirOor9
HirOo7
Drel Or 85b
Dmel Or 85¢
Drel Or 85d
Dmel Or67a
Drel Or 67¢
Dmel Or 92a
Drel Or 69a
Dmel Or 69b
TcasOr 6
TcasOr 11
Aganr 41
Agan(r 42

GLSCLWPDNRND- - - - - - --------- VRFFLY!I TYWI FTW.EI VTLVONI HDLEKTLK

70

KSERFWKLDRFGDLQAKN- - - - - - - - - - - LHSTYPI FQ FFYVYWVI LFLTCAMFALVNW 65

KRMYLWPTASVTSR-------------- KPAFFLI TFSCFLLYGSVMHLI VNDI SMEEVH
SI AGWAPI DEKSSI FSK- - - - - - I FAYVRLI FGLI | VNSFFI PQI 11 | VMNVWKNI KI | AG
KFVGFYPIN- - - - - e oo - - - I LRYVI CI SCI MFI VI PQ I M Y1 NVADLNI VIVE
RCCGFCRLSRSSTARRGLS- - - - VAHEVYRALTLTLTWWYLLQECI YAYQERTDVDKLSR
LMME PPCEEPYPPGVLPS- LKRNAGFI ASFLLLAYTTI GELI YLKQVFERDVTFLEVTF
El VGFDPSTPQLSLKHP- - - - - - - - - - I WAG LI LSLI SHN\WPMWYALQDLSDLTRLTD
FCVGFCGNDVADPNFR- - - - - - MAALTYAVMVAAL AFFFACTGYTI YVGWI NGDLTI I LQ
SLTNLLGVDFLSPKLKFN- - - - - - - - - YRTWITI FAI ANYTGFTVFTI LNNGGCDVWRVGLK
NEYEI LCEHYAI ARKI TTS------- FVAFLLGLTTPFGAMPLLLNI GDALGLCNI SDDR

55
74
64
71
76
63
75
70
72

----------------------------------------- MBGDKVTEERKKLMANYVM 19

TYLNMLPEKTTFCTTI QQY-------- YVSVI | TI TTFPI LADLVSQFYEESI SFTSVNE
RYYQ LLGQSQSYKKVH- - - - - - - - - CFRGWFTLSMWLFNCTQYI DLWVWGSVSDMIA
QAW GYVASKDONRPLLS- - ------- LI RCTI LTASI W.SCALM_ARVFRGYENLNDGAT
DLYVYWFLTFI Pl ASLCVP- - Q | FRVKMLKQTKQ | HFYLSLQFTYLVWDTKSLI DFI S
RFlI GFFAVWDVKLNATW.K- - - - - - - - - MTLI VFAVGYEI TAI AAVALASVKGVFTERSFT
YLRYLRPFQLI AGYPI NPRPALSKLATVVRLLAYLTYLGTLLHKI SYVLYRPEDI NYVSF
ARMELDLQPDKKGNVLRSP- - - - - - - - LLYCI MCLTTSFELCTVCAFMVONRNQ VLCSE
KLNGSWPLTESSRPWRSQS- LLATAY!I VWAWYVI ASVGE T1 SYQTAFLLNNLSDI | | TTE
Kl I SI WPLAENSSRI Tl TFR- - - - - - RFHLFCMFFLVI VMSVAVTADVVHNI DDLDEATE
KLCA VPCGDGFARN - - - - - - - - - - - I LAWLAFSCLTI YSI SYVHEFI TNTTNLTTALE
WRALF---------mmmmm e - LLYQLLLPTQAI | WLWRTWAVAYI EHNKPLAI S
ALPGFHLVEEFRTSSWKR- - - - - ALFLLSRTVQLLQYALWADRFYLALVDPSSPPCGKALH
KW.GFDVI DPNVKVTP- - - - - - - - - - - - LTMFTI VMFALQHYTTYLYLSTHLDVFDMFTE
Rl SSHVAVLKLNI | DPAVR- - - - - - PTLRFGA VLFLTALVPVYI WQGE KVYRTRFETLLE
KLTAFW YDDETTRRKK- - - - - YLQHAYNI FW FYLFVAYQPAELLYVYYSFNDLSVFLR
QWHFQARRNPVDNSMN- - - - - - ASMWPFCLSAFLNVLFFGCNGADI | GHFWLGHPANQ
YEVFHWFLKI SLLRI FDDDFLVAPVPTTLFQFHETELVWVSLGVI LLHAYCYRNDLDTI | L
KTLGYDLFHTPKPWARYLL- - - VRGYFVLCTI SNFYEASMWTTRI | EMESLAGSPSKI MR

66
77
77
90
79
86
71
78
74
69
55
86
64
71
76
79
78
75

W MGYDMLGVPKTRSRR- - - - - I LYW YRFLCLASHGVCVGVMVFRWEAKTI DNVSLI M 74

VWWGGQVAHASGHEWVKSI RTLTSI KI NYLKYSGLGEI DSSCSRI LKYAYFVYKVWLVS
YTVGFNLLDPSRCGQVLRI WIT VLSVSSLASL YGHWOVLARY! HDI PRI GETAGTALQFL
VEYSAYALGVNI APRKRSS- - - KYCRLTRI LVLI VNLSI | YSLVAFI MENYM SFETYVE
| AAM YPNPATEKRRLI YI G- - - - - - - - - LMLLSVI PLAFM VTEMYEFFMASDLNNTI R
HVNRSHPSI KRNKI WLLQ - - - - - - - FI SLMTLTAFCATGLI TSLLFHDLKFGKYMEASK
GLQG W/DE! KLSRRFHVF- - - - - FKWTFI LHI MCGVFAGL QFFAI FTQNSLNSQQKSD
Y! DELVECVEQVQTYHEH- - - - - - - - - YL L QGEWEVRRVRRQNL QERML QDASKL LATLL
KVDVAKPKVKNI TTFQDALRATLI | GQVFSLLPFVGVFTNVASNVKFI KTSWKCGYSLLS
YSI SILS ---mmmmmmmmmmeeaeo - LVLVSKLYYNWRTNI AGVWGKVERSVGVKI P
YLFQVRNVPQS- = = = = = = = = = = = = = - YCFVTI LFDSVNKLGTQ VNPYSVKQYVMOQQVK
Q FGLI TEGCSNRCFFPSK- - - - - - | Rl CWKVLLNCVYLFLCGFCVYEFASDERI KLVI K

NTI TVLFFTHCVTKFVYFAVRSKLFYRTLG WNQPNSHPLFVESNN- - - - - - - - - RYHA
NTI TMLFFTHSWKLVYFAVRSKLFYRTLA WANPNSHPLFAESNA- - - - - - - - - RYHQ
NTI TTLFFTHSVTKFI YFAVNSENFYRTLAI WNQTNTHPLFAESDA- - - - - - - - - RYHSI
NTI TTLFFTHSVTKFI YVAVNSEHFYRTLA WNQPNSHSLFAESDA- - - - - - - - - RYHSI
NTI TTLFFTHCI TKFI YLAVNQKNFYRTLNI WNQVNTHPLFAESDA- - - - - - - - - RYHSI
NTI TVLFFAHSI | KLAFFAFNSKSFYRTLAVWNQSNSHPLFTESDA- - - - - - - - - RYHQ
NTI TVLFFAHSI | KLAFFAFNSKSFYRTLAVWNQSNSHPLFTESDA- - - - - - - - - RYHQ

AANELI VFSLI FCKLCFYAI HFRRWEKL FYDLQRSFSSVLNNPS- - - < = = = = = = = - = = - -
Al NEQl VFCl VFLKFSFYAI HFRRWEQLFYDLQRSFSTVWNNPS- - - = = = = < = = = - = - - -
ATNEQ LYFI AFFKLYFYVI HYRRAEKLFYDLQ AFSSVMINPS- - = < = = = = = = = - = = - -
LI PCLI LTLI SDFKTLSLLYYARHNNEFI VTMKSLLLNQKQLEEKE- - - - - - - - - TRF- -
VAPCLTFSI LSM KSLYHLMYEEH QELI ELLRELELRENNREKC! - - = = - - - - - E----
ALSY! GFVTVGVBKMFFI RWKKTAI TELI NELKEI YPN- GLI REER- - = = - - - - - YN - -
VLSY! GFVI VGVBKMFFI WAKKTDL SDLVKELEH YPN- GKAEEEM - - - - - - - - YR - -
NLSFI GFVI VGDFKI WNI SRQRKRL TQWWSRLEELHPQ- GLAQQEP- - - - - - - - - YN - -
LLSYVSFVWMGL SKI GAVMKKKPKMT AL VRQL ETCFPSPSAKVQEE- - - - - - - - - YA- - -
VAPC| GFSLVADFKQAAM RGKKTLI M.LDDLENVHPK- TLAKQVE- - - - - - - - - YK- - -
VAPC GFSFMADFKQFGL TVNRKRLVRLLDDLKEI FPL- DLEAQRK- - = = - - - - - YN - -
MCSSFCLTFVGFCNVYAI STNRNQI ETLLEELHQ YPR- - - YRKNH- - - - - - - - - YR --
VASM.GFTI VGTLNLWKM._SLKTHFENLLNEFEELFQL- - - | KHRA- - = = = - - - - YR --
ATESFFTQYGLAVWKI AVFVWYKTELAQ | R- LCONLWPLDEFGTGH- - - - - - - - - NFQF-

VLI TI FFATI G GHI SVFLLCS- KLLAELLEQSYRTYRLWWD- DQR- - - ----- - EQRI -
SI WLFYG VGVTRLAVAI SNP- AGCYRSI QF AEEMYQRANGSNPA- - - - - - - - - ECNV-
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86
85
79
71
71
81
70
79
54
61
79

127
125
125
110
127
128
128
128
113
113
113
113
124
100
116
115
137
129
128
133
124
124
93

110
116
122



Aganm(r 43
Agan(r 44
Agan(r 66
Agan(r 67
Aganr 72
Agan(Or 73
Aganmr 71
Agan(Or 74
Aganr 70
Agan(Or 69
TcasOr 9
TcasOr 18
Drel Or 83a
Dmel Or 85e
TcasO 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anmel Or 168
Anel Or 170
Anmel Or 169
Drel Or 65b
Dmel Or 65¢
Dmel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
Agan(r 9
Agan(Or 65
Bnor Or 6
Bnor Or 10
Agan(r 34
Agan(Or 37
Drel Or 94a
Dmel Or 94b
Drel Or 71a
Dmel Or 46a
Drel Or 46b
HvirOr8
Bnor Or 8
Anmel Or 68
Anel Or 69
Amrel O 70
Amel Or 71
Amel Or 72
Drel Or 19a
Dmel Or 19b
Drel Or 33a
Drel Or 33b
Dmel Or 22a
Drel Or 22b
Dmel Or42b
Drel Or 59b
Dmel Or 59c¢
Drel Or 98a
Dmel Or42a
Drel Or 85a
Dmel Or 43b
Aganr 2
Agan(Or 10
Drel Or 30a
Dmel Or 49b
Drel Or 43a
Agan(Or 32
Agan(r 35
Dmel Or47a
Drel Or 98b
Dmel Or 9a

SAAI FGVFI QGLAKFYTALRYRKFFEAMYNRLDLFHYEYRNHE- - K- - - - - - - - - NNAT-
SAAVYGVFI QGLAKFYTALRYRKFFEAMYNRL DLFHYEYRNHE- - K- - - - - - - - - NNAT-
SLSFLGFFFQCSLKMYYTI QQAPQYAVNFCCLKEAI YERHSKGTLA: - - - - - - - - KTT-
SLSFLGFFFQCSLKI YYTI QQAPQYAVNFSCLKEAI YERHSKGTLA- - - - - - - - - QKTT-
VLI TMGTAVQLY! KFFVGHSKAQE! MLVTAELEQQVLKRYQNGSEQ- - - - - - - - - El AV-
VLI TMGTAVQLY! KFFVAHSKAQEVKL FTVELEQEVLKRYQNGSEE- - - - - - - - - ETAV-
VLI TLGTAVQLYI KFFVWHSKPQEVKL FTAEL EQEVLKRYQDGSEE- - - - - - - - - ETAV-
VLI TLGTAVQLY! KFFVGHSKAREI NLFTAKLEQEVL QRYQNGSEE- - - - - - - - - ETDV-
VLI TLGTAVQLYI KFFVGHSKSKEVI VFSNKI EQEVFEQNKNRTAG: - - - - - - - - ETVL-
ALI TLGTCVQLYVKFI | GHKKASELKLLSDNI EQAl LQRYENGKAE- - - - - - - - - El AV-
NPFDLVQEAM | MBLVFYKN- - - WONMVALVTNI NKNFHRATDNVI - - - - - - - - - EKI S-
NCLI QTI | YLWIT AVKLYFRRFRPGLLNTI LSNI NDEYETRSAVGF- - - - - - - - - SFVT-
DALTMTI | YFFTGYGTI YWC- LRSRRLLAYMEHMNREYRHHSLAGV- - - - - - - - - TFVS-
DI Al LATNTGYI LMVLLYI | - - RQKDLESLL VDL SSFKKYQKPPKF- - - - - - - - - D---
DLAI LASNI GYVLMVTMYVS- - RQKDLELLLLDLSDFKTYGKPPNF- - - - - - - - - D---
DLG FAAI | GLVTMWL YW- - KQKDL SSLL QDL SNFEKFGKPPNF- - - - - - - - - D---
NI AVLSAVTGLTYMLI VFVW - SQDKVWHLLAKLGTHEI FGTPDNF- - - - - - - - - K----
NI AVLSAVTGLTYMLI VFVWY - SQDKLVHLLAKLDTHEI FGTPDNL- - - - - - - - - T----
DGTVNWLLLEVI | LNVYLH- - SRKKLLRELI GKLNQ! LI NEDEI F- - - - - - - - - RNV- -
DGTVNI Al SFEVI VFNI YLH - SRKKLLHKLI GKLNHLLI TEDEI F- - - - - - - - - RSV- -
DSTVNI VI SLEVFVLI VYLH - NRENLLREL| GKLNCLLI VDDETL- - - - - - - - - RDV- -
DLAFI LGAFFI | FKTYYFCWGDELDQVI SDLDALHPWAQK- - - - = = = == = = = = - - GPNP
DI AFI | GFFYI AFKI YYFQWYGDEL DEVWVEALETFHPWAQK- - - - = = = == = == - - - GPGA
DLVFI | TI | FI CFRLVFFAQYAGELDVI | DALEDI YHWSI K- - = - - - = === === - - GPAT
SI FVTLSCLGTVAKTYYLLQNMOVLKELFI SI N- KDl FQPK- - - - N- - - - = = = - - NKQ L
TAYVLLTEI LAVI KTYFVWKNVKM.KHLMQSLNNNKLFQPR: - - = S = = = = - - - - HEQ K
GLCYCVTHVLGTVKMFLM. YLRKKLWGNL TTLE- EGl FKPNPTRGG: - - - - - - - - PEELQ
GLCCCVTHVL GAAKMFLM. YL RKKLWGYFTTLE- NG FKPNPCRGG: - - - - - - - - AEEFE
GVFVLLTQLVM LKVEFFYKNVFKI QQ LI RRLNGKLYQ S--- - R-- - - == - - - NAEED
GVFVLLTQLVLI LKMEFFYKNVSKI QQ- LI RRLNGKRYQQS- - - - G- - - - - = - - - NAEED
ALYMFFTQTTCCSKAI GFYFNFLKI KR- | VASNDDVLFTAM - - - S+ - === - - - | EDQA
AS| LLFTQASVCYKMIAFI SKTNNFVI - LLGLI ESEl FSAQ - - - T-= === -- - - ELHEK
| MYl FLTETAM LKTLTI YRHENI VW\B- LYETTLGVSFQPR- - - - D- - - - - - - - - EQERE
| MYl VFTEI VMALKAI VTYYKFDQLCD- LYRQTLGSDFKPL- - - - D- - - - = = - - - AEEEQ
VLYMBI TEMALWKI LSI WHYRTEAWRLMYELQHAPDYQLH- - - - N- = = = = - - - - QEEVD
VLYNMBI TELALVTKLLNI WRRHEAASL| HELQHDPAFNLR: - - - N- = = = = - - - - SEEI K
VLLI CLTTTALGGKVI Nl WKYAHVAQGH LSEWSTWDLFELR- - - - S- - === - - - - KQEVD
Al FI LATSAGHTTKLLSI KANNVQVEE- LFRRLDNEEFRPR- - - - G- = = = = - - - - ANEEL
VFFMFATE! SCMAKLLHLKLKSRKLAG- LVDAMLSPEFGVK- - - - S+ - = == = - - - EQEMQ
NMVFYFTDSATLSKVMTT GFVRKKI LQ- LFEMLESDI FQPD- - - - N- - - - - = - - - AEGLA
EVI FCFTEl TVSTKVLM LFKRNKI LD- AFDLLNKNEFRGN- - - - S- - - - = = - - - EESSA
SFYMFI ASLLSCCKI VALLMNHKAI KI - FRRKLEEEPCKPT- - - - Ne - - - - = - - - TKEVT
NFYLTLAI FI SCHKMYSMLVNRENI | L- VNRM.ESEPFQPE- - - - T- - - - - = - - - EEEMD
NFYI TLVWFVTSCKMTI | LRYRKNI LS- LMDDLQHEPFSPM - - - T- - - - - = - - - HEENE
NFSVTVWVFVTCFKLI TI LTRRENI LL- LCNTLKQEPLSPI - - - - N - - - = = - - - TEEFE
NFG Tl TVFTTI CKFI NLLFRRG | | S- LLDLLQKEPFLPM - - - D- - - - - = - - - | EEl K
SLCVTMPHTLYM_KLI NVRRVRGQOM SSHW.LRLLDKRLGC: = = = = = = = = = = = - - DDERQ
SLCVTMPHTLYM_KLI NVRRVRGEM SSHW.LRLLDKRLGG = = = = = = = = = = = - - ADERQ
SLHFTSECLFCSYKFFCFRWKLKE! KT| EGLLQDLDSRVES- - = = = = = = = = = = - - EEERN
GLPI TAACFFASFKFI CFRFKLSEI KEI El LFKELDQRALS- - = = = = = = = = = = - - REECE
SLEI GVNMYGSSFKCAFTLI GFKKRQEAKVLLDQLDKRCLS- = = = = = = = = = = = - - DKERS
SI Q GVNMYGSSFKSYL TMVIGYKKRQEAKVBLDELDKRCVC: - - - - - - - - = = = - - DEERT
SLQVCI NAYGSSVKVAI TYSM.VRLI KAKNI LDQLDLRCTA- = = = = = = = = = = = - - MEERE
SLQVC! NVYGASVKSTI TYLFLWRLRKTE! LLDSLDKRLAN- - - = = = = = = = = = - - DSDRE
SLQVDI NCI G\VI KSCVTYSQMARFRRVNEL | SSLDKRCVT- = = = = = = = = = = = - - TTQRR
VMQLFFNSVGVPFKVLFFENLY! SGFYKAKKLLSEMDKRCTT- - - - - = = === = - - - LKERV
SLQVAFNAWSCSTKVLI VWAL VKRFDEANNLLDEMDRRI TD- = = = = = = = = = = = - - PGERL
YVQVPVNTNASI MKG | VLFVRRRFSRAQKMVDAMDI RCTK- - = = = = = = = = = = - = MEEKV
SLQLCLNTWCFALKFFTLI VYTHRLELANKHFDELDKYCVK- = - = = = = = = = = = - - PAEKR
NGYFTVLYFNLVLRTSFLVI NRRKFETFFEGVAAEYALLEKND- - D- - - = = = = - - - - | RP
NAYFAVL YFNAVLRTLI LVYNRDKYESFLAGAASVYEEI RAI N - D- - - - - = - - - DVI TK
NVYLAVLFTNTVWRGVLLCVQRFSYERFI NI LKSFYI ELLQSD- - D- - - - - - - - - PLINI
NSYM_VLW NTVLRAYLLLADHDRYLALI QKLTEAYYDLLNLN- - D- - - - = = - - - SYI SE
NVFFFSAI FNALMRTW.VI | KRRQFEEFLGQLATLFHSI LDST--D- - - - - - - - - EVGRG
El MLI QLCFVMLLKFNLFI TYRSGWYNLVEAFKRI LKCl DKA- - - - = = == === = - - EFA
Al PTLVWCOWAI SKFYI FVFHPAALFALI DSFKALQRRASRE- - - - = = === = = = == = DLL
AWALLI TI LGLFKFSM LYLRRDFKRLI DKFRLLMBNEAEQG: - - - = = = = - - - - EEYAE
SLCSVLVDLLALCKI GLFLW.YKDFKFLI GQFYCVLQTETHT- = = = = = = = = = = - - AVAEM
TLGSTFASM.TLVKFLLFCYHRKEFVGLI YH RAI LAKEI EVW - = = = - - - - - - - PDARE
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117
117
115
115
116
116
116
116
116
116

105
138
147
117
117
82

111
111
113
113
115
111
111
142
116
116
124
122
134
138
113
112
115
127
122
119
115
114
114
112
114
111
110
111
111
111
117
117
111
113
131
131
128
129
131
126
131
129
128
107
108
113
107
111
108
107
110



Agan(Or 38
Agan(Or 39
Drel Or 24a
Drel Or 45b
Anel Or 74
Arrel Or 86
Anel Or 75
Arel Or 84
Anel Or 87
Amel Or 76
Anel Or 85
Arrel Or 88
Anel Or 91
Anel Or 92
Anel Or 95
Arrel Or 93
Anel O 77
Arrel Or 94
Anel Or 96
Amel Or 79
Anel Or 83
Arrel Or 80
Anel Or 81
Anel Or 82
Amel Or 78
Anel Or 89
Arrel Or 90
Anel Or 142
Anel Or 146
Anel Or 148
Anel Or 158
Anel Or 147
Anel Or 150
Anel Or 151
Anel Or 152
Anel Or 154
Anel Or 155
Anel Or 157
Anel Or 156
Anel Or 153
Anel Or 144
Anel Or 145
Anel Or 143
Anel O 1
Amel Or 3
Anel Or 6
Amel Or 7
Anel Or 4
Amel Or 5
Anel Or 8
Anel Or 9
Amel Or 11
Anel Or 12
Arel Or 10
Anel Or 14
Arel Or 15
Anel Or 13
Arel Or 16
Anel Or 17
Arel Or 18
Anel Or 19
Anel Or 22
Anel Or 24
Arrel Or 20
Anel Or 25
Arel Or 29
Anel Or 30
Amel Or 21
Anel Or 23
Arel Or 35

SI CPTVARFSGL L RVOWEL RNEHKI KSALNSVWHLI KNEHPR: - = - = = = = = = = = = - - ETG 127
SI CPTVARI SGFLRWFYLANEEKI HRVLNNI SKTLQDEHPR: = = = = = = = = = = = = - - EHT 128
ALCPVASSI LSLVKMWAI WAYQDELRSLI ERVRFLTEQQKSK- - - = = === = = = - - - RKLG 109
AFCPLACSFTTLFKL GAMANRRQEVADLMDRI RLLI GEQEKRE- - D- - = = = - - - - SRRKV 123
LTCNMMVCI LLGLFKCFVI SFFRI EFSRI VSYAQKHFWR- LDY- - - D- - - - - = - - - YDEKI 116
LTCNTLCI VLTMFKFSI LFI RRTEFKNLI LFARKNFWH- LDY- - - D- - - - - = - - - RHETI 116
| CCNI LYVAI VLLKI SVLYAHREEFFNLI AFTQKNFWR- - LYD- - D- - - - - = - - - PQELL 116
| SCNNLYLM WWLKVGVL YAHKVEFFDLVTFTRNNFWR: - SYP- - D- - - - - - - - - PEEEL 114
TACNI LCLI MVLLKLFVLFVHRKEFI DLLVYTHENFWH- - TNY- - T- == - - - - - - NNELL 131
VACNI | TVSLVLI KLLTSFI YNEELLG | RYAKTNFWH SNYD- - T- = = = = - - - - C- EKS 116
I 1 CNLVTVI LVLFKI SI SLMYRNKLHKI | QYAKTNFWA- LKYD- - L- - - - - = - - - HDEQ 118
AGCNVI TI VLVLLKI FVLY! NNEELLNVVNYAKTNFWRESNYE- - P- - - = - - - - - H EKK 117
SVSNTLSLI LPLLKI FI LLSNKEDFFRLI VYMQRNFLQ GNYD- - D- - - - - - - - - H ERK 115
STSNTLSLI LPLLKI FI LLCHKQDFFRLVLYMKRNFLX- - NYD- - D- - - - - - - - - H ERK 112
SMCNMLSI AAPLLKLI TLVWHREDFFYLI LYLQRKFLH GDYN- - D- - - - - - - - - Y- ERN 113
FI SI1LSSI MLLLKI | | LFSHREDFFHLI LYMKRNFLX- - NYD- - D- - - - - = - - - H ERK 101
NTCNI | YI TMPLLKI FVI VLNKKDFFHLI FYTEKHFYK- DNYD- - E- - - - - - - - - H EQR 117
| VCNSL GLVMDLLKI LVWFVHKKKFLGLI AYMOKNFWH LDYD- - Q- - - - - - - - - R-ENS 116
| ACDGL GLVMDFFKI FSLFI YEKKFLGLM/YMXNFWH YNYD- - E- - - - - - - - - K-EDL 116
VWTNNI TLI T SLVKI ONI I | YKGKFLNLI VDMQENFWAE VDY- - - D- = = = = - - - - YHEKE 116
AMTNTI TTI MALI KI CI | LTYKGKFLNLI VYMQQNFWRE VDY- - - D- = = = = - - - - CQEKE 116
VTTNNI TM MGWKI O | LI YKKKFLNLI VYMQQONFWRE VNY- - - D- = = = = - - - - HREKQ 116
ATTNNI TM MGLVKI CI | LMYKKKFLNLI VYMQQONFWRE LNY- - - D- = = = = - - - - HCEKR 116
SI TNNI TM MALI KI S 1T T YKGKFLNL] ACMQONFWK- VNY- - - D- - - - - = - - - YREKE 116
ALTNNVTMYNVGLI K1 Y1 | LLYKGKFLNLI VHVQONFWRE VNY- - - D- = = = = - - - - YHEKE 116
VWTNALSMVM TVKVCVI VWHKEEFI NLI VYMOENFWA DNYH- - D- - = = - - - - - LRERE 117
ALTNYMBVIMM LLKI CVI VWHKSEFI NLI LYMORYFWAE VNY- - - D- = = = = - - - - SREKE 114
LGKTVSLTAAVAQVTI KM | CRLQOKRFQML YSEMENFCKQAT- - N- - - - - - - - - EEKI | 118
FCKAVBL SLAVWQVPLLSSFCl TQYDRFQRLI KEMKFCCENAN- - S- - - - - - - - - YERQV 118
LFKC! CLLI CVFQNI | QT | CFI KYDVLQRVWEEMMTCVKEEQ - L- - - - - - - - - Y--KV 116
LFQC! CLLI CI FKHI | QTVI CFI KYNALQRVWEEMM CVKEEQ - L- - - - - - - - - Y--Dl 116
FFKSI CLLMBVFQHI VQTI TCFI KYDSLQRVWEEMM Cl KEMQ- - L- - - - - - - - - N--El 116
VFKSI ALCVGLSQM | QTAI CFVKYNTLQRVI EEM TYVKEAQ - Q - === - - - - YERKI 118
VSKCVAVSI GLTQVI TQTI | CFAKYDSLQHVI EEM | Cl KAAQ - Q- - === - - - - YEEKI 118
VSKSI ALSVGLI QVI VQTI | CFl KYDSLQHVWEEM | YVKEAQ- - Q- - = == - - - - YEKKI 118
VFKCI CLSI Gl TQLI VQTLI CFl KHNSLQRVWEEM/NCVKQAQ - Q- - - = = - - - - SEI El 118
| SKCI CI SI GVTQLI VQTLVCFI KHNSLQRVWGEMVKCVKEAQ - Q - - - - - - - - NEI El 118
LFKC! CVALCLVQYVAQTI VCLVKYDTLQRVWDEMVGLI EERR- - M - - - - - - - - Y--El 115
VAKSI SI MWLI QLI VQTTI CAl KHDTLQHI | EEM TYMKEAK- - Q - = == - - - - YEKKI 118
| FKNYHRFI DVAQNI | QTVI CFY- - - - - - - I | KEVKI Cl KETQ - E--------- YEI EI 108
SMKTASEMAAL L EVWLDLVL CKWNNSEL QVL| EEVKSFLEMAS- - E- - - - - - - - - YEI KI 119
SMKTASEMAAL L EVALDLALFKWNNSELQ LI EEVKSFLEI AD- - E- - - - - - - - - YEI KI 119
SLKTASEMAALLEWWLDLI LCKWNNSEFQVL| EEVKSFVEMAN- - E- - - - - - - - - YEIKI 114
VI AAQI FSLLAI | KFWIT | | NREEI RFW.VEVEl QYRDVECE- - - - = === = = = - - - EDRL 125
VI AAQVFSLLAI | KI WIT LI NRNEI RFCLMEVEVQYRDVECE- - - - = === = = = - - - EDRL 130
LFMLLTNI LNQVFKYVI TLNRANELRI Al HEl KKDW.TATPE- - - - - = == ===« - - DRF 117
LFMLLTNI LNQVFKYVI TLNRANELRI Al HEl KKDW.TATPE- - - - - = == === = - - - DRF 117
LFMLLI STLNQVFKYVI TLNRANELRI Al HEl KKDW.TATPE- - - - - = == === = - - DRF 119
LFKLLTNTLNQLFKY! | TLNRANELAI AVMNEI KNDW.TATSE- - - - - = == === = - - - DRW 119
MLMPHI NSI AQVITKYTI | LRRTKEL GKL L DEI KKDWSTATQE- - - - - === === = - - - NRR 121
M_LMPLMVBTI AQUITKYTI LLRRVKEFNKL LDEI KKDWSTATQE- - - - - = == === = - - - NRQ 121
LLMPHLNSI AQVAKYTI | LQRAKEFSKLLDEI KKDWLLATEE- - - - - = == === = - - - NRQ 119
LLVSH NG VQVAKYTI LLRKTKEI AKLLDEI KKDWMTASEE- - - - - - = = === = - - - NRQ 121
LLMPHLNSI VOV KYTI LLRQVKLI DKLLDEI KKDWSI ATEE- - - = - = == === = - - - NRR 121
MV PQUNGYLQLCKYSLVLRWINKLRVLLNEMKEDW.NTTEE- - - - - = = = = = = = - - - DQL 121
I LI PLI NGYLQLCRYSLVLRSANKL CHL L NEMKKDWWNI SEE- - - - - = = = = == = - - - DRL 122
MFVPHWNG TQVSKYTI LLRQI KEFNI | LKEVKRDYSLATDK- - - - - = == === = - - - NVW 113
LMGPI | NCSMOFFKYTI | | WRRKEI QEGLHAI RHDW QATEE- - - - - = == === = - - - ERL 124
LMPPI | NCSI QCFKYTI | LWRRKEI QEGL YAl KHDW KATEE- - - - - = == === = - - - ERL 124
LGSALSFFLMAVNMKYCVFI | REDDI RKCVELI ENDWKNVRYQ- - - - - = = = = = - - - EDRK 132
LGSAL SFFLMAVVKMCVFI | RENDI RKCl ECI EDDWKNVKYQ- - - - - - - = = = = - - - EDRK 132
LFGPLSFCVMAFLKYHLLI LHKDNI SECI KRI EWDWKNI TYS- - - - = = == = = = - - - KD E 133
LFGPLSFCVMAFLKYHLLI LHKDNI SECI KRI EWDVWKNI TYS- - - - - = == = = = - - - KDRE 125
QFGPLI FCMVAFVKYYYLI FHKTDI RECVERI KWDWRNI TYA- = = = = = = = = = - = - - KDRE 131
M GPLSFFLMIFMKYYLLLLHENDI REG ECI EWDWKNVKHQ- - - - - = = = = = = - - - EDRN 126
MVGPLSFFVMI| MKYYFLLFHENDI REG ERI EWDWKNVKHQ- - - - - = = = = = = - - - EDRN 127
M GPLSFFAMILI KYYFLTFHEENI RKG EHI EWDWKNVKHE- - - - - = = = = = = - - - EDKR 127
FVSLMSFCMLSI TKYHLI NI HKDDVRECVKRI EWDWKNI SYS- - - - - = = = = = - - - EDRE 125
FVSLMSFCMLSI TKYHLI NI HKDDVRECVKRI EWDVWKNI SYS- - - - - - = = = = = - - - EDRE 125
M GPFSFCl MAAI KYYVLLSRGSHI GKCl EDI RVDWFRVSSHN- - G- - - - - - - - - LEDRK 131
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Anel O 27
Anel Or 28
Anel O 33
Anel Or 34
Anel Or 32
Anel Or 31
Anel O 36
Anel Or 37
Anel Or 38
Anel Or 39
Anel O 47
Anel Or 48
Anel O 40
Anel Or 43
Anel O 45
Anel Or 41
Anel Or 42
Anel Or 44
Anel Or 46
Anel Or 49
Anel Or 50
Anel Or 26
Anel Or 53
Anmel Or 54
Amel Or 52
Anel Or 51
Anmel Or 55
Anel Or 57
Anel Or 56
Anel Or 58
Amel Or 59
Anel Or 60
Amel O 61
Anel Or 63
Anel Or 64
Anel Or 66
Anmel Or 65
Anel O 67
Amel Or 114
Anel Or 115
Amel Or 118
Anel Or 164
Anmel Or 163
Anel Or 165
Anmel Or 166
Anel Or 167
Drel Or 35a
Dnel Or 74a
Agan(Or 3
Aganr 5
Aganm(r 13
Agan(Or 15
Agan(Or 17
Agan(Or 16
Agan(r 55
Agan(Or 18
Agan(r 14
Agan(Or 51
Agan(Or 12
Agan(Or 19
Aganm(r 20
Agan(Or 21
Agan(r 50
Agan(Or 29
Agan(r 53
Agan(Or 30
Agan(r 46
Agan(Or 47
Agan(r 48
Agan(Or 49

TLGPVSHWEVSTVNYTALLMKSKDI RYCFEHVEADWOT| KRM - = = = = = = = - = = - - EDQQ 126
VLGSLAHWFVGTMNYTTLLLRGKEI RLCVEH RTDWOTVTRE- - - - = === = = = - - - EDQQ 127
VLGPLSHWEI GG NYTTLLLRKKEI RYCI KHVQRDWRI VTRV - - = = = = = = = = - - - EDQQ 128
VLGPLSHW.VGG NYTTLLLRNKEI RYCI EHVIQRDWE] VTKT- - - = = === = = = - - - EDQQ 128
VLGPLSHWEI GAl NYTTLLLRSKEI RYCI EHVORDWRI VTRT- - - = = === = = = - - - EDQQ 127
VFGPLSHWFI GGl NYTTLLLQNKEI QYCVEHVQTDWKI VNRA- - - - = = = = = = = - - - KDQQ 127
SLAPI SYI LGGGLNYAVLLLRKNDI RYC! DRI EADWKVI TRM - = = = = = = = = = = - - ADRQ 127
SLAPI SYI FGGGLNYAVLLLRKDDI LYCI EHVETDWKTI TRM = = = = = = = = - = = - - TDRQ 128
SLGPI SYCFGGGLNYAVLLLRKNDI RYC! DH ETDVWKVI TRV = = = = = = = = = = = - - TDRQ 128
SLAPI SYCFGGGLNYAVLLYRKSDI LYC! EHVEVDWKAI TKT- = = = = = = - = = = = - - ADRQ 128
SLGP| SYCFGGGLNYAVLLLRKNDI RYC! DH EADVWKVI TRM - = = = = = = = = = = - - GDRQ 127
TLGPI SYCFGGGFNYAVLLLRKNDI RYCl EHl ETDVKI | KRM = = = = = = = = - = = - - EDQQ 127
TLGPI SYCFGGGLNYAVLLLRKDDI RYCl DHI ETDVWKAI TRT- = = == = = = = = = = - - GDRQ 127
TLGPI SYCFGGGLNYAVLLLRKNDI RYC| DHI ETDWKAI TRT- = == = = = = < = - = - - GDRQ 128
TLGPI GYCFGGGLNYA! LLLRKNDI RYCl EHVKADVKAI TRT- = = = = = = = = = = = - - DDQQ 127
MTGPI | YCI GGGLNYAI LLFLRDDI RYCl EHI EADWKTI TRT- - - - - - === == - - - GDRQ 127
MTGPI | YCI GGGLNYAI LLFLRDDI RYCl EHI EADWKTI TRT- - - - - === === - - - GDRQ 127
M GPl SYCVGGGLNYAVLLFLRDDI RYCl DHI ETDWKNAI TRT- - - - - = === == - - - QDRQ 127
TI GPLSHW/I GGFNYAVLLLRKNDI LHCI EHI RVDWNI | TKK- = = = = = = = = - = = - - QD 127
| LGPLTHW.VGGFNYAVLLLRKDDI YYCl KQ CADWAI | TKK- - = = = = === == - - QD 127
| FGPLSHWCI DGENYAI LLLRKNDI LHCI EHLRADWKLI TRT- - - - - = == == = - - - QD 127
Al GPTSHW.MGELNYCCLLMRAKEI VYCl EHI KYDWKTVRRA: - - - = === = = = - - - RDRE 131
AFGPAGFCLSSTI KYCYLGLKGSSFERCI EHVRKDWWMWQDP- - - - = = = = = = - - - - NHRT 134
ALGPVSFCVSSTI KYCYLALKGSSFERCI EHVKRDWWMWQDP- - - - = = = = = = - - - - NHRT 134
LLGPVGFCLSSTI KYCYLGVKGVFFEQCH KHVKNDWKMQDP- - - - - - - = = = = - - - SYR 132
FLGPLTFCLSALFKYSYLG KSSELGHCI KHVEKDWKMLQNE- - - - - - - = = = = - - - DHRV 132
FFGLI FFSFMBLMKYWAL TI RKPEI EHCl QQVQSDWKQVKME- - - - - = - = = = = - - - NDRE 130
FLGLI FFSFMBMVKYWALM RKPEI EHCl EQVQLDWKQVE! E- - - - = = == = = = - - - NDRE 130
| LGLI FFSFI SLMKYWALTI HKPEI KYCl EQVQSDWKQVEME- - - - - - = = = = - - - NDRE 130
| LGLTFFSFI SLMKYW/LTMVRKPKI KLCl EQ QHDWKQVEFE- - - - - = = = = = = - - - RDRK 130
LFGLLSFCLVALI KYWLLYRKSRI KNCVEQ W DWEQVELY- - - - = = = == == - - - EDRE 131
LFGLLMFCSI ALMKHWALAYRKPKI KNCI EQl QNDWEQVKLY- - - - - = == = = = - - - EDRE 131
LVGLLSFSLI ALl KYWTLTYRKPRI KDCl EQ W DWEQVELH- - - - = = = = = = = - - - EDRK 131
ALI LI NAGI LAVTKVI CFHVRSL GLVSNFTSAVKDYKELNSE- - - - = = == = = = - - - ENRV 119
ALVLI NGG LAVAKVMCFHI RPLGLI SNFTSAVKDYNELNSE- - - - = === = = = - - - ENRV 115
ALLLI NCG LAVAKVMCFRI RPVGLVSNFSSAI KDYNELNSE- - - - = = = = = = = - - - ENRV 115
ALLLI NCG LAVGKVMBFRVRSTGLVFNFTSAVKDYNESNDE- - - - = = = = = = = - - - ENRM 115
ALLLI NCG LAVAKVMCFRI RPl GLVSNFSSAI KDYNELNSE- - - - = = === = = - - - ENRV 115
MG - NI TI TLSLLKTI AFW NGKPLKSLLNCVANDW KVTSKT- - E- - - = == == = - - - QE 99

I --- N Pl VFALI KQ VLRYYKKALTELLGEM_ADWEGP| GDQ - D- - - - == == = - - - RE 113
L- - - TLSNTLVFI KLI VI WFHKRTFYE! LMBMKEDLNNNKHSA- - T- - - - = = = - - - ENKR 105
- - - TCSNTLLLLKFI | | WEHKRVLFESLI | | AEDWDNCKFEW - N- - - - = = = = = - - - ME 109
L- - - TLSNTVTFFKLI | LWFNYRTI HNI LTI VFEDWANRALTD- - K- - - = = = = - - - K- KQ 109
I - - - AVPFSLVFI KLI VTW NYGVFCDI LSTMEKDCQKYAVI D- - - - - == === = - - - I NN 109
| - - - CLPHSLVCI KLFTAWTQNTLI RNI LLSVMEEECQKYAI MD- - - - - == = == = - - - TDN 109
T- - - TLPYSLLCFKLI SFWTKREI FENI LI GWHDWINAFATD- - F- - - - - - - - - - | VED 111
GVPTYLI LVEAQFRSLHI LLHFEKLQKFLEI FYANI Yl DPRK- = = = = = = = = = = = - - EPEM 126
GLPTYLI LVEMQ RCFQLAWHKDRFRALL QRFYAE! YVSEEM - = = = = = = = - = = - - EPHL 127
GTAEL MFESNAFFGVL MFSFQRDNYERL VHQL QDLAALVL- QDLPT- - - - - - - - - E-LGE 132
GTAEL| FEWNVLFGVLLFSLKLDDYDDLVYRYKDI SKI AFRKDVPS- - - - - - - - - Q MD 113
GTAELI FQSNTFCGVFW.FLNRHKLAQFI TQVRTFSLTVFRE- SPP- - - - - - - - - A-WQ 112
GTAELI FQTNSFCGVFLLFLNRRKLAEFI QHARSFSQTVI CA- SPP- - - - - - - - - A-WR 112
G AELFFLTNSFCGVFLLFLNRHKLAEFI RHVRTFSLTVLQE- SPP- - - - - - - - - A-WQ 112
GLAELFFQTNRFVGVLLLVLYSDSI FELVRQSEFFAKKVLSE- TSP- - - - - - - - - - - VAE 111
GLAELFFQLNNFTGLLLVLVSSKQLQCLVRVGQTI ADEVFQC- AQT- - - - - - - - - D- MRQ 113
GYTELI LETNVFAGVLQL YL CYNHFVPLVDEL RAFAAI VFQDNQPM - - - - - - - - L-LRT 113
SMAEL AFVGNVFCGGVAL WBVYNSFRQFI EQVI RLTKYLYRDHHPL- - - - - - - - - QTVRE 114
SMAEL VFI GNVFGGAM_LWIEYDAFRQFI EQUNSLTKHFYREDP- - - - - - - - - = - - - LKE 109
GLSELI FFTNI FVGLFCFI AQHRPYRELLNAI ESFVNI VYRTSSQQPE- - - - - - - SLSER 117
GLSELI FFTNVYVGFFCFI SQHRHYRDLLNAI DSFVDWYPTAAHPSD- - - - - - - SPSEQ 117
GLSELI FFTNVYVGFFCFI SQHRHYRDLLNAI DSFVDWYPTAAHPSD- - - - - - - SPSEQ 117
GLSELI FFTNVYVGYYCFWQHRHYRDL L DEl QSFVNWYPTSQQP- E- - - - - - - SPSER 116
GLGELI YFTNVYVGFFCFWQHRHYRDLLDEI QSFVNI VYPTSQQP- E- - - - - - - SLSER 116
LGSELAFVSYLYCQ LGLYFRRSYLYRLVDLLQTCI NKQYSESI D- - - - = == === - - - - Q 109
LI AELVFWYLCLQ MALYCRRRQLYRLVDM.QQCI DI PYSEQ E- - - - === === - - - S 109
VGAE! VYSTYMFLQLI ALYARRSDL YRLI DTLQKCVENPYPDDVR: - = = = = = = = = = - - = A 109
SI AEGVFSENTTVTFI MLPLKVDNFEGLLQNLQRFTQ VTVEEDY- - - - - === === - - - K 110
SI AEGVLSFNTTI TFI MLPLKVDNLEDLLKNLKRFTEl VI FNEDY- - - - - - = === - - - E 110
SVSELI FAALCYLTI | | LAl KSEPFRAVI RKVEQALELFRDKQDQ - - - - - - - - - - - CSQ 116
STAEFI FCYNNYLMVAI FAI RRQPFEQLI GTVQLLFDKERKFQTTD- - - - - - - - - - - SSR 127

175



Aganmr 61
Agan(r 62
Aganm(r 63
Agan(Or 60
Aganmr 75
Agan(r 76
Agan(r 78
AganOr 77
Aganmr 79
Amel Or 99
Anel Or 101
Anmel Or 102
Anel Or 103
Anmel Or 104
Anel Or 98
Anmel Or 100
Anel Or 97
Anmel Or 105
Anel Or 109
Anmel Or 110
Anel Or 111
Anmel Or 108
Anel Or 107
Amel Or 112
Amel Or 113
Anel Or 106
Anmel Or 122
Anel Or 125
Amel Or 123
Anel Or 126
Amel Or 127
Anel Or 128
Amel Or 129
Anel Or 133
Anmel Or 134
Anel Or 131
Amel Or 132
Anel Or 135
Anmel Or 136
Anel Or 138
Anmel Or 130
Anel Or 137
Amel Or 139
Brnor Or 20
Bnor Or 3
Bnor Or 18
HirOoré
Brnor Or 23
Bnor Or 16
Bmor Or 4
Bmor Or 5
Bnor Or 22
Bnor Or 17
BnorOr 1
Bnor Or 1a
Bror Or 1b
Bnor Or 19
Bnor Or 15
TcasOr 5
TcasOr7
HirOr4
Bnor Or 13
Drel Or 10a
Dmel Or 33¢c
Drel Or 7a
Dmel Or 22¢
AganOr 1
Agan(Or 4
Drel Or 47b
Amrel Or 73

SAASVI ASYWAGFTEGTLRI CLI ELRYGTLASI MSFLNERS- YRQQD- - - - - = === - - - S
AAANLLGALGLCSGALLRLLLI EQNYPTVHRLQQFLNDRT- YLRED- = = == = = = = = = - = P
STANI LGYMAEFSWI LRVAI LEWYYPLM.RMQTFLNNHTSYQRTD- - - - - = = = = - - - - P
ALFNWGTI W MAGAFVRRLLFDR- - GLLTRLEQFLNDRS- FREDE- = = = = = = = - - - - = P
LAVDMLCMLSLFVSI | LRGTCVRQYLAH! NALDRLERRPT- FRI GT- - - - == === - - - P
LALDMLCMLSLFVSI | LRSTCVRQYLSH! DALDRLERRPT- FRVGT- - - - - = === - - - P
LAVDMLCMLSLFVSI | LRGTCVRQYLAH! DALDRLERWPT- FRVGT- - - - - = === = - - - P
TFAEQFNQFGG LLTLSRVI Al VGSFPRLKDTAEF] NACK- FHHLNF - - = = = = = = = = - - E
TFAEQFNQFGG LLTLSRVI Al VGSFPRLKDTAEF] NAYK- FHHLNF - - - = = = - = = = - - E
Cl PHFI ASSI SAVKLLNLHFNRQNYNI LFHFVTKKWQQLKSTYELNAL - - - - - - - DETI M
Cl PHFI ASSI SAVKLLNLHFNRQNYNI LFHFVI KKWQQLKSI YELNAL- - - - - - - DETI M
GLPHFI AATI SAVKI LNVYFYRENFDKLFQFVTNEWNKLKLNNELHI L- - - - - - - DKTI |

GLPHFI AATI SAVKI LNI YFYRENFDKLFQFVASEWDKLKLNNELHI L- - - - - - - DNTI |

CLPHLI AAATSWKLLNI HFNRENFKKLFEFI TKEWEKFELNNQFHVL- - - - - - - EEI TI

CLPNLCASL SSVWKI LNVHFNRENFNKL L EFVWKEWDELKLN- ELHI L- - - - - - - EEI TI

CLPSLGVCI VAMFKLQNI YNNSENFKKLFTFVAKQAYQLKLNNEI R L- - - - - - - EEl I M
|1 Pl VFATI SCAI KLLNHRI NKKNFDKL FDLMSKEWENKNDRNQTCI L- - - - - - - DEFTK
NI PQVI TVI ASM KI LNI' YSNKMQFKNL FYSLAQDWKLL ESKEELI M_- - - - - - - DKFTQ
QLPYI NAG VTLFKQYNY! LNEDKLRELLHDI VSDRLI ERSKEELEI L- - - - - - - EMYSR
Q PYLNAAI | CLFKEYNYVLNENKLRELLNDI | SDRLI RRSKKELEI L- - - - - - - ELYSR
QLPYLDVGFVLLFKQYNY!I LNEDKLRELLNEI | SDRLI KRSKEELEI L- - - - - - - El YLK
QLPYLNALFI LLFKQYNY!I LNEDKLRDLLNDI | FDRLMVRSKKELEI L- - - - - - - NMYSR
Q PYI DLGFALM_KQYNY! LNEKKLRELLHNI | SDRLVKRSKEEEE! F- - - - - - - El YEK
NLPYS| ASFGTFVKMGNYFLDETKLTTI LNHI FEDWATI KSKEEYE! M - - - - - - YKYSR
QSG ATAI FLSLLKEANY! LNATKVKSL FNDMYNDWRVDRPKKEFE! M - - - - - - STYAQ
Q PFLI AAI LLM KYNNFI | NEQKFKELFVS| LNDWOKKKTHEEEM L- - - - - - - EKYAD
TLSAI FPLLLFFI RY! YYI TMFPYVEI LFDNI RTEENLLQDTTEI Q Q - - - - - - TKYLD
TLSAI FPLLLFFI RYI YYI TMFPYAKLLFDDI RTEEYLLEDETEI Q Q - - - - - - TRYLD
TFSTTFPI VLFCLRY! YCLTLFSYAKVLFDDI Cl EEHLLQDTTEI Q Q - - - - - - TKYLD
TFSMIFPTVLFCLRY! YCLTLFSYAKLLFDDI CTEEHLLQDTTEI Q Q - - - - - - TKYLD
TFSTTFPTLLFCLRY! YCLTLFSYAKLLFDDI CTEEHLLQDTTEI Q Q - - - - - - TKYLD
TFSTTFPTLLFCLRYI YCLTLFSYAELLFDNVHTEEHLLEDTTEI Q Q - - - - - - TKYLD
TLSTTFPTLLYCLRY! YCLTLFSYTELLFDNI RTEEHI LQDMTEI Q Q - - - - - - TKYLD
--------------------------------- MEENI | QDSI EAQ R- - - - - - - TKYI S
| LSTTCPLI I | SLRYI CFI LFFPM KYLFHHVRVEENI | QDSI EAQ R- - - - - - - MKYI G
| LSTTCPLI | | LLRY! SFI | FFPMVKLLFHHI CVEENAVQDLI El Q R- - - - - - - MKYI G
| LSTTCPLI I | SLRYI CFI LFFPM KYLFHHVRVEEN VQDSI ETRI R - - - - - - TKCI N
I LSI TCPFI | VSLRYVCFI VFFPTI KLLFHHVRVEEN VQDLI El Q R- - - - - - - TKYI N
| FSTTCPLI | VLFRY! GLI LFFPTI KLLFHHMCVEEAM QDSI EAQ R - - - - - - RKYI D
------------------------------- MRVERNM QDSTEI KI R- - - - - - - KKYI N
| LSI TCPLVLFLLRYI GSI ACFPTI KI VFKHI RTEENI VQDSI ESQ R - - - - - - MKLI D
I LSLI FPLTI | LVRYVSCVI FFSM KLLFHHVRMGGNI | QDSTEI KI R- - - - - - - KKYI N
HVYLTI FMIFVTLSRGFSL TWNPNYHKVWKKFI TEMHLLYFK- - - DNS- - - - - - - EYAWK
HVYLTI FMTFVTLSRGFSL TWNPNYHKVWKKFI TEMHLLYFK- - - DNS- - - - - - - EYAVK
HVYLTI FMIFVTLSRGFSL TWNPNYHKVWKKFI TEMHLLYFK- - - DNS- - - - - - - EYAWK
LMYLI FLI G VDTLTWCL TFSEKFRVLAKDFLTKTHLFYYK- - - DRS- - - - - - - KHAVE
HTI | TVLMNVVSLSRLI LR- CFKKYDWGQQFI NKI HLYHYR:- - - NDS- - - - - - - EYAWK
HTI | TVLMNVVSLSRLI LR- CFKKYDWGQQFI NKI HLYHYR:- - - NDS- - - - - - - EYAVK
HTI | TVLMNWVS- SRLI LR- CFKKYDWGQQFI NKI HLYHYR:- - - NDS- - - - - - - EYAWK
HTI | TWMNVVSVSRLI LR- CFKKYDWGQQFI NKI HLYHFR:- - - NDS- - - - - - - EYSMWK
HSYI TALMTI VI FSRSWT- ALGRYRKI ARYFVSSLHLYHYK- - - DI S- - - - - - - EYALQ
HSYI TALMTI VI FSRSWT- ALGRYRKI ARYFVSSLHLYHYK- - - DI S- - - - - - - EYALQ
STFI TVMVNLVTCSRTALVM. FERYLVLTGRFI TVWHLFNFQ- - - KNS- - - - - - - DYAYK
STFI TVMVNLVTCSRTALVM.FERYLVLTGRFI TVWHLENFQ- - - KNS- - - - - - - DYAYK
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Al TI TPLGALVG KAESAK- - AECYVNLMKNFVDKVHI HSI YRKNENN - - - - - - EFVKK
LVASFVNYMG- - - - AVl FCHKHKNKFLSNI EKCALLQQRLN: = = = = = = = === === oo - - K
FVWWFTVYVLW PMALGFI ALTVMWYFED! LHHDARI NENLTNL- - - = = = = == = = = - - - IE
FMENI ASVDTSI GGQYSRVTERKLCG | LAI LI FS- VLI ADDFTFYAL- - - - - - - QAKKL
YLHRI HKI NSDLGTYSSSLTDKM.HRLTI GVLLI TSVI | VIDFTFVMY- - - - - - - LADLN
TLCPAGTSAVTLLKMFLM_RFRQDL S| MARNRLRGLLFDPNVER: - = = = = = = - - - - PEQRD
NLTMSL TCVACSLKHVAHL YHLPQ VEI ESLI EQLDTFI ASEQ - - - - === == - - - EHRY
SAQVAI DAVI LPAKI VALAWNL PLLRRAEHHLAALDARCREQ - = = = = = = = = = = - - EEFQ
AFCPGTTKAVCVLKLVWFFRSNRRWAEL VQRLRAI LVESRRQE- - - = = == = = = = = - = AR
ALFVLMIQUTLI YKLEKFNYNI ARl QACLRKLNCTLYHPKQR: - - = = === = = = - - - EEFS
NCNI YGGSMFFAYDVATFQAFI QELKSL SVLCSHSYRLKYKLTRFN- - - - = = - - - - RRAD
DLVW SGVALVFTKI FYMHLRCDE! DELI SDFEYYNRELRPHN - - - - - = === = - - - | DE
KFSLCl SVFGVSLKVANLFLQRGKI | NI MNSLTKENS! PRDE- - - - - = == === = - - - QEE
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TQSLI CTGAALM KYFTM RNPAPVRELSGNI ETQWTKYQENS- - - - - - - - - - - - PEYP 115
NLTTFATCTACSVKCLLYAYNI KDVLEMERLLRLLDERWGP- - - - = = = == = = - - - EQRS 116
SLSLTVTSL SNLMKFCMYVAQL TKMVEVQSL | GQLDARVSGESQSE- - - - - - - - - - RHRN 115
CLGPTFTAYLGLVRQYNLLLHRSELWS! VDEFAALKHSLQSS- - = = = = = = = = = = = - - EIR 109
NLTI TI TDI VANLKFANVYM/RKQLHEI RSLLRLMDARARLVGD- - - - - - - - - - - PEEI S 121
AFVNDLSAVI SLAKLFI LRLNSKHAWLI NSVWEDWSAVHDSRHEY! M - - - - - - TEYLK 123
NLAYSI PLI | TTI KFl WSSKKKVLSLI VNMWAKDWAKLKTDH: - - - - = = = = = = - - - EKD 123
GKKI TEYY! LYVYTTLFVYLLLPTI PLI | DFI TSSNHSQKRN- = = = = = = = = === == - - 113
ASFLLFTNLVQCFKI YTFANHGKKVWNL VY SMNRSDFKPNNLA: - - = = = = = = = = - - = Qvw 121
LAPCMGFTALSFVKI MT1 KLTETKLTDM.HRLDALFPSTVALQ - - - = == === = - - - QRY 125
LAPC! Cl GVLSVLKI LALTAKRQKI YELTQNLECLHKI | LNDTR- - - - == === = - - - KTE 112
DELFLTLI TTSI YSI LVPLSLYLRLYESNI RQLYEFSQRHFRK- - - - - = - - = - - - RSAAG 129
SLLYFFTHFTFLCKLLNFQYYSKDLI El ENFLTDPI FYGYSF- = == = = = = = = = = - - EQLD 118
TLLFCMIQAAFL FKLVNFLYHNKTMLRI ESI LKNPI LNCLDQ- = = = = = = = = = = = - - FEKN 111
NTDRFVTFSDVWWLI PCl | GVPI ASHNI EKTI KYFSFLRQFD- - - - === === = - - - CCL 130
Cl ATFGFCCQAI MKI YSFI | TRQRVWDL YEI NHRYYQHWGQS- - - - - - - - = - - - | AVKR 108
SFETLLYVG ACI KMYVFI KNKTLI LQVHQYM DFFDHFHGDR: - - - - - - - - - - - - EQDE 133
HHGPSAQGLAKI EAFTCPELNDLHL YNVARFKAPPRFPEVDEA: - - - - = === === = = = - - 113
TYGSFVI YMLWAI LI WLNHYEHEMCEL RLFFKNPTYQEQSD- - = = = = = = = - = = - - WAHR 138
CLSWFTNMLTVI KI STFLANRKDFWEM HRFRKMHEQSSHI PRYR: - - - - - - - - - EGLD 113
GLTI LMINSTYAAKV! Y1 | CRYERI KNLVDI TNSEI FNRDNDK- - - - - - - - - = = = = - YKH 124
NI TLSFPTI LI VLKAVMFRVNVHLVLPLL TVWKRDVNEGLYRS- - - - - - - - = - - - AEERR 118
| FDTGKPI SLCYGESEGLETPWEFY! VLQSVEVTI | FLGI TG - - = === === === = - - 108
VI ETTAGQFGVLYYLTLFTI YRKG LEI YADLSNFTKFGKPYN- - - = === = = = = = - FDK 101
| GOVLTTI TQVLFKM YLI ARREKTYSLYYKI RNLWRISSNDSK- - - - - - = = = = = = - - - ER 119
TGSTLLTI LLAALKSI VW FNRKKLEFFI EFMLTDYWKI | ETN- = = = ===« = = = - - VFE 110
VMFLLLCHI TSVAKQLVFYLDADRI DCLI ATLDDPSYNEMBH: - - - - = = ===« = = - - - R 115
QAPCI GYCTI GVLKMVI LARGRNTI AELVGLFRAKWISAl VTG = = = = = = = - - = - - AHWA 123
NFAVFMQGSQSTFKFLVMVAKRRRI GSLI HRLHKLNQAASATP- - - - - = - < = = - - - NHLE 110
ALAMGSAVQGL TKLLVTANNASHVREVQNTYED! YREYGSKG: - - - - = = = - - - - DEYAK 123
ASLMIGGL FHGL GKFL TCLLKHQDVRRLVLYSQS! YDEYETRGD- - - - = = = - - - - SYHRT 119
PLAFRVEYFVDVDKYYYLLLVHSS| GTLGYTVI VLAI NSI | | VYVLHE- - - - - - - CGLCE 125
FI TGMTAAVI GAFSLLALLEGTMBVEAW.PFDP- - - - - =« ===« === ommemmee oo o e 52

NFVAL SALFAVI YVSVCFI NRKHKI RALI ADLALFETFSSKA- - - - = = == === =2 === - - 108
NAATTLLFSTTI FRI | FFYFHRARFTSI | KAAHDG ERI LKDG- - - - W - - - - - - TDEQS 126
SYATAVQYFAVSI AVFNAYVQRDKVI SLLRVAHSDI QNLMHEAD- - - - - - - - - - - NREMVE 126
VLVPI TEI LLTNGKM | CNVKRGKI | NLI NQVQVAWDEGAKSEHLEI Q- - - - - - - TLITT 143
MBFVTMIGAMC! VI WL SLAAFRRDL TGTVKFLOHRQCTI HRQS- - - - = == == === == - - - 122
VSGG TVLVAVLLLM.I FTVHYDAFQQL GTFLNDRAFARDHP- - - - = = = = = = - - - - LATG 132
ALNVHGLQWSSLLKMAI FLAKSHDLVDLI QQ QSPFTEEDLVG: - - - = === === = = - - - T 115
NCCTTFMGVLNFVRLI HLRLNQRKFRQLI ENFSYE!I W PNSS- - - = = = = = == = == - - - KN 122
CALI| CTAFYLCVVRLLVYSFHQKDM YWWNTMKEDW.SSSDQD- - - - - - - = = = = = - - - RL 119
SVAM | S| VGGHARYTI LLWFRDI CQTM_NVCE!I FWBNLKPH- = = = = = = = = = = = = - - EKK 114
LLCGQFALTSI VARYM.LLRSYAQLQPl QRHLNEQRFLRGHPR:- - - - = == == == - - - AHA 101
YGNTFGVL TMVL ARMLVWRWYL PHVRQLVEYLRRQRGRI EPAP- - = = = = = < < === == - 129
CFSTSAVALEI Al RVGLLVHQRELRNETI El | RQQQKVTARFH: = = = = = = == cz oo - 107
VL SVAGCOWVFFRMYFYL FQQDRCRQ VQEVRDQRTVYGADR: - - - - = = = - - - - NPRVE 119
ALRDI GNHVSLAYKAFNYFI MRRDI LKL MVETLQHGNYHYEDCGDFQPK- - - - - - - LI VDE 129
NPPVLSI Tl YFSI RGLM.YLKRKE! VEFVNDL DRECPRDLVSQLDMQM - - - - - - DETYR 132
SVSAFVSAFELM_KI NGWYRRKQ AAMLRTVLSDRSSLNGP- - = = = = = = = = = = - - | EAV 124
QGLHFFYM.SSQLKFI TFM NRKRLLQLSHRLKELYPHKEQNQ - - - - - - - - - - - RKYEV 123
RYATLVTY! | NSDTKFATVLQRSAI QSLNSKLAELYPKTTLDR: - - - - - - - = - - - | YHRV 122
MCI LAl TVFADI YTNVDNLSI TTDDGC! FAG FWI FKAMNLQ - - - - - - = = = - - | QLES 134
TSI AKMAYFLFAHRQ YEL L RKARCHEL L QKCELFERVBDLPVI KEI R- - - - - - - QQVES 138
AVLLTFQLSVGWKMFHEQNKVESCSQLVFSTETGEVLKSLGLFQLDLPRKKELLSSVSL 139
HSTVI GPFI GGFVKVAL MYYKRRQANEL VSEI NRDHLAYNGLKG: - - - - - - - - - - EDREl 120
NGTI AMLSFTTTFKYSLLLYLQKSLNRLI AKI DVDYEl AKGLP- - - - - - - - = = - - PQEKA 119
VI VI G SNPMAYI FCI NFI RNRNEI KDLFYHLAWWLKI YYND- - - - - == ===« == = - - VE 125
ASCLMNVRI YG LVQEFTI FEDGLRLI FYSTQCSLGTLFQRR- - - - === === == - - NA 115
LI GQVFMAVL CVNKLAKSNVSLNGTSPVI FYVTTCVTMVL FFQVARRWPALVQHI SKAED 139
VDRTLKCRMIFVAGLMIFFS| FEHAMSI LSSVGLDCPPSLI LKR- - = = = = = = = = = = = = - - 98

NFRHSVRSVFFLSEl FGLVNLKYRETYFRLSKTKTFCTLVTA- - - - = = === === oo = - - 103
All1 M LSGC | FTEG W CSLI HRKKI VKFLDG MAFDI QLK- - - == === === = = - Qv 124
ALKKMRRLLY! | | | WESFSAI AWTGI TFVGDSVHNI KDPENENLTI TEP- - - - - | PRLLV 182
AVKKMRI LLLAVI GTTVLSAI SWI'TI TFI GDSVKKVI DPVTNETTYVE- - - - - - | PRLM 179
ALAKMVRKLLVLVMATTVLSWAW/TI TFFGESVKTVLDKATNETYTVD- - - - - - I PRLPI 179
ALAKVRKLLVMWM/TTVLSWAW Tl TFFGDSVKNVFDKETNETYTVE- - - - - - | PRLPI 164
ALAKMVRKLFFLVM.TTVASATAWITI TFFGDSVKMVDHETNSS! PVE- - - - - - | PRLPI 181
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Anmel Or 168
Anel Or 170
Anmel Or 169
Drel Or 65b
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Agan(Or 65
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SLSKVRRLLYFI CGMTVFSVI SWTLTFFGESVRM ASKETNETLTEP- - - - - - APRLPL 182
SLSKVRRLLYFI CGMTVFSVI SWTLTFFGESVRM ASKETNETLTEP- - - - - - APRLPL 182
ALTKVRRLLYFI CGMIVLSVI SWTLTFFGESVRM TNKETNETLTEV- - - - - - VPRLPL 182
- - LEl QTI LGHVTKSTHKLTKYYCSTVSFNCAAYGLFP- - - - -« ==« - sz oo oo o M 151
- - LEl QTI LGHVTKSTHNLTKYYCSTVSFNCAAYGLFP- - - - -« === - oo oo ooo o M. 151
- - LEl QTI LGHVTKSTHKLTKYYCSI VSFNCAAYGLFP- - - - =« ==« - =z oo oo o M. 151
- - PEl Q& LGHVTKSTHNLTKYYSYWWNENCAWGVFR: - - - - < <= = - === === = - M. 151
- - - - REDLI DKHVLM.TSI TKKI SYLI GMGLLMFALAP- - - - =« ==« == 2o o e oo AF 160
- - - - KEEI | ASETGFLNKVI NVLYVLNCSM WFDMTP- - - - -« <=« <=2 oo oo - M 136
-------- LPMYLGTCSRI SLI YSLLYSVLI WIFNLFG- = = = = == === === == -----\\M 148
-------- LDRYLRSCSRI SI TYALLYSVLI WIFNLFS- === ==--===------| M 147
-------- | GHHL SGYSRYSKFYFGVHWLI WIYNLYW - - - = = === = === == - == == AV 169
-------- VKSWLKRCHI YTKGFGGLFM MYFAHALI P-- - - === - ------------LF 161
-------- LPDFEKTMKRVI NI FTFLCLAYTTTFSFYP- - = - - == === ====------Al 160
-------- VSFYRKHVNRVMTLFTI LOMIYTSSFSFYP- - - - < <<= === === ------ Al 165
-------- CQHYFDVAMTI MRl EFLFYM LYVYYNSAP- - - == < === === === - - - - LW 156
-------- | HHYQEKYTRHI RNTFI FHTSAVWYYNSLP- - = - - === == === =------| L 156
-------- LHKFLRRFFLLYTGNLALLCTQFAVTAFFDD- - - - - - = = - - = - - - - - QFKSV 129
-------- PHKLLKAFFFAYKLI M LMALQYI LRKFVSK- - - - - === - - === - - - NGKPL 146
-------- LOWTRLFQRAVDGYTLVFI GTSVAAGLL- - == - --===---==------PL 147
-------- LAKYTDLFCKSVQLYTVCFVLSVWVLTLM === --<==----=------PF 153
-------- LLLLMNRI CLLRKLI TSQFSI SI LTLMV/T- === ---===---==------PV 148
-------- LLLLMNRI CLLRKFI TLQ | GOl LVLSLN- === ---===----=------PV 148
-------- VAR | DLLVLVTKAI SVLYTSSLFI FSLY-----===---==--------PA 146
-------- | TRI | DLLVLMIKAI SVLYTSSLFI FSLY- == ---===---=-------PA 146
-------- LRRTGRI LW VYRMVBASY! FAAVAFGLY- - === === === -===------PA 147
-------- LRRTGRI LW VHRLMBASY! FVAVAFGLY- - - == = == === === == - == - - PA 147
-------- LRHTGRI LW VYRl MBASYl FAAVAFGVY- - - == - === === === - - - === PA 147
-------- LRHTGRI LWLVYRM SASY!l FLAVAFGW- - - = = = === == === == - == == PA 147
-------- LKQTGYl LMWFFFRFVTTLATI WLAFGLY- - === === ==---==------PL 147
-------- LQRTGRI LWFI FRFVMRTSVSSAAFGFFLY- - === === === == === -- PV 147
-------- VEKSSKL SDKFVFYWTFNCI ASSLMPM AS- - = - - == === - === - - - - LLGG 34

-------- MDQASEL SDKLAYWWTSSLAVGSWPWLA: - - - - = === - - === - - - - | ATG 139
-------- MAGSYRVBKLW KTYVYCCY! GTI FWLALP- - == - === == --------| AYR 172
-------- SHAAFRVBRNFTVAVW MBCLLGVI SWGVSP- - - - = - - = === - - - - - - LM.G 181
---------- EVNRKLEWCTRWFGYCVFGSVFYNLVK- - - < == - === == - = -~ | LAl 149
---------- KVRKRVDL YAHLI FFYSMFGSFVYNVDK- - - = = = = == === === ==~ | LI 149
---------- KVNKRLDFLVKFVFSYAl FGAVWYNLMR: - - === === === ------| | El 114
---------- KRSRRLDFYAKLYSYYCYFG VI YSLLQ ---=----=--------11 EM 143
---------- KRSRRLNFYAKLYSYYCYFG VI YSLVQ - == =----=--------1| EM 143
-------- TI STTKMLEKPSRI YI | VNVI S| | VW SSP- - - = === === === ----- LI KL 147
-------- I | DTVKPLEMPLKI YVI ASVASLM W LSP- - = - === ---=---- LI KL 147
-------- TI GTVKPLEKPLRVY! | ASVGSLM WASLP- - - = === === === ----- LAKI 149
VEYQTGKRWFVNVAFFLATSWSFFLCI LLLLLI TSP--- - -« - - - - - MAVHQQNLPFHA 159
VDYRTAKRWYFTLAFFLASSW.VFLCI FI LLLI TSP-- - - === - - - - - LW/HQQ LPLHA 159
KEVQETKRLHFLLFMALI | TWESFLI LFMLI KI STP--=-----=--- FW ESQTLPFHV 190
LVEPSI KFWQRFYLI FRVLCYCTTFFWSSYPI LDKW - = - = = =« = = = - - - - TKDHRLPFL 161
LI QPSLKFWKLLYNLFHSLVGGATLFW LFPI VDK- - - = = = - === = === - - KEKRLPFL 159
| VNDAI TMCNRQGYVFYTLVFLI | GARL L YASLANWPYDKHNYFDGNVTVI VNTKEMPYT 184
| VTSAI NMCKRQGYVFYVL TVGVTGGQGL YAAL ANL PYDKHNYFDGNVTVVVNTKQVPYA 182
| PLASARKKSTI FVWLYFMFSDGLVTEWL M SLLL- -« === === oo occam oo TTLIVP 175
MPLVSARKKSTI FWILYFMFSVGLATEWL VI SLSL- -« === === oo mmm e - - TTLIVP 179
TI FSHSR- TVNKLYKGVLGFTGFTLVQWIVLSLI G- - - == === === == - - SERTLPFNE 156
I LI LKAR- KI KRLCMFFLVNAVTTCSLWAVI PLLDI - = = = = = == == = - = - - SSKMLPF- K 155
LQQRRLAVFNRWYYAY] FVSH MAAFGTGS- - - HLL- = == = === === - - - - SAEYRMVPFF 156
LHRKGVASI NRYLYPYLVTTN- LAVASSCL- - - YLL- === = === === == - - QDDYRLPYF 168
FWRREQRFFKWEFY! Y1 LI SLGWYSGCTG - - VLF- - === - === === - - LEGYELPFA 164
FWQQNQRNFKRI FYW| WGSLFVAVMGYI S- - - VFF- - = = < == c 2o o - - - QEDYELPFG 161
MARFEHRRFNRVFMFYCLCSAGVI PFI VI Q- - = PLF- - === === o= - - DI PNRLPFW 157
| FAAACERSRKLRDFYGALSFAALSM LI P-- - QFA- === ===« === -- LDWSHLPLK 156
M_ELDRVAVVRVRNSYG MBLGAASLI LI V- - - PCF- === = - === === - - DNFGELPLA 156
VI EKAKKFNKLYWNI | LAVSFASCASNLFPPI | AHF- - - - <=« === === - - | LGTELVLP 157
I | QKNNSAYKTYWKL YAl LSNFAYSSQVLGPLI VKL= - = = = = === = - - - - | WKTKLELP 159
| QKSFDKNI GSI TI YYTVMWEFTVFCM VSS- LVTD- = = = = = == == = - = - - FRNQRLAYE 155
MRDKCDKQARLNAI YYAI LVELSVVBLSFGG- LLK- - === ===« = == == - AESHKLPYR 153
| RTKFNKMNERTS! CYTI LVLVSATW FVRS- FFTD- = = = = = == == = - = - - FKKRKLTFR 155
| FLKFEKL TDWNTLGYFI LLMSSSLCl LMGS- LLAN- = = = = - === = - - - - FKI RKLAFR 155
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I | MAG- | ERAEFI FRTI FRGLACTWLG | YI SASS- == - === = === zo- - - EPTLMYP 159
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178



Drel Or 33a
Drel Or 33b
Drel Or 22a
Drel Or 22b
Drel Or 42b
Drel Or 59b
Drel Or 59¢
Drel Or 98a
Drel Or 42a
Drel Or 85a
Drel Or 43b
AganQOr 2
Aganr 10
Drel Or 30a
Drel Or 49b
Drel Or 43a
Agan(r 32
Agan(Or 35
Drel Or47a
Drel Or 98b
Drel Or 9a
Agan(Or 38
Agan(Or 39
Drel Or 24a
Drel Or 45b
Anel Or 74
Arrel Or 86
Anel Or 75
Arrel Or 84
Anel Or 87
Amel Or 76
Anel Or 85
Arrel Or 88
Anel Or 91
Anel Or 92
Anel Or 95
Arrel Or 93
Anel O 77
Arrel Or 94
Anel Or 96
Amrel Or 79
Anel Or 83
Arrel Or 80
Anel Or 81
Anel Or 82
Anel Or 78
Arrel Or 89
Anel Or 90
Anel Or 142
Anel Or 146
Anel Or 148
Anel Or 158
Anel Or 147
Anel Or 150
Anel Or 151
Anel Or 152
Anel Or 154
Anel Or 155
Anel Or 157
Anel Or 156
Anel Or 153
Anel Or 144
Anel Or 145
Anel Or 143
Anel O 1
Amel Or 3
Anel Or 6
Amel Or 7
Anel Or 4
Amel Or5

YFNQNPSRVARM. SKSYLVAAI SAl | TATVAGLFST- - - - - - === c ez e - - GRNLMYL
FFNQNTRREANFI WKSFI VAYGLSNI SAI ASVLFGG- - - = === = = = = == = = = - GHKLLYP
TVHRYVAVGNFFDI LYHI FYSTFVWMNFPYFLLERR: - - - = - = === === = - - HAVRMYF
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KI HLVWARSNHAFLI FTFVYCGYAGSTYLSSVLSGR: - - = === = = = === = = = - PPWQLYN
Rl HNMVARCNYAFLI YSFI YOGYAGSTFLSYALSGR: - - = === == = === = = = - PPWSVYN
| FHKMVARVNLI VI LFLSTYLGFCFLTLFTSVFAGK- - = === == == === = = = - APWQLYN
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KVRDWATI TRLYLTFVWVYVLYATSTLLDGLLHHR: - - = === = = = === = = - - VPYNTYY
VLERYTRRGRMLS| SNLW.GAFI SACFVTYPLFVPGR: - - - - - = === === - - GLPYGVT
LVSTYTKRARFLSI SNLALGAFI SGCFWYPLFTGQR: - = === = = = === = = = - GLPYGWF
LVKETTRLSVLI SRI NLLMBCCTCl GFVTYPI FGSER:- - = == = = = = = = = = = = - VLPYGW
| LDQVNKVGKL MARGNL FFGM_TSMGFGLYPLSSSER: - - = = = = = = = = = = = - - VLPFGSK
| LRRAEREARNLAI LNLSASFLDI VGALVSPLFREER: - = == = = = - = = = = = = - AHPFGLA
RFVKCSELHAKLLRAYVI GTSI VLLLYELNAI VAS| T- == ===« -=-- LSLQQN
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| LNAANKQDQRVCTLFRTCFLLAWALNSVLPLVRVGL- - = = = = = = = = = = = = = - SYWAG

| VTRESRRDQFI SAMYAYCFI TAGLSACLMSPLSMLI - = = === = = = = == = = = - SYHEQV-
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LFTKCRKFCTLWILTVFSFTQA- SLTFY! | TPI CANI - = = === = = = === = = - GKNKSER
I | TGCKKLCNFSI VLI | FCAQG- TCAGYMVTPLI ENl = = = == === = === = - - GKNESDR
| LAECKRI CTI FVWVI SFCAQG- TCTGYM TPI I ANV- = = == = = = = - === = - - GRNESDR
LLQNCKRI SMLCI TLI NVCAQG TI VSYVLTPI VENI = = = === = = = === = - - GRNHSDR
| MNKCQRTCNYLVFVFTFFAQG TVLGFI LRPI LVNR: = = == = = = = = == = = = - GKNESDR
I | NTCKRYSTFFVCl FTFFSQG TVFSFVI RSLKENI - = = = = = = = = = == = = - - GKNETER
| | DDYRRLCSFLVCSFTFFAQG TWCFVI TPVFVNN- = = = = = = = = = = = = = - GKNESDR
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M G- CNZKCTSSSVSSRFSRWRPLLLTSSVRLLVKNI - - = = = = = = < < = =« = - - GKNESDR
| FTNCRRQCI | FVCFLTFSTKG TLVCY! VSPLVEN! = = = = = = = = = = === = - - GKNQSER
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LCl YVKKCNI FYGGTI VLTYGA- - - - - - - - - ATVFVL- - - - mmmmmeee oo e GPTFLPI

LCMYVKKCNI FYGGTI VLI YGT- - - - - - - - - ATVFVL- - - - cmmmmeee oo e GPI FLPI

MCAYVAKCNI FYGGTI VLI YTT---- - - - - - N Y = GPTFLPI

FHKYl KKCYTFYGCS! | OMYLT- - - - - - - - - GLAFI | = mmmmmeeeamee GPAFSPA
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LQGYVNRYKKFFSTVSMGY] ST- - - - - - - - - Al SFSL----mmmmmmmomas MPLFSAQ
VMVNTAKI GRFFTI VYLSLSYTGALPYHI | LPLI S+ === === == cemmemo - ERI VKED
VMVNTAKI GRI FTI VYLFLGYGGALPYHVI LPLI S+ === === === e = oo - - ERI VKAD
I FVTNSRI GQRI MLI | AVI TYSSGLGYRWLPLLK- - -« === === ===z 2 - - GKI VLAN
| FVTNSRI GQRI MLI | AVI MYSSGLGYRWLPLLK- - - == === === - ===« - GKI VLPN
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| FTANSKMGQKVMLI VAVTVYSSGLGYRMLLPI LK- - - == === === - === = - GKI VLPN

179

154
156
174
174
171
172
174
169
174
172
171
151
152
157
151
155
151
150
153
155
165
171
172
152
164
159
159
159
157
174
159
161
160
158
155
156
144
160
159
159
159
159
159
159
158
159
160
157
153
153
151
151
151
153
153
153
153
153
150
153
143
154
154
149
167
172
159
159
161
161



Anel Or 8
Amel Or 9
Anmel Or11
Anel Or 12
Anel Or 10
Arel Or 14
Anel Or 15
Amel Or 13
Anel Or 16
Anel Or 17
Anel Or 18
Amel Or 19
Anel Or 22
Arel Or 24
Anel Or 20
Arel Or 25
Anel Or 29
Arrel Or 30
Anel Or 21
Arel Or 23
Anel Or 35
Anel Or 27
Anel Or 28
Arel Or 33
Arel Or 34
Anel Or 32
Amel Or 31
Anel Or 36
Anel Or 37
Anel Or 38
Arel Or 39
Anel Or 47
Arrel Or 48
Anel Or 40
Arrel Or 43
Anel Or 45
Amel Or 41
Anel Or 42
Arrel Or 44
Anel Or 46
Arrel Or 49
Anel Or 50
Arel Or 26
Anel Or 53
Arrel Or 54
Anel Or 52
Amel Or 51
Anel Or 55
Anel Or 57
Anel Or 56
Anel Or 58
Arel Or 59
Anel Or 60
Amel Or 61
Anel Or 63
Arrel Or 64
Anel Or 66
Arrel Or 65
Anel Or 67
Anel Or 114
Anel Or 115
Anmel Or 118
Anel Or 164
Anel Or 163
Anel Or 165
Anel Or 166
Anel Or 167
Drel Or 35a
Drel Or 74a
Agan(Or 3

| FSERASI EHKLTM VAI Tl YGGGFLYRAI LPLSK- - - - - - - - - - - - - - - - -~ GRI VLPN 163
| FSAKASI EHKLTTVI Al TI YGGE FYRM LPLSK- - - --------------- GRI VLPN 163
| FSERASI EHKLTTVI WTMYGGGFFYRTI LPLSK- - - - - - - - - - - - - - - - - - GKI'LLPN 161
| FSTRASI EHKLTMWWITMYGGGFFYRAI LPLSK- - - - - - - === - - - - - - - GKI VLSN 163
| FSRTASVEHKLTSI | Al TI YSGGFFYRM LPFSK- - - - - - - - - - - - - - - - - - NKI VS-N 162
| FRAKASFGHRVVSM Al VTYSAGLGYRTI LPLSK- - - - - - - ----------- GRI LLPN 163
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| FRSKMKI GRRWLI AAFTMYGGALCYRTI LPLLK- - - --------------- GIVI TAD 166
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I M TYANYGRKLAFI CFFFMLCAFI FYFLI QPFGGG- - --------------- KIVD--G 168
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I MUMNANFGKRLI | VTTTVTYSGFVFFYI Al PMKI G - - - - - - - - - - - - - - - - Kl PAPDA 168
I MLMNANFGKRLI | VTTTVTYSGFVFFYI AVPMKI G- - - - - - - - - - - - - - - - - Kl PAPDA 168
| MVENARI GRSLAI FCAGFMYSGGFFYTTVMPLCT- - - - - - - - - - - - - - - - - - KRTEI I D 173
TMLKNAKFGRYVAASCAI FMQGA LCFCFVTI LTTE----------------- TI QVGNE 169
VMLKNAKFGRYVAAVSAAI LQSGYNCXCCMT | SRTE- - --------------- LI Q G\E 170
VM KHAKI GRYl SMMCAAFMOGGVLSYCAVTAFSTQ - - - - - ----------- TIEIGNE 171
VM KHAKI GRYl TMFCAAFMOGGVLSYCAVTAFSTQ - - - - - - ---------- TIEIGNE 171
I MKHAKI GRYl AVFSAAFMQGGVLSNCAVTAFSTQ- - - - - - ----------- TIEIG\V 170
VMWKYAKI GRYI AALCAI FMOTGVLTYCWTAFSTR- - - - - - - - --------- I'1 EI GNE 170
VMLKNAKI GRI' | SCCI VGFMQLGTFCFCTI LGVFKR- - - - - - - - - - - - - - - - - TIKIGND 170
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VMLKNAKI GRI' | SCCI VGFLQI GTFCFCTI LGVFKR- - - - - - - - = - - - - - - - - TIKIG\N 171
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VMLKSAKI GRI | SGCI AGFMHI GTFCFCI VLGVLKR- - - - - - - - == - - - - - - - TIKIGND 170
VMFKNAKI GRI | SGCI ASFMVSTI CFA VFGVFKQ - - - - - ----------- KI KI GNE 170
VMFKNAKI GRI | SGCVAGFLQLSTI SFCTVFGVFKR- - - - - - - - == - - - - - - - RI KIGNE 171
I MLKNAKI GRI | SCCFAAFMFSTVI FCAVFGVFKR- - - - - - - - - - - - - - - - - TI KI SNE 170
VMFKNAKI GRI | SGCI GSFLQFSTI SYCTVFGVFKQ- - - - - - - - --------- TI KIGNE 170
VMFKNAKI GRI | SGCI GSFLQFSTI SYCTVFGVFKQ - - - - - ----------- TIKIGNE 170
VMLKNAKI GRI | SGCI AGFMQLDSI CFCTVLGVFKQ - - - - - - - --------- TI KVGNE 170
VMLKYAKI GRYl AAFCTAFLQGGVLCTCI ALGAFKT----------------- TI KNGN\E 170
VM_LKNAKI GRYVAVFCTVFLQGGVFCTCLALGAFKK- - - - - == === - - - - - - - TI KVDNE 170
VMLRNAKMGRY! AAFCAI FMWI | FFTCFI LG FKR- - - - - - - - - - ------- SI HI DNK 170
LM KNAKLGRFI ACI AALCVHSGE MBYTVI TGFKKI - - - - == === - - oo - - - TFQ G\D 174
I MLKYATI SRKLI TMCAVFLYTGAVBYHTI MFLS------------------ KG&KNK- D 175
I MLKYATI SRRLI TI CAVFLYSGGVBYHTVMFLS- - - --------------- KG&KN--- 173
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MVLKYGOMGRNLM | CAMFTYTGGT I FHTI LQYKV- - - - - = - - == - oo - - - GIFI DEY 173
MWLKYGQVGRNLTI | CAVFMYTGA | YHTI LQYEl - ----------------- GTIFI DEY 173
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| VRRHAYMGRVACASL| FCSYAGSTLFMIVPMLAGDE- - - - - ----------- EEVI NVT 159
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I MRRHAYMSRVACASL | SCSFI ASTLFMIVPMLTGDK- - - - - - - - - ------- KDl I NVT 159
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I 1 MDKSMLSSRI SNFLI SYFAI TFFLYS- - - - - GVAL---------mmmm - VI FDED- 143
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YLVRI NHRI DRFSKI YCCSHLCLAI FYW/APSSSTYLA- - - - - - - YLG - - - - ARNRSVP
HLTTQHDFI HKI TRI YCI VWMFAAHFYVLTPLLSTFYA- - - - - - - FYG - - - TVRNDNVT
HLTTQHDM HKI TRI FCI WMFAAHFYALAPFLSTLYT- - - - - - - FYG - - - TVRNKNAT
HLTTQHDFI HKI TRMYCI VWMFAAHFYVLTPFLSTLYA- - - - - - - FYG - - - TVRNENAT
YLTKVMDTQVTKI TKLYLTALLVPANFYSYSPI VATLWK- - - - - - - YYN- - - - TYEN- DTV
LLTSHHKRMHTWIRYYCLVI LYTVSI FATAPI CATFWS- - - - - - - YVR- - - - AAHR- NTT
NLTDLNLRI HKYTLCYCLYMCCVCTVYCVAPLGSNI AG- - - - - - - YTAAMVADTASNSSTT
QLLQFNHRI HRYTNRYCFSMM LI VFYLVAPVI TSFGV- - - - - - - YFQSVWISHHDTNDT
HVLQFNYLI HRYTNRYCFSVM LI MFYLAAPVI TSFW- - - - - - - YFQSLVKSYHLANGT
TLI KLNVKI NQI SWWYCYYVAVAAFTYW APCLI TYLS------- | HKEQDI AGNGTMNA
I L1 KFNVKI QKLSVVFCWYI AVTATFYWLAPCLMIYRS- - - - - - - | YMASVSVENGSVQS
I LI KFNVKI QKLSVWFCWYI AVTATFYWLAPCLMIYRS- - - - - - - I YMASVSVENGSVQS
TLI KLNVKI NKI SVLYCWYLAAAGLI YWSTPCLMIYHS- - - - - - - VLKAKAEYCGPN- - HP
TLI KLNVKI NI LSVLYCRYI WAAFI YWWPCWVTYSS- - - - - - - | HKAEVSMGNESI QS
FVI KSNTKI NKLSVTCCKYFTI AYVLYCAMPPI ASTW- - - - - - - YVRNQR- NKTAEPEE
FLI RSNVKI NQSSAAYARFFMCVYVLYCTMSPLASGFV- - - - - - - YI RNQR- NATGVQED
FI LI TRDTI NKSSVMYSKCFFAVCI SYI | MPFMATSAV- - - - - - - VVRNRR- NQTGEREE
Q LI SLNTTI HKFTKFYFI FTNGYVFSI TGSTI AGMLY- - - - - - - TYYTKD- SEYSAAFP
Q LI RLNTAI HKFTKYYFI FTNG VFAMISSTI AGVFY- - - - - - - TYYAKD- SEYSAAFP
LI I EVNANI HRFSLGYAKLNLLYVLLFNVI PPl YNYPR- - - - - - - YFLQARMPEDNRTVE
YVWYVNRQ MRYSRLYI | VQGVYFLI FNLLPAI VTYSA- - - - - - - YFASS- - - GDGEPVE
LVRQORATLFGENNRI QLI LVATMLVEAl WWMTTQLFS- - - - - - - RDAFM.QVNGHVVDS
WARTERSKL YRHNNRFLWVLI SAl SVESLCFLARLLLT------- RPEFM_QYGGAVL GG
WAVCGRRARFYRRTNRVI LTVMAE NLAETVCFTATNVIWK- - - - - - - LDEFMLQFRGAI VGG
LVRAARQHVKVONNRYLFAVCLTLVLEASI FSGTNLML- - - - - - - QPEFMLLYQGHAVGG
YADESRRNVALONSRYLGVALVFHSLTVTVYVI QNWR- - - - - - - ENSFVKI | TSFPI DL
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RAEEI RAGSI HNAGRFLSTLLAVQ VTLI FWFVLTELQ--- - - - - AHRQDVLLPI FI YLP
QCKKVAQLYRNTLFSFLI LFLVWPLVSPI LDI VHPLN- - - - - == - - o oo - - - QIRSR
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QGNKFAE!I YKNVLLSALLLFLLLPLFPSFLDI VFPLN- - - - - === === - - - - ETRQQ
YGSKLALLYRRTLLTFLVI FLFLPLCNPI LDVI LPLN- - - - - == === - -mmm o - - ETRSR
RTTALCALYKVMWYSCAFMFLVI PTI PPI LNI VAPLN- - - - - - - - oo o oo - - - - VSRSR
KATTLCI LYKVMWYSCAFMFLVI PTI PPI LNI VAPLN- - - - - - - - - oo - - VSRSR
RARVLSTVYEVSI FFCGFMFLLI PSI PPI LNl I SPLN- - - - - - - - - - - - - - - - - - ESRGR
RATTLCI FYEVI VI FSAI MFI M PTI PPI LN I MPLN- - - - - - - - - oo - - ESRDR
RAMFFCSFYEVSI YSCGFMFLSMPSI PLI MNVI MPLN- - - - - - - - oo oo oo - - - ESRSR
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I SSHI | YI FCCMTFAFI VAAI | FLVNPVI LDLRNPLN- - - - - - - - - - - - - - - - - - ESRI F
I SSHI | YI FCCMTFAFI AAAI | FLVNLI | LDLRNSLN- - - = - === - - oo - - - - EFR- F
I SSHI | YI FOWLSFI CVASTW FI LNPVI LDVI MPLN- - - - - - - - - - - - - - - - - - KFR- L
I SSHI | YI FOWLSFI CAAASCI LI LNPVI LDVI MPLN- - - - - - === - - - - - - - - KFR- L
I SSHI | YI FCWLSFI CAAASCI FI VNPVI LDVI MPLN- - - = - - - - - oo - - - KFR- L
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------------------------------ KFN-

YASKCYEALKECI ROHQSLI EFCDKL

------------------------------ GLPRYEKCCYERL KDCVWWQHQTLI EYCKRL
------------------------------ ESYR- ANVCHAKLRSCVI RHQTLTKYCKQL
------------------------------ SWESCVENCYATFKL CVKQHQDRI TYCHRL
------------------------------ EESALSFYEYSKLKAYI RQHQALI EYCKKL
------------------------------ KSPYLSI CKYAKLKI YI RQHQTLI EYCRKL
------------------------------- SSKYCI NEYKSFKTCVQQHQAL| EYCKKL
------------------------------ DSL YFSNKCYTTFKKY! RQHQALI AYCRKL
------------------------------ DSLHFSNKCYTTFKKY! RQHQTLI AYCRKI
------------------------------ DSCYFASKYYAI FKKCI RQHQALI AYCRKL

______________________________ DSX-

- ATKCYAI FKKXQHQALI YLI YCRKL

------------------------------ NTSYFAKKCYEAFKKCI REHQAL | AYCEKL
------------------------------ ENVNSSNRCYAI LKNCI RYHQAL I QFSI TL
------------------------------ ANKNSSDECYKAFKNYVQQHQAL L DFCETL
------------------------------ TL TKQVHKFYEQFKECVRHHQAL | DYHQNL
------------------------------ TFAKQVYKFYEQFKKCVRYHQAL | DYYQNL
------------------------------ | LSKQVHKFYEKFRKCVQHHQAL | DFYQNL
------------------------------ | LSKQVIQKFYEKFKKCVQHHQTL I DFYQNL
------------------------------ | LANRVPKFYEKFRKCVQHHQAL | DFYQNL
------------------------------ | LEEQVIKFHEKFKKYVRRHQAL | DYHQKL
--------------------------------- AHAREFYDRFKARVPYHQAL | DYCEKI
------------------------------- L SKHVHTCYEKFKEYVRYHQAL | NFYTKL

----- DGEFDAC! KKHDEL L RYSRE
----- | ESLI KCI EKYYAl RRYAEEV
----- | DMLI VCFKKLLLLRRYAEEV
----- | DMLI VCLKKLLFLRRYAEEV
----- | EMLI VCLKKQLLLRRYAEDV
----- | SMLI VCI KKQLHI RRYAKKV
----- | GVLI ACVKKQLRI RRYAKKV
----- | GVLI VCVKKQLHI RRYARRV
----- | DMM ACl KKQLQLKRYAEE]
----- | DMVI ACVKKQVQLRSYAKEV
----- VDTLVVCLEKHSRLKRYAEEV
----- KDMWI Cl KKQLQ RRYAKE

250
251
262
279
280
259
268
262
261
261
258
286
264
269
267
268
265
264
252
267
263
263
263
268
266
263
265
265
262
263
239
239
236
237
237
239
239
239
239
239
236
239

----- I NMLI VCX- - - - - - - - YAKKM 215

----- YDMLVSCI KEHQKI LGFVEDT
----- YDMLVSCI KEHQKI LGFVENS
----- YDTLVSCl KEHQKI | GFVEDT
- NRDLHDRVI DI VQSHLKAI EYSARV
- NRDLRGRI ADI | QSHLKAI EYSALV
SENTMQXRI VDI VEYQTKI KRFLGNT
SENTMOXXRI VDI VEYQTKI KRFLGNT
SEKI MQQRI VDI | EYQTRI KRFLSNT
SENI | QEKI VEI VEYQTKI KRFLGNA
- ERWQEKI VHI VEYQTRI KEFLNHV
- EKWQEKI VYI VQYQTRI KEFYNYV
- EQWQEKI VHI VEYQTRI KEFLNQL
- EKWQEKI AHI VDYQTRI | EFLNDL
- ERWQEKI VHI VEYQWKI KEFLKQ

NEVWVHEKI VDI VKYQTKVKGFLKNV
NESAVHVKI TDI VRYQTKI KQFLNDV

240
241
235
266
269
261
261
263
263
263
263
261
263
262
265
266



Anel Or 118
Anel Or 164
Anel Or 163
Anmel Or 165
Anel Or 166
Anel Or 167
Dnel Or 35a
Drel Or 74a
Agan(r 3
AganOr 5
Aganm(Or 13
Agan(Or 15
Agan(Or 17
Agan(Or 16
Agan(r 55
Agan(Or 18

---------------------------------- CEl | VRKKLADI VEYQVKI | DFLNHV
---------------------------------- SEVTLQRKI MDI VEYQVKI KRFLKNI
---------------------------------- SEVVLQRKI MDI VEYQWKI KRFLKNI
-------------------------------- NDNENL - DQRLANI VKQHVRI | NFI ALT
-------------------------------- NDDENL- DQRLVNI VEQHVRI | NFI TLT
-------------------------------- DMYNNV- DSRI AS| VSQHVRI LKFLALT
-------------------------------- DMYNNV- DSRI ASI VNQHVRI LKFLALT
-------------------------------- DVDERL- DGRI ADVI RQHVRVLKFLALT
-------------------------------- DVBKAI - DDRI ANI VI QHDRI LKFLALT
-------------------------------- DVBKKI - DDRI ANI VI QHDRI LKFLALT
-------------------------------- DVNKI V- DKRI AKI VWQHDRI LKFLALT
-------------------------------- DMCYSV- DQRI AKI VSQHVRI LKFLSLI
-------------------------------- DMCNSI - DQRI AT VNQHVRI LKFLSLI
------------------------------- KDVENI VHEQRLGNI VEHHLHI LGFI SQ
-------------------------------- NQKKTDDFKEI Gl | VERHLRVLNFI TYL
-------------------------------- KREK- M FREI GLI VEHHLRTLNFI SCI
-------------------------------- VNNKNVGLDKI SNI VRHHLRI LSFI TGl
-------------------------------- | QDKNI VLNDI GEI | RHHLKI LSFI TG
------------------------------- KI HDKNI GLNKI GKI VRHHLRTLSFVTG
-------------------------------- DNNKNVVI NEI GEI VEYHLRI LNFI EG
------------------------------- QKENKN- RI DEI SVI | EHHVRI LSFLERA
------------------------------- QKENKN- RI DEI SVI | EHHVRI LSFLERA
------------------------------- QEENKNVHI DKl SVI | KHHVRI LSFLERA
------------------------------- QEENKNVHI DKl SVI | KHHVRI LSFLERA
------------------------------- QKQNKNI RI DEI SVI | EHHLRI LSFLERT
------------------------------- QKQNKNI RI DEI SI | | EHHLRI LSFLERT
------------------------------- QEENKNVRVNE! SVI | EHHLRI LSFLGRT
------------------------------- QEENKNVRVNE! SVI | EHHLRI LSFLGRT
------------------------------- QEENKNVRVEEI SVI | EHHLRI LSFLERT
------------------------------- QEEKKNVRI NEI SVI | EHHLRI LSFLERT
------------------------------- QEEKKNVRI NEI SVI | EHHLRI LSFLERT
------------------------------- QEEKKNVRI DEI SVI | EHHLRI LSFLGRI
------------------------------- | DLNN- VYVNKI SI | VEHHLRI LSFI THI
------------------------------- KKLNNNAYI NKI GI | VEHHLRI LSFI ARV
------------------------------- RKENKDNHI NKI GVI VEHHLRI LSLI AR

257
268
268
277
277
278
270
274
269
270
270
270
270
279
272
272
274
274
274
273
270
271
272
272
271
271
271
272
271
271
271
271
270
271
273

------------------------------- KKQDEQTLHKKLGFI VEHHLRTLSLVWM 279

-------------------------------- EKRKYKDCDPFAL| VHDHVEVL RFSNNI
-------------------------------- ERKKYESCNLFALI VHDHVEI LRFSNNI

-------------------------------- DKK- - NNCDPFALI VHDHVEI L RFSKNV
-------------------------------- KVLETG ESHLAVWVKNHVEI LRFAKNV
-------------------------------- YKKNSNPNI QU1 KI | KHHI KI LKFSAW
-------------------------------- YKKNSNANI RLMVEI | KHHTRI LKFSAW
-------------------------------- YSKNLNPDI RLMG | KHHI RI LKFSAW
-------------------------------- SKENSNPNI RLI El | EHHI KI LRFSAW
-------------------------------- SKEKI NLNARFTKI | EHHLRI LRFSATV
-------------------------------- GKGKFNLNARLI KI VEHHLQ LRFSATV
-------------------------------- TKNTFNLNTRLVKI VKHHLRI LRFSES|

------------------------------------- RTTKHI TLLI KRHI YLLKLGDM.
------------------------------------- RATKDI | LLTKRHI YLLKLSDM.
------------------------------------- RTMVKHI SLLTRRHI YLLKLSDM.
------------------------------------- KI TEHFI LLI KRH YLLNLSKM.
------------------------------------- RTVEHI | LLTKRHI YLLNLSKM.
-------------------------------- TYDKKDLKRRLKEI VQKHEYVNRFAET]

-------------------------------- RNDYKTFEQRLSSI VNRHNHL SRFAVI V
-------------------------------- KRESQ- - D- TI KDI | VRHQKI | QLSKNI

-------------------------------- EQELR- - | Rl | KKLI AKHQRTLNLSENI

-------------------------------- HKGKT- - SYI LKNI | VKHQRI LRLSENV
-------------------------------- SH- - - - - - - - LKFFI | RYQEI | TFAERV
-------------------------------- KK- - - - - - - - LKFFI KRHQE! | LLAEKI

-------------------------------- KPESS- - Rl | | KSLI DRHYR! | | GSEYI

------------------------------ DRPHVAKQLKVL I TKTLRKNVAL NQFGQQL
------------------------------ SSLNVAI AYRLNLTHI LRRNAAL RDFGQRV
--------------------------------- VAQDRAEKELNEI | SVHQRVLNCVFLL
--------------------------------- L DEREAEKEL| El | VNHQKALKCVELL
--------------------------------- EDNTFNRQEVKS! VWIVHQDALNCASLV
--------------------------------- QDNTF- RQELKSVI KNHQDALNCASLV

--------------------------------- QDNTF- RQELKTVI KMHQDALNCASL L
--------------------------------- RSQNY- ASDI RSAI QVHQSAL SCADVL

--------------------------------- RTVPSDRDSI RTI VAVHQQAL CCADL L
--------------------------------- PDVRQRSDGVBEVWWL HQRAL RCAEL L

277
275
272
274
273
273
273
275
276
276
276
262
258
258
258
258
232
255
237
249
251
241
241
253
266
267
278
259
258
257
257
255
258
265



Agan(Or 14
Agan(Or 51
Agan(r 12
Agan(Or 19
Agan(Or 20
Agan(Or 21
Aganr 50
Agan(Or 29
Aganm(r 53
Agan(Or 30
Agan(r 46
Agan(Or 47
Agan(r 48
Agan(Or 49
Aganmr 61
Agan(r 62
Aganm(r 63
Agan(Or 60
Aganmx 75
Agan(r 76
Agan(r 78
AganOr 77
Aganmr 79
Anel Or 99
Amel Or 101
Anel Or 102
Amel Or 103
Anel Or 104
Anel Or 98
Anel Or 100
Anel Or 97
Anel Or 105
Anmel Or 109
Anel Or 110
Amel Or 111
Anel Or 108
Anel Or 107
Anel Or 112
Amel Or 113
Anel Or 106
Anmel Or 122
Anel Or 125
Amel Or 123
Anel Or 126
Anmel Or 127
Anel Or 128
Amel Or 129
Anel Or 133
Anel Or 134
Anel Or 131
Anel Or 132
Amel Or 135
Anel Or 136
Amel Or 138
Anel Or 130
Anmel Or 137
Anel Or 139
Bror Or 20
Brmor Or 3
Bror Or 18
HirOo6
Bror Or 23
Bnor Or 16
Bror Or 4
Brmor Or 5
Bror Or 22
Brmor Or 17
Bror Or 1
Brmor O 1a
Bror Or 1b

................................. PNQKSI REELHDI | HYHQRTLNCI TLL 278
................................. PKQKSI REELHDI | KVHQRTLDCI ALL 266
................................. | SPENI DLELKKLI QVHQLAI RCVALL 268
................................. | SPENI DLELKKLI QVHQLAI RCVALL 268
................................. ATSNAI DRELKQVI QLHQRAVRCVALL 268
................................. TSSEAI GRELKKVI QLHQLALRCVALL 265
................................. VSPAHI DRELKKLI QVHQLAI RCDVLL 267
..................................... | SQAQLSWVI KSHRDTLLCAQYL 256
..................................... | TQERLNRVI KSHSNALSCATQL 246
..................................... ASQAKLEAI | HSHRSTLKCAAQL 257
................................. D- - - QvTAELSEI | ELHQLVI KCSRQL 257
................................. D- - - KYTAELNEI | ELHQLAI KCSRQL 257
................................. GLLAQKHRRLQQ VQLHYRAI ECTKLL 268
................................. PTTTQFRHRLTEI | DQHGAATRCTKLL 275
--------------------------------- VFWS| LQPELNSHI SRHVDLLDNLKEF 277
--------------------------------- EYWDNLQQRLTHRI KRHLELLENLRI F 275
................................. | FWANI VDQLRPHMQRLDELFI QLQHL 270
................................. EFWREL QAL| KLNVQRHVELLENLVDF 272
.................................... Rl LRELLYEHARHHSQLI VWTHL 275
------------------------------------ Rl LRELLYEHARHHSQLI VWTHL 275
.................................... Rl LRELLYEHARHHSQLI VWTHL 275
...................................... LVAFLKERVVYKAALLQHI RTI 253
...................................... LVAFLKERVVYKAALLQHI RTI 251
............................ | SKDAFSENSSYEKFRTCVI MHNEVI EFYNI L 273
............................ VSKDAFSENSSYEKFRTCVI MHNEVI EFYNI L 273
............................ FN- GTVLNNYTYEQ KNCVI MHDEAI QFYNI L 272
............................ LN- KI VSNNYTYEQ RNCVI THDEAI QFYNI L 272
............................ FNDRI | SENYTYEQLKNCI TI HNKALQFYNI L 273
............................ FT- - - DI EKCSYKELKNCVI KHKKAI KFYNI L 269
................................ VFSNI Hl YEQFKNCLI VHSEAI QFFSI L 193
.................................. DRHNENEL FRQCVMTHNKAYKFFEI M 217
............................ EKNGPNI SNI DYEEFKQCVI MHYKCLQLYDVL 273
........................... DGYY! DASMDETYVKI RQSI KAHKTAVQYVDKI 262
........................... DENYI TL- MDETYTRVRHS| KAHRTAVEYVDKI 261
........................... GGDCI DPLTDETYTKVRQSI KAHKMAVEYVDKI 262
........................... NGNYI DLLMDETYKKVKQSI KAHKTAVEYVDKI 262
........................... NEKYSDEL VEKTYAKVSQSI DAHKKAVEYVNKI 262
---------------------------- EDHAI PLEEI KYKSI CESI KAHQHALKYLKLI 259
............................ SKNSEEKI KETCKKI RSSI QGHEGAI RYLKKI 260
............................ MRKDSKVDEKI YRRMCYAI KTHKRALAYLTKI 258
---------------------------------------------------- TRNLS- - K 233
---------------------------------------------------- TPNLS- - K 232
---------------------------------------------------- MPNLP- - K 230
---------------------------------------------------- TPNLP- - K 230
---------------------------------------------------- MBNLP- - Q 230
---------------------------------------------------- MPNLP- - K 230
---------------------------------------------------- MPNLP- - K 230
.................................................... MFNLLSNQ 135
.................................................... | 1 DLSSKQ 231
.................................................... MFNVSSKQ 233
.................................................... | VNLSSKQ 233
.................................................... I VNLSSKQ 231
.................................................... MFNLSSKQ 233
.................................................... MFNLSSKQ 139
---------------------------------------------------- MFKLSPKQ 233
.................................................... MFNLSSKQ 232
.................................................... I FNLSSKQ 155
............... CNGNRSEFVLEEAKL YSPAEMAQVTDRLRQCI DYHRKLVEFTGDI 309
............... CNGNRSEFVLEEAKL YSPAEMAQVTDRLRQCI DYHRKLVEFTGDI 309
............... CNGNRSEFVLEEAKL YSPAEMAQVTDRLRQCI DYHRKLVEFTGDI 309
......................... ESPYKYTEEEL| EVAEKLKDCI NYHREI KI FTNRM 299
......................... RNSFEYTKEERQEVDDTLKKCI QHHTLI | GFVRI M 286
......................... RNSFEYTKEERQEVDDTLKKCI QHHTLI | GFVRI M 286
......................... RNSFEYTKEERQEVDDTLKKCI QHHTLI | GFVRI M 285
......................... RNSLEYTREERQEVDNTLKKCI QHHTLI | GFVRI M 286
......................... TNNSMYTEEENQUVLLKLQEC! RYHNFI | SFTVVM 293
......................... TNNSMYTEEENQVVLLKLQECI RYHNFI | SFTVIVMM 293
............... SHVI TTPNGPTNVETYTEEESKEVFARLRECI KHYGTVDDFANDM 300
............... SHVI TTPNGPTNVETYTEEESKEVFARLREC!I KHYGTVDDFANDM 300
............... SHVI TTPNGPTNVETYTEEESKEVFARLRECI KHYGTVDDFANDM 300

197



TcasOr 5
TcasOr7
HirOr4
Bnor Or 13
Drel Or 10a
Dmel Or 33¢
Drel Or 7a
Dmel Or 22¢
Agan(Or 1
Agan(Or 4
Drel Or 47b
Amel Or 73
Agan(r 68
Dmel Or 59a
Drel Or 23a
Agan(Or 31
Drel Or 2a
Anmel Or 62
Anel Or 121
Anmel Or 140
TcasOr 12
Agan(Or 8
Bnor Or 9
Agan(Or 40
TcasOr 63
TcasOr 4
TcasOr 13
Agan(r 24
Agan(Or 54
Aganm(r 23
Agan(Or 64
Drel Or 82a
Amel Or 116
Anel Or 160
TcasOr 10
TcasOr 26
Anmel Or 117
Anel Or 120
Bnor Or 7
Aganr 6
Dmel Or 45a
Drel Or 67d
Dmel Or 83c
Anel Or 162
HvirOr 3
TcasOr 20
AganOr1l
Drel Or 56a
Agan(r 28
Agan(Or 58
Agan(r 59
Dmel Or 1a
Drel Or 13a
Anmel Or 161
Anel Or 141
Agan(Or 52
Agan(r 36
Agan(Or 25
Agan(r 45
TcasOr 3
Drel Or 88a
Agan(r 22
Drel Or 49a
Dmel Or 85f
Anel Or 119
Dmel Or 63a
Drel Or 67b
Bnor Or 21

------------------------- NWSDDFNESEKK- - - GYLVSI LEYHAYI | Rl FGEV
------------------------- NWSDDFNESEKK- - - GYLVSI LEYHAYI | RI FGEV
----------------------------------------------- KI HKDLNKLANEV
----------------------------------------------- ALEVQTSLLATVL
------------------------------------- SPCDAVRRLAAL HGTL CDVVNSI

----------------------------------------- TI RRLALSYGSI CEWRQ

-------------------------------- PVQLYI LEQKVRSVI | RHNAI | DLTRFF
------------------------------------ VVNHQRLLDY! EQHKLLVRFHNLY
------------------------------- DERRQEEHCAEL QRCI VDHQTM_QLLDCI

------------------------- DSVDVFTEEMNAEVRHRLAQVVERHNAI | DFCTDL
---------------------------- | DHHSKVYGTMYAKVTECVL FHKDI L RFGDEV
----------------------------------- AERTASAlI RN\VGQVHSGLLKCI RLL
----------------------------------- DKRFHEEFCRVVRFHQH! | KLVGKA
-------------------------------------------- LVLTVTRNSNVFAETV
-------------------------------- PEI MAKVSRKWRVCLVEHQRI VEYYDNF
------------------------------------- DAEKDLEACI TDHKHI LELFRRI

----------------------------------- L EENEQDLVNCI RDQNAL YRLLDVT
--------------------------------------- NRELKKLI EHHKYI LRI SDRV
----------------------------- QTYEAVWREEVYQEL| ECl RDLARVHRLRE! |

---------------------------------------- RKI GPLVKRHCQLAVL VNDL
--------------------------------------- NFI LI Al VKDHI RLI RVI ELL
-------------------------------------- VYRKLFI Cl KNHQNAI KYSNLL
----------------------------------- KSSVNKNLI QCACHYRS! | QFAAEV
---------------------------------------- QELVGCVRI HQAVI ELCNEL
-------------------------------------- TAHLL KEVWKEQQYVL KLAEDL
DTVQG - - -~ - - - - TKTASRLDQL SPAQSYL VELAPEL TCVMVEDCI QHHLI LLRFCQLL
----------------------------------- FNETKGALVRCI THHAKI VNYTERV
---------------------------------- KSW.VKKAI KKCVI YHTI LLKKI FYG
--------------------------------- AKCGVTNEQVRDLI | AYQKL TDAANLYV

--------------------------------- ESLDTI QDKI VEI | RQYQHHRTYLKQL

278
278
221
228
256
298
276
249
274
273
282
261
279
232
263
247
244
242
264
264
262
228
258
261
248
323
249
244
270
248

-------------------------------------- AFFMFQQNACL QVDM_RYSKSM 237
--------------------------------- QHDEE! ADI | KEI VLKHLEHTKYMIDM 255

------------------------------------- SFCKQFYANI RRHTELLQSI ATF
------------------------------------ PDTQ RLKSI VEYHVLLLSLSRKL
------------------------------ SPSKI YNKFYENLKHCVKHSI | | FDFTKQ
------------------------------------- | YFPKVKALVERHTELLRLANI L
------------------------------------- YI FSFTMQSFTFCMIGTM.SDWS

276
254
266
257
224

------------------------------------ EVRRKMLAKWDYHLW.LSI GKLM 242

-------------------------------- PNYMRKLKVDLI KCl RHHQQLI HVWNNV

267

---------------------------- SKYI NKNLYEI KTQ I YI | KHHQLVLWFCDNM 269

------------------------------ SEQNYDEVLMRLFHDCLKHYQKI VDTTSSL
------------------------------- AREGDSGSTSRLRDAI Rl HQELI GYEGTP
--------------------------------------- DSRLTGFVSRHRI AL DLAKEL
--------------------------------- NDFPKVRAM_CDL L VWHQL YTRM_QTT
------------------------------- ALVRVGAS| DGAENRQRLLLDVI RWHQLF
----------------------------------------------------- LRFAKI L

259
270
247
263
264
237

----------------------------------- EMAVRLKFKNAI RKHI RLMGYSGRM 136

----------------------------------- LEI LEHKNKFCVKYHTAI LDYG RT
----------------------------- PTAPVNNAERRSLM DCl KRQASLVSFTREL
---------------------------- RLTASEL TPWQVQL FKEFVKEQL RI RKFVQEL
--------------------------------- KSHVEL QAKLKQ! | LKHKTNLSLI EQL
---------------------------------- YWDGLKRRI DTCVI EHQRLLGQ STL
------------------------------ SRAL YWSTL HGEL RRCAQRHCAI FTM.PKL
------------------------------------ SRSDFGLSA FVEHARLLKI VQHF
------------------------------- AELAES| QLERLKRI VEKHNNI | SFAKRL
-------------------------------------- SAAI MGDNVI RHQQAI KFADTL
------------------- KI TTAKVBDI KTEASNSVQVRNL RMCVI HHQLLLNRFCEDI
--------------------------------- L L WQQFNREL GRCVREHCVWLKQVREV
---------------------------------- | W SFERNTARAVRRHETFLWQL GQL
------------------------------------ AELHRELVRI | Q HQRI QQFI HQL
----------------------------- TVQWQQTAHLDAELNRI | ELHI DTKRFARVI
------------------------------ TRAERL LKEETL HDPPFLENCVNKEM RKL
----------------------------------- EKRFFVDLRLLVQRQQLLNGL CRKY
----------------------------------- VQEQRRLRKVFEI HTGLSQFI ARC
------------------------------------ QQDCDFLASI | KRHQLM RLQKDV
------------------------------------ QEDRKFI AKI VDKQVHL VSLQNDL
-------------------------------- NDNNNRFL DRYKKCVQFHQRL VI SRDY
------------------------------------ DRRVEYLRCCl YQYQRVANFATEV

----------------------------------- KDQRVKYL QCCVRLFARI SSHHNQ
-------------------------------------- RHEKI VAVI EEQRRTYEY! AL|

255
293
287
287
255
275
256
267
254
301
243
264
235
261
280
272
260
264
261
281
285
287
264



Brnor Or 11
Bnor Or 12
Aganm(Or 33
HirOol
HirOrs
TcasOr1
TcasOr 2

TcasOr 16
Anel Or 2
AganOr 7
AaegOr 7
Dmel Or 83b
Bnor Or 2
Bnor Or 2a
HvirQOr2
Agan(r 56
Agan(r 57
Agan(r 26
Agan(r 27
HvirOr9
HirOor7
Dmel Or 85b
Dmel Or 85¢
Drel Or 85d
Dmel Or67a
Drel Or 67¢
Dmel Or 92a
Drel Or 69a
Dmel Or 69b
TcasOr 6
TcasOr 11
Aganmr 41
Agan(r 42
Aganm(r 43
Agan(r 44
Agan(r 66
Agan(r 67
Agan(r 72
Agan(Or 73
Aganmr 71
AganOr 74
Aganmr 70
Agan(Or 69
TcasOr 9
TcasOr 18
Drel Or 83a
Dmel Or 85e
TcasOr 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anel Or 168
Anmel Or 170
Anel Or 169
Dmel Or 65b
Drel Or 65¢
Dmel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
Agan(r 9
Agan(Or 65
Bnor Or 6
Bnor Or 10
Agan(Or 34
Agan(Or 37

------------------------------------ RI | AKELKVI | SKLQELYGFVNFI 265
----------------------------------- EAEFENAFCNG KI HTQ | WOVRRC 269
------------------------------------- MBLALFSTPERPLLFTGSFCNRL 241
--------------------------------------- El FWRATREDYCRVTQ VRKV 279
----------------------------------------- TWRKI REAYVKQAMLVRKI 199
------------------------------------ LMFDYCTVLRVQRFNNYQSLAHYL 217
-------------------------------------- KSLDFGKLCSLHHHLSKLI KSF 242

GDAYGVALLLHMLTSTI MLTLLAYQATKI TGVDKYAATVLG - YLLFA- - ---------- 390
GDAYGVALLLHMLTTTI TLTLLAYQATKI HAVDTYAASWG- - YLLYS------------ 393
GDTYGPALLLHMLTSTI KLTLLAYQATKI DGVNVYALTVI G - YLCYA- - - - - - - - - - - - 393
GETYGAALLLHMLTSTI KLTLLAYQATKI DALNVYGLTVI G - YLVYA- - - - - - - - - - - - 377
GDTYGAALLLHMLTSTI KLTLLAYQATKI NGYNVYAFTWG- - YLGYA- - - - === - - - - - 401
GDTYGTALLFHMLVSTI TLTLLAYQATKI NG NVYAFSTI G- - YLVYT------------ 387
GDTYGTALLFHMLVSTI TLTLLAYQATKI NG NVYAFSTI G- - YLVYT------------ 387
GDTYGTALLFHMLVSTI TLTLLAYQATKI NG NVYAFSTI G- - YLSYT------------ 387
EEl LSLQVLLLYI STI LALCLGWVLSLAVNEVYVLLTTMA- - VFGYG- - - - - - - - - - - - 310
EEl LSLQVLLLYLSTI LALCLGWVLSLAVNEVYVLLTTMA- - VFGYG- - - - - ------- 310
EAl LSGQ LLLYVSTI LAVCLGWVLTLAI EDVYLLLTTFV- - AFGYG- - - - - - ------ 310
EElI LSGHMLLLYVSTI FSLCLSMVVLSLPI DDFI LLLTTFV- - AFGYC- - - - == - - - - - - 310
EKI FSKSI LFNALTSSVI | CVTGFNVLVVDNI VMVASFTA- - - FLLFG - - - - - - - - - - - 313
El | YSKSTLFNFLSSSLVI CLTGFNVTI VDDI VI | | TFLT---FLSMA- - - - - - - - - - -~ 297
NDI FG PLLLNFMVSSFVI CFVGFQMTVGVPPDI VWKLFL- - - FLVSS- - - - - - - - - - - - 303
NDI FG PLLLNFM/STFVI CFVGFQUITVGVPPDI M KLFL- - - FLFSS- - - - - - - - - - - - 302
NEI FGVSLLSNFVSSSFI | CFVGFQMTI GSKI DNLVMLVL- - - FLFCA- - - - - - - - - - - - 325
NEVFG PLLLNFI ASALLVCLVGVQLTI ALSPEYFCKQWL- - - FLI SV-- - - === ----- 321
NDL YSFSLLLNFLMASMQ CFl AFQVTEST- VEVI I 1 YCI - - - FLMTS- - - - - - - - - - - - 316
NNI FSFLI LVWNFI AASLVI CFAGFQ TASN- VEDI GVYFI - - - FFSAS- - - - - - - - - - - - 321
NDI MNFVFGSSLVGATI Al CVSSVSI MLLD- LASAFKYAS- - - GLVAF- - - - - - - - - - - - 308
NRSFNFTFLI SLSVSM SNCFLAFSMIMFD- FGTSLKHLL- - - GLLLF------------ 308
EFSDPLFFLNVI GVHPFKADKFSKFRLAFSI AVYFA- - - - - - - VIFSG ----------- 287
SFI TQTFTFCFI GS- - - - - - - - - - LLI TWBLQVPDA- - - - - - - [FYN- - - e e 272
EAAKNVHSAVEVLSLGLQ VI TLFVLQFSLW PGLV- - - - - - - [ =1/ = 208
ERFYQLQSFVEFLCNSL QVAL TLNELHRNFW.PGLF- - - - - - - ILPIA- === -mm - - - 303
DKRYYLNNW/QVASSI FNLTGALFGCYVSNSFTMYA- - - - - - - (7 e [ 300
EKRYYLNNVWQVASSI FNLTGALFGCYVSNSFTMYA- - - - - - - LA AV- - == - oo oo - - 300
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------------- VLYNFVI CYMGTEVTLASGKVLPAAFY- - - NN\WEGDLVY- - - - - - - 345
------------- | TYNFSMCRSGTHLI LTSGKVLPAAFY- - - NN\WWEGDLVY- - - - - - - 345
------------- VLELI VNSQGLETYARASDTLI PQCQL- - - VCKI FVLAKY- - - - - - - 324
------------------- DWGKNQAYKYKTD- - - =« === === - mmeeeeeoomoooo- 285
------------- TMQLFLFCLLGTI | EDKGVKFSAGVYS- - - LTWNELSKQD- - - - - - - 335
------------- VMQMLI LCSLGTLI ELKSDQFKDQLYD- - - | AWPEMDLPE- - - - - - - 340
------------- VI QLFELCLLGTI LS| KNEEI EHAFYD- - - SLWYLMDHSE- - - - - - - 337
------------- WQLFELCLLGTI LSI KNEEI EHAFYD- - - SLWYLMDHSE- - - - - - - 337
------------- VFQLFVYCLMGTVMQ MNERM DYI SN - - LPWYMLPTEE- - - - - - - 341
------------- VFQLFVYCLMGTVMQ MNERM DYI SN - - LPWYMLPTEE- - - - - - - 341
------------- FVQLSGFFVI GHLVELKI DAMYNKI | S- - - MPWKLPLKE- - - - - - - 337
------------- FVQLSGFFVI GHLVELKI DALYNKI | S- - - MPWRLPVKE- - - - - - - 337
------------- FVQLSGYFVI GHLVEI KI DALYNKI | S- - - LPWKLPVKE- - - - - - - 337
------------- FVQLSGFFLI GHLVELKNDALYNKVI S- - - MPRYKLPVKE- - - - - - - 337
------------- FI ELSLYFLI GHLI EQKI DAMYNKI | S- - - MPWEKLPVKE- - - - - - - 337
------------- FVELS| YFVI GHFVELKI DEMYNSI | S- - - MPWKLPVEE- - - - - - - 341
------------- SI ELLI YTYSGQULTQNADI VG- TLYE- - - SPAWMCDVHF- - - - - - - 246
------------- STELFI HTYSGQ LTENADFLW TLYE- - - CPAWLCDVTY- - - - - - - 357
------------- LYELFI | CYFADI VFQNSQROCGEALWR- - - SPWORHLKDV- - - - - - - 402
------------- | FELLMFTYCGELLSRHSI RSGDAFVR- - - GAWNKHAHFI - - - - - - - 411
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TcasO 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anmel Or 168
Anel Or 170
Amel Or 169
Drel Or 65b
Dmel Or 65¢
Drel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
AganOr 9
Agan(r 65
Bnor Or 6
Brnor Or 10
Agan(Or 34
Agan(r 37
Dmel Or 94a
Drel Or 94b
Dmel Or 71a
Dmel Or 46a
Drel Or 46b
HvirOr8
Bnor Or 8
Anmel Or 68
Anel Or 69
Amel O 70
Amel Or 71
Amel Or 72
Drel Or 19a
Dmel Or 19b
Drel Or 33a
Dmel Or 33b
Drel Or 22a
Dmel Or 22b
Drel Or 42b
Dmel Or 59b
Drel Or 59¢
Dmel Or 98a
Drel Or 42a
Dmel Or 85a
Drel Or 43b
Agan(Or 2
Agan(Or 10
Dmel Or 30a
Drel Or 49b
Drel Or 43a
Agan(r 32
Agan(r 35
Dmel Or47a
Drel Or 98b
Dmel Or 9a
Agan(r 38
Agan(Or 39
Drel Or 24a
Dmel Or 45b
Anel Or 74
Anmel Or 86
Anel Or 75
Anmel Or 84
Anel Or 87
Amel O 76

------------- | TAI FVSSFGGQ LI DSSLSVAEAAYS- - - SAWEADI MK- - - - - - -
------------- STATFI ACYGGQLLNVDASTS| ADEFYN- - - CPVWEADVKM - - - - - -
------------- | | SLFTSCLAGQ LLDSSTSVADALYN- - - SQMWTADVKL- - - - - - -
------------- QAGFAAFSSAVTRVI SESLTI PDAALD- - - SKWEAP| KS- - - - - - -
------------- | CSFFI CCHAGQAVI SESLTI PEAALD- - - SHWEAPVKY- - - - - - -
------------- LI QFYI LCYCI QDLFEASTSI ADDWY- - - EKWSYDVRF- - - - - - -
------------- LI QFYI LCYCl QRLFEASSS| ADDWY- - - EKWYYYDVRF- - - - - - -
------------- LI QFYI LCYCl QQLLEASTTVADDWWH- - - EKWYLHDVKF- - - - - - -
------------ AL GHL SMASYCGDQL SQKSLQl SEAAYE- - - AYDPTKGSKD- - - - - - -
------------ AL GHL SMASYFGDLLSQKSLTI SEAAYE- - - AYDPI KGSKD- - - - - - -
------------ TL GHL SFWSKFGDVF SKESEQVAL AVYE- - - AYDPNVGSKS- - - - - - -

------------ MVLELFPCCYYGTLI SVEMNQLTYAI YS- - - SN\WWBM NRS- - - - - - -
------------ VSMVETFPFCYLCNM | DDCQEMBNCLFQ- - - SDWTSA- DRR- - - - - - -
------------ VSMQTFPFCYLCNM MDDCQEMADSLFQ- - - SDWTSA- DRR- - - - - - -
------------ | LLQTFPFCYTCNLI MEDCESLTHAI FQ- - - S\VWDA- SRR- - - - - - -
------------ | LLQTFPFCYTCNML| DDAQDLSNEI FQ- - - S\WDA- EPR- - - - - - -
------------ | CTESFPCCM_CEHL| EDSVHVSNALFH- - - SN\W TA- DRS- - - - - - -
------------ LMVQTFPFCFVCDLLKKDCELLVSAI FH- - - SN\W NS- SRS- - - - - - -
------------ VLLETTPFCI LCNYLTEDCYKLADALFQ- - - SNW DE- EKR- - - - - - -
------------ | LSQTFPFCYVCEQL SSDCESLTNTLFH- - - SKW GA- ERR- - - - - - -
------------ VLLQTFPLCFYCNAI VDDCKELAHAL FH- - - SAWWQ DKR- - - - - - -

- MFAFYWHANEVLEQSLG GDAI YN- - - GAWPDFEEP.
- | FAFYWHSNEVREESMAI AQASYS- - - GPWLNVDDT

- SWLYYVANELYFQSFDI Al AAYE- - - SNWWDFDVD- - - - - - - -

- | LALYWYANELREQNLAVATAAYE- - - TEWFTFDVP:
- LFTYYNRANEI CLENNRVAEAVYN- - - VPWYEAGTR

- AVl YCYHGSMWYDESLKVADAI YQ- - - SNWEAPPAE- - - - - - -

- AYl YCYCGENLKTESASFEWAI YD- - - SPWHESL GAY
- VS| YCFCGSS| HSECQLFGQAI YE- - - SSWPHLL QEl

G -----
NE—- - - - -

- LFI YSKCGENI KSASLDFGNGL YE- - - TN\WTDFSPPT- - - - - - -
- LFMYSYGGTWRESSEAI QTVAYG- - - FPWYQFDRNT- - - - - - -
- LFLYSYSGTI | RDSSEAVQTVAYD- - - FPWYRYDRNT- - - - - - -
- | FLYCLGGSH MEACSNLARSTFS- - - SHWGHSVRV- - - - - - -
- | FLYCYGGTEMBTESL SLGEAAYS- - - SAWKTVDRET- - - - - - -
HI | FFTYI CHGLMEESGNVGLATYS- - - GAWT TLPWNE- - - - - - -
HI | FFTYI CGGLI EESSNI GLATYS- - - GWATVLPNDE- - - - - - -

QLLI FTYSCDNLI RQSVNVGNAVFS- - - GPW/NLPMVS|

Ke=ooooe

QLLMFTYSCDDLI RESVNVGNAVFS- - - GPWAELPMDK- - - - - - -
QLLLFTYSCDSLI QESTNVGSAVYS- - - GPW CLPMNR- - - - - - -
QLLMFTYSCDCLI RDSVDI ADAAYN- - - CSWBFLPMDK- - - - - - -
QLLMFTYSCDCLI RDSTNI ANATYN- - - SLWSFMPMDK- - - - - - -
QLLMFTYSCDCLMHDSMBVANAAYN- - - SLWPCLPMDK- - - - - - -

QLLMFSYSCDCI | RESVSVATAAYG - - GPWILLPMT
QLLMFSYSCDCI LRESVSVATAAYE- - - GPWTLPPMT
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333
333

330
333
345
342
324
319
321

342
343

340
345

341
369
347
352
350
351



Anel Or 95
Anel Or 93
Amrel Or 77
Anel Or 94
Anel Or 96
Anel O 79
Anel Or 83
Anel O 80
Anel Or 81
Anel Or 82
Anel Or 78
Anel Or 89
Anel Or 90
Anel O 142
Amel Or 146
Anel Or 148
Anmel Or 158
Anel O 147
Amel Or 150
Anel O 151
Amel Or 152
Anel O 154
Amel Or 155
Anel O 157
Anel O 156
Amel Or 153
Anel O 144
Amel Or 145
Anel O 143
Anel O 1
Anel O 3
Anel O 6
Anel O 7
Anel Or 4
Anel O 5
Anel O 8
Anel O 9
Amrel Or 11
Anel O 12
Anel Or 10
Anel O 14
Amel O 15
Anel O 13
Anel Or 16
Anel O 17
Anel Or 18
Anel Or 19
Anel Or 22
Anel O 24
Amel Or 20
Anel Or 25
Anel O 29
Anel Or 30
Anel O 21
Anel Or 23
Anel Or 35
Anel Or 27
Anel O 28
Anel Or 33
Anel O 34
Anmel Or 32
Anel O 31
Anel Or 36
Anel O 37
Anel Or 38
Anel Or 39
Amel Or 47
Anel Or 48
Anel Or 40
Anel O 43

- - LWWFTYSCDCMIRESVNVASAVYC- - - | PWTRI PMDK- - - - - - -
- - QLWWFTYSCDCI TQESAKI ASAAYA- - - SPW NLPMDK:- - - - - - -
- - LLFMVTYSCNGVTEHSDNVAI GAYS- - - ALWIT VPMDK- - - - - - -
- - LLFMFTYSCNDVMVEHSDNVAI GAYS- - - ALWIT LPMDK- - - - - - -
- - LLFMVTYSCNGVI EHSDNVAVGAYS- - - ALWIT MPMDK- - - - - - -
- - LLFMVTYSCNGVI EHSDNVAI GAYS- - - ALWIT MPMDK:- - - - - - -
- - LLFMVTYSCNGVI EHSDNVAI GAYS- - - ALWIT VPMDK- - - - - - -
- - LLFMFTFSCNGVMVEQSDNVAVGTYS- - - ALWIVIVPVEK:- - - - - - -
- - LLFMFTFSCNCVTEHSENI Al GAYS- - - ALWTANPMDK:- - - - - - -
- - LLFMFTYSCDGVI EQSDNVAVGAYS- - - ALWI| MPMDK- - - - - - -
- - ELFMYAWPADSL MHMTVKMATKVYN- - - MDWYGKDI R- - - - - - - -
- - AVFNCAWPADYL MDVSENTMRAVYE- - - SEWYKRSLK- - - - - - - -
- - EI YMYAWPADHVQDASI NI LRSAYN- - - S| WEQSLD- - - - - - - -
-- Q YI YAWPADYMQDVSI NVLRSAYN- - - SI WWEQTLD- - - - - - - -
- - El YMYAWPADHWYDVSI TVLQSVYD- - - SMWGQTLN- - - - - - - -
- - El YI YTWPANHVKDVSI NVSQSI YN- - - | TWYKQTLR: - - - - - - -
- - El YI YAWPADYNKDVSTNVSKSVYN- - - | TWWKQTLR: - - - - - - -
- - El YMYAWPADHVKDVSI NVSKSVYN- - - TI WWEQTLR: - - - - - - -
- - EVYMYAWPADYVKNVSI NI SRSVYE- - - LSWEQTI E- - - - - - - -
- - El YI YAWPADYVKNVSI NI SKSVYE- - - LSWEQTLE- - - - - - - -
- - El YLYALPADYMYDVBMNI SRSVYD- - - SI WWEQRLD- - - - - - - -
- - EVYLYAWPAQYNDDVBKNVSI SAYN- - - LKWEQTSE- - - - - - - -
- - NYYMYI WPADYMTDKSI NVSRKI YD- - - SMXYKQWLK- - - - - - - -
- - HLFVI SWPADDLRESS| QFAESI ND- - - | QULGQSKK- - - - - - - -
- - HLFVI AWPADDLRESSI QFAESI ND- - - | QULGQLKK- - - - - - - -
- - HLYVI AWPADDLRESSVQFSNSI SD- - - | QULGQSNK- - - - - - - -
FVNVFI | SFI GDRLKQESERI RETSYF- - - | PWDFPTE- - - - - - - -
FVNVFI LSFI GDRLKQESERI GQTSYF- - - LPWEFPTE- - - - - - - -
| LVTYI VCYI GQLLI DESNNLARTCI T- - - LNWHFPTR: - - - - - - -
| FVTYI VCYI GQLLLDESNNLARTCI T- - - LNWHFPTR: - - - - - - -
TLM YI | CYI GQLLLDESNNLAQTCI T- - - LNWRFPKK- - - - - - - -
| FI 1 Y1 VCYI GQLLLDESNNLAQQCI T- - - LSWYHFPTR: - - - - - - -
VFGTFS| CYVGQLLVDESESVRQACKT- - - LKWYRLPTK- - - - - - - -
VFGTFS| CYAGQLLVDESENVRQACNT- - - LKWRLPTK- - - - - - - -
VI GTFSVCYVGQLLLDESENI RQAYNT- - - LNWRLPVK- - - - - - - -
FI GTFAVCYAGQLLVDESENVRQACST- - - LNVWRLPVK:- - - - - - - -
LI GSFSVCYVGQLLI DESENI RQAFI A- - - LKWYQLPVK- - - - - - - -
| SCTFI MCYVGQTLI DEGNNVRRVBI T- - - LDWRFPVK- - - - - - - -
FGVTFTMCYVGQ LI DEGNNVRRVBI T- - - | DWRFPAK:- - - - - - - -
| FCTLTI CYl GQLLI DESDKVRQ SVT- - - LDAWRLPVN- - - - - - - -
| FCVFI LCYl GQVLVDENY! VSQASST- - - | NWRLSI K- - - - - - - -
| FCI FI LCYl GQLLVDENYI VSQASST- - - | NWRLSI K- - - - - - - -
TFNI FI FCYI GQLLAEQTVKVGEKSYM - - | DWHRMPVK- - - - - - - -
TFNI FI FCYI GELLAEQTVKVGEKFYM - - | DAWRMPVK- - - - - - - -
TFNI FI FCYI GELVAEQCKKI GEl SYM - - VDWRLEGN- - - - - - - -
TFNI FI FCYI GELVAEQCKKVGE! SYM - - VDWRLEGN- - - - - - - -
TFNI FI FCYI GEI VAEECRKI GEl SYM - - | EWRLNGN- - - - - - - -
TFNI FI FCYI GDGVAEQCQKVGENAYM - - | EWRLTGK- - - - - - - -
TFNI FI FCYI GELVAEQTEKVGEVAYM - - | EWYRI RGK- - - - - - - -
TFNI FI FCYI GDLVAEQCQKVGEMIYM - - | EWRLTGK- - - - - - - -
| FNI FVFCY! GELLADQSRKI GEVTYM - - | EWRLSGK- - - - - - - -
| FNI FI FCYl GELLANQSRNI GEVTYM: - - | EWQLFGK- - - - - - - -
| FNI FI LCYI GEl LSEECKS| GLSAYM - - | DWHRLPGK- - - - - - - -
CFNI FI | CYI GEI LTEQCMKI GEVWYM - - TDWYYLPDK- - - - - - - -
CFNI FI | CYI GEI LAEESMKVGEVVYM - - TDWYYLPDK- - - - - - - -
| FNI FI 1 CYI GDI LTEQCKM GEAVYM - - TNWYLPGK:- - - - - - - -
| FNI FI | CYl GDVLTEQCKM GEAVYM - - TNWYLPGK- - - - - - - -
| FNI FI | CYI GDI LTEQCKM GEAVYM - - TNWYLPGK:- - - - - - - -
SFNI FI | CYI GDI LMEQCRKVGEVLYM - - TNWWYLPYK- - - - - - - -
TLNTFLI CYI GEVLTERCKEI GNMVYM - - TNWRLPKK- - - - - - - -
TLNTFLI CYI GEVLTERCKKI GNMVYM - - TNWRLPKK- - - - - - - -
TLNTFLI CYI GEVLTERCKEI GDMYM - - TNWRLPKK- - - - - - - -
| FSTFLI CYI GEl LTERCKEI GNMVYM - - TNVWQLHDK:- - - - - - - -
TLNTFLI CYI GEVLTERCKEI RNMVYM - - TNWRLPDK- - - - - - - -
| LSTFLI CYI GEVLTERCKEI GNMVYM - - TNVWHLPDK:- - - - - - - -
ALSTFLI CYI GEVLTEKCKEI GNMVYM - - TNWRLSDK- - - - - - - -
TLNTFLI CYI GEVLSEKCKKI SNM YM - - TNWRLSEK- - - - - - - -
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346
346
346
351
349
346
348
348
345
346
320

345
347
347
347
347
345
347

354
354
363
356
356
358
358
358
357
354
355
356
356
355
355
355
356



Anel O 45
Anel Or 41
Anel Or 42
Anel Or 44
Anel Or 46
Anel Or 49
Anel Or 50
Anel Or 26
Anel Or 53
Anmel Or 54
Anel Or 52
Anmel Or 51
Anel Or 55
Anmel Or 57
Anel Or 56
Anel Or 58
Anel Or 59
Anel Or 60
Anel Or 61
Anrel Or 63
Anel Or 64
Anel Or 66
Anel Or 65
Anel Or 67
Amel Or 114
Anel Or 115
Amel Or 118
Anel Or 164
Amel Or 163
Anel Or 165
Anmel Or 166
Anel Or 167
Drel Or 35a
Dnel Or 74a
AganOr 3
Aganr 5
Agan(Or 13
Agan(r 15
Agan(Or 17
Agan(r 16
Agan(Or 55
Agan(r 18
Agan(Or 14
AganmOr 51
Agan(Or 12
Aganm(r 19
Agan(Or 20
Aganm(Or 21
Agan(Or 50
Agan(r 29
Aganm(r 53
AganOr 30
Agan(r 46
Agan(Or 47
Agan(r 48
Agan(Or 49
Aganmr 61
Agan(r 62
Aganm(r 63
Agan(Or 60
Aganmx 75
Agan(r 76
Aganm(r 78
AganOr 77
Aganmr 79
Anmel Or 99
Anel Or 101
Anmel Or 102
Anel Or 103
Anrel Or 104

------------- SLGTFLI CYVCEI LTEKCKEI GNWYM - - TNWWRLPKK- - - - ---- 355
------------- I LSLFLI CYlI SEVLNEKCKEI GNI VYM - - TNWRLSDK- - - ----- 355
------------- | LSLFLI CYl SEVLNEKCKEI GNI VYM - - TNWRLSDK- - ------ 355
------------- I LNTFLI CYI CEl LSEKCKKI SDM YM - - TNWQLSDK- - - ----- 355
------------- TCNI FLI CYI GEl LTEQCKKI GEI | YM - - TNWELSNK-------- 354
------------- TYNI FLVCYI GEI | TEECKKI GDI VYM - - TNWWELSDK- - - ----- 355
------------- SFNI LLVCCI CEl LREQCKKVGDWYM - - TNWWQLPDK- - - - ---- 357
------------- VFNI FI FCYI AEl VTEQGKKVCGEKFYM - - TEWWQLPHK- - - ----- 360
------------- TFNI FI FCYI GEl LTEQCSQ GTVSYE- - - | DAWKLSPK- ------- 361
------------- TFENI FI FCYI GEI LTEQCSQ GI'VSYE- - - | DWKLSPK- - - ----- 359
------------- TFNI FI FCYI GEI LSEQCSQ GTI SYE- - - | NWYKLPAK- - ------ 356
------------- TFNI LI FCYVGELLLGQGSE!I ATALYE- - - | EWWNLPGR-------- 358
------------- TFENVFLLCYI GDLLI HKSGNI GVAVFM - - | DAWHLPAK- - - - ---- 357
------------- TFENMFLLCY! GDLLI EKSGNVGVAVFM - - | DWHLPTK- - - - ---- 357
------------- TFENVFLLCYI GDLLI QKSSNI GVAVFM - - | DWFHLPTK- - - - ---- 357
------------- VFNI FLLCY! GNLLI EKSSNI G VCCM - - | DWWQLPI K- ------- 359
------------- | FNI FI LCYl GELLMEKSSNI GLSCFM - - | DWYLPSK- - ------ 360
------------- TFNI FI LCYl GELLMEKSSSI GLSCFM - - | DWWHLPVK- - - ----- 360
------------- TFNI FI LCYl GERLMEKSSSI GLSCFM - - | DWFQLPTK-------- 360
------------- LI QLFAYSYVCEYLKTQTEG.GNSI YF- - - CTWYDWVPKN- - - - - - - - 346
------------- LI QLFAYSYVGEYLKTQTEDLSNSVYF- - - CTWWDWPKN- - - - - - - - 342
------------- LI QLFAYSYVCEYLKTQIESLGNSVYF- - - CTWEMPKN- - - - - - - - 342
------------- LI QLFAYSYVGEYLKTQTESVGNSVYF- - - CTWWDWPKN- - - - - - - - 342
------------- LI QLFAYSYVCEYLKTQITEG GNSVYF- - - CTWYDWPKN- - - - - - - - 342
----------- YVMLQLYLYCYVGERLSVESMEI VNAAYN- - - TEWYTLPTN-------- 321
----------- YTMLHLFI YCYVGETLLGQSTAE GLSTYH- - - CNWDLPSR-------- 344
------------ VNCEAFI LCYTGEYI TSKSENI NKAVYN- - - FLWYNLKPR- - - - - --- 322
------------ LNFEALI LCYTGEYLSSKSENI SW AYN- - - SNWYELSI Y-------- 334
------------ ANCEAFI LCYTGEYLMFKNESI VHAAYD- - - TLWYNLNPR- - - - ---- 336
------------ | CLEAFI YCFAGEYLRI K- -------------oommmmeo oo - - - 307
------------ VCSEAFI YCFAGEYLSI KSKLI ADTAYE- - - FLWYNWNPN- - - - - - - - 325
------------ | TLEAFI FSI AGEYLSNKSLSVSI SAYE- - - SPWYLLSPK- ------- 336

------------------ SLGQ GSDLAFTTDSLSTMYYL- - - THWEQ LQYSTN- PS- - 350
------------------ ALGWLGS| LLKTTDELGVMYYT- - - ADWEQVI HQSDN- VG- - 351

------------ VTVETYGYGYFGTDLTTESYGVALAI YD- - - SEWYKFSI S- - - - ---- 359
------------ LTVETYGFCYFGSDLTSESLSVARAAYG - - SLWRRSVS- - - - - - - - 340
------------ DTTETI AYCYFGEQLSNESARVAHTVYE- - - SGAETQTPD- - - - - - - - 339
------------ DTTETFAYCYLGEKLSYESARVAHTI YE- - - SGAETQTTD- - - - - - - - 338
------------ DTTETFAYCYLGELLSYESARI AHl VYK- - - NGAERQHAY- - - - - - - - 338
------------ DTTETFGYCYLGNQLSDESARVASWYD- - - CRWNEGVPPA: - - - - - - - 336
------------ VSTETFGYCYLGTQLSVESARI AYAVYN- - - GKWEQQPRE- - - - - - - - 339
------------ VS| ETFGYCYLGTQLSQESI NVGQALYA- - - SGWEYDVQ- - - - - - - - 346
------------ | TI ETFSACYFGTRLSTQAVELSKSVYG - - CGAPAVDRD- - - - - - - - 360
------------ | TI ETFSPCYFGTRLSTQAVEL SESVYA- - - COAPAVDRD- - - - - - - - 348
------------ LTPEMFGYCFFCSDLTTTGTTI SRQWE- - - FQAERHRPA: - - - - - - - 349
------------ LTPEMFGYCFFCSDLTTTGTTI SRQWE- - - FQAERHRPA- - - - - - - - 349
------------ MTLEMFGYCFFCTELATTGTLI ACQSYE- - - FRWEEHDPK- - - - - - - - 349
------------ MTLEMFGYCFFCTELDTTGKI VSRQWE- - - FRWEQHRPT- - - - - - - - 346
------------ MTSEMFGYCLFCTELTNTATTI SQQ YV- - - FQAEKHSPA:- - - - - - - - 348
------------ VTVETYTYCTLGTQLTDKGEEVLMALQQ - - LAWDQSI P- - - - - - - - 337
------------ VS| ETYAYCM.GSQLTTQGEDLLMALQQ- - - LSWWDQPVP- - - - - - - - 327
------------ LTCETYSYCQLGTQFTSNAEEVLDELQQ - - LARYDQSI P- - - - - - - - 338
------------ LSTETFI FCLLGNELTLKGLEI STAMS- - - TNAWDQPVK- - - - - - - - 338
------------ LSTETFI FCLLGNELTLKGLEI STAMYF- - - TNAWDQPVK- - - - - - - - 338
------------ | FI EMVCFSYLGNQLTEENANI SHSAFN- - - CRWDEPI V- - - - - - - - 348
------------ LTVENLCFSYFGNRLSTENTSVAI AVYS- - - TDWYNYPPC- - - - - - - - 355

----------- | YFLETFGMOM_VEM_VQLNRKVSTSLYG - - FSWPQYLRY- - - - - - - - 358
----------- | YFFETFGMOMLVEM_VQLNRKVSTSLYG - - FSWPQYLRY- - - - - - - - 358
----------- LFLSKTFGMOM_VEM_VQLNRKVSTSLYG - - FSWPQYLRY- - - - - - - - 359
----------- | YLLELFQYCWQVDENELLHEGQAFAVYS- - - TPWIGAI MQ- - - - - - - - 337
----------- | YLLELFQYOWQVDENEL LHEGQAFAVYS- - - TPWIGAI MQ- - - - - - - - 335
-------------- FHLFLLSLPGQ LLDHCADFANAI YD- - - STWGTSLE- - - - - - -- 355
-------------- FHLFLLSLPGQ LLDHCADFANAI YD- - - TTWGTSLE- - - - ---- 355
-------------- FHLFVLSLPGQVLLDHCSEFSNNI YS- - - CI WRAPVR- - - - - - - - 354
-------------- FHLFVLSLPGQVLLDHCSEFSNNI YN- - - CI WRVPVR- - - - - - - - 354
-------------- FHLFVI SLPGQVLLDHCTELANNI YS- - - STWRI PVK- - - - - - - - 355
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Anel Or 98
Amel Or 100
Anel Or 97
Amel Or 105
Anel Or 109
Anmel Or 110
Anel Or 111
Anmel Or 108
Anel Or 107
Anmel Or 112
Anel Or 113
Amel Or 106
Anel Or 122
Anmel Or 125
Anel Or 123
Anmel Or 126
Anel Or 127
Anmel Or 128
Anel Or 129
Anmel Or 133
Anel Or 134
Anmel Or 131
Anel Or 132
Amel Or 135
Anmel Or 136
Anel Or 138
Anmel Or 130
Anel Or 137
Anmel Or 139
Brmor Or 20
Bnor Or 3
Bnor Or 18
HirOoré
Brnor Or 23
Bnor Or 16
Bmor Or 4
Bnor Or 5
Brnor Or 22
Bnor Or 17
Bnor O 1
Bnor Or 1a
Bror Or 1b
Bnor Or 19
Bnor Or 15
TcasOr5
TcasOr 7
Hiro4
Bnor Or 13
Dmel Or 10a
Drel Or 33c
Drel Or 7a
Dmel Or 22¢
Agan(Or 1
Agan(r 4
Drel Or 47b
Amel Or 73
Agan(r 68
Dmel Or 59a
Drel Or 23a
Agan(Or 31
Drel Or 2a
Amel Or 62
Anel Or 121
Amel Or 140
TcasOr 12
Agan(Or 8
Bnor Or 9
Agan(Or 40
TcasOr 63
TcasOr 4

-------------- FHLFVLSLPGQ LLDHCAELSNTI YC- - - SMWKLPVK- - - - - - - - 352
-------------- FHLFI LS| PGQl LLNHYSNLKNNI FM - - SSWNWP| E- - - - - - - - 275
-------------- FHLFI | TLTGQVI ADQSSKLSNNMYC- - - TTWRVPPN- - - - - - - - 299
-------------- FHLYAI SLPGETLLNQSSKLADKI YD- - - SEWKI PMK- - - - - - - - 355
-------------- | HLFFLTI MGQFLI NANEETFKTI YE- - - ADWNGSSK- - - - - - - - 343
-------------- THLFFLTI MGQFLI NANEEI FRTI YE- - - ARWYNGSSK- - - - - - - - 342
-------------- THLFFLTI MGQFLI NANEEI FKTI YE- - - ARWYNGSSR: - - - - - - - 343
-------------- THLFFLTI MGQFLI NANDEI FNTI YE- - - AHWYNGSSR: - - - - - - - 343
-------------- THLLFLMNGQFLI DSNEEVFKTI YD- - - ARWYYGSSK- - - - - - - - 343
-------------- FHTFI LTVQGQFVI NELQDVYES! YE- - - SPWWTFSPR- - - - - - - - 340
-------------- MHLCYVM QGQFVI DSCNEI YYSI YE- - - ASWNI NPK- - - - - - - - 341
-------------- VHI FFLTAQGQFVI DSHDNVYRDMYE- - - PYWNVQYK- - - - - - - - 339
-------------- M AFYNNHCGQLI | DSNLG FNELFA- - - STWRI PLK--- - ---- 314
-------------- M AFYNNHCGQLI | DSNLG FNELFA- - - STWRI PLK- - - - ---- 313
-------------- MVAL YNNHYGQLI | NSNHG FNELCA- - - STWRI PLK- - - - ---- 311
-------------- MVAL YNNHYGQLI | NSNHG FNELCA- - - STWRI PLK- - - - ---- 311
-------------- MTALYNNHYGQLI | NSNHDI FNELCA- - - STWRI PLK- - - - ---- 311
-------------- M AFYSNYCGQLI | DSNLG FNELYA- - - STWRI PLK- - - - ---- 311
-------------- M AFYNNHCGQLI | DSNFG FKELYA- - - STWRI PLK- - - - ---- 311
-------------- VI MFLCNHTAQ LI NNNEEFFHELYI - - - SYWWSVPLK- - - - - - - - 216
-------------- VFI FLCNHTAQ LI NNSEEFFYELYI - - - SYWWFVPLK- - - - - - - 312
-------------- M MFLCNYNGQ! LI NSNEEFFHELYI - - - PMWWFVPLK- - - - - - - - 314
-------------- M MFLCNYNGQ! LI DNSEELFDELYF- - - S| WFVPLK- - - - - - - - 314
-------------- I | MFLONHSGQ! LI DNSQKLFNELYI - - - S| WFVPLK- - - - - - - - 312
-------------- VI TFLNNNCNQ LI DNSQELFI ELYI - - - SMAWFVPLK- - - - - - - - 314
-------------- || TELONYNNQ! LI DNSQELLDELYI - - - SAWFVPLK- - - - - == 220
-------------- VI | FLNNYNGQ VMNSSQELFDELYN- - - SMAWFMPLK- - - - - - - - 314
-------------- M MFI CNYSSQ LI DNSQELLYDLYI - - - SMAWFVPLK- - - - - - - - 236
----------------- | QLSVI VESVGTVTGRLKDAVYE- - - VPWEYMDTSN- - - - - - - 390
----------------- | QLSVI VESVGTVTGRLKDAVYE- - - VPWEYMDTSN- - - - - - - 390
----------------- | QLSVI VESVGTVTGRLKDAVYE- - - VPWEYMDTSN- - - - - - - 390
----------------- | QLSVI FELVGTESEKLKDAVYG- - - VPWDCMDTKN- - - - - - - 380
----------------- | Q SVI FELLGYMSDKLQDAVYC- - - VPVEYMDTSH- - - - - - - 367
----------------- | Q SVI FELLGYMSDKLQDAVYC- - - VPVWEYMDTSH- - - - - - - 367
----------------- | Q SVI FELLGYMSDKLQDAVYC- - - VPVEYMDTCH- - - - - - - 366
----------------- | Q SVI FELLGYM\NDKLQEAVYC- - - VPVEYMDTSH- - - - - - - 367
----------------- | QVSM FEI LGFLSDKLPNAVYS- - - | PAEAMNVTN- - - - - - - 374
----------------- | QVSM FEI LGFLSDKLPNAVYS- - - | PAEAMNVTN- - - - - - - 374
----------------- | Q SI | FELLGSVADRI PDAVYQ - - LPWECMDVKN- - - - - - - 381
----------------- | Q SI | FELLGSVADRI PDAVYQ - - LPWECMDVKN- - - - - - - 381
----------------- | Q SI | FELLGSVADRI PDAVYQ - - LPWECMDVKN- - - - - - - 381
----------------- | FLSI VLEEI RRQNYDLCEYVYA- - - LPWEGVBLEN- - - - - - - 359
----------------- | FLSI VLEEI RRQNYDLCEYVYA- - - LPWEGVBLEN- - - - - - - 359
----------------------- NAVLNAEYETVLDFVWI - - - == = === === == === === 263
--------------------- VMNEI | CERFRSKAAKNYR: - - <<= = === === -==--- 278
----------- CVTHVLRM VWVEPGHYTI AEGKRTEGLVC- - RLMTSAPSTG - - - - - - 342
----------- CLYHTFGLVM | EPCHRTHEEMETTRELVS- - RVMCSADPRD- - - - - - - 389
--------------- QLLVYCYGGTLVAESSTGLCRAMFS- - - CPWQLFKPKQ - - - - - - 359
--------------- QLFPSCYFASEVAEELERLPYAI FS- - - SRAWDQSRDHR- - - - - - 333
---------------- TAPCCYQATSLM.DNERLALAI FQ - - CQALGQBAR:- - - - --- - 355
---------------- LFL YCFGGNHVSESSAAVADVLYD- - - MEWYKCDART- - - - - - - 355
--------------- QVFI FCYVGNE! SYTTDKFTEFVGF- - - SNYFKFDKRT- - - - - - - 365
---------------- TFLYCLLGTRLATQQQLLEHALYA- - - TRANYPI AF- - - - - - - 343
-------------- | QLSLWCVSGTLVYTQSVEVAQAAFDI - - NDWHTKSPG: - - - - - - - 363
--------------- QVYLYCWEGNEVTLKSNKVSDAI YE- - - MDWIT LPSN- - - - - - - - 314
-------------------- FVLGAI | ERKVDDLHI SLVH- - - FPWLNMDDRR:- - - - - - - 341
--------------- Q FPSCFFGTDNEYWFGRLHYAAFS- - - CNWHTQNRS- - - - - - - - 329
--------------- QTYPLCYYGTMWQESFAEL HYAVFC- - - SNWDQBASY- - - - - - - 327
---------------- VTYYCYYGSQLYYESTQVHDAVFK- - - SKWDASVAT- - - - - - - 324
-------------- LEVFVI CYFGDRVRTQSEAL CDAFYD- - - CNW EQLPKF- - - - - - - 349
------------- LI QLYLYAYAGDALESRTEEI AQAAFH- - - SFWQSRGRT- - - - - - - 349
--------------- QTFLYFMAGQMLVTQSEEVHNAAYE- - - CEW/SLKYTK- - - - - - - 345
--------------- H FFLCLPGQRLLNHSEELHVSACE- - - VTWYI FPKKY- - - - - - - 311
--------------- El YLWCFYGNEVM.KSDQLTQAAYM - - SEW.DGTEEF- - - - - - - 341
---------------- VFLLCYYGNKLI VASSQ PYSAFE- - - GNW GASVSY- - - - - - - 343
----------------- LI MBVFGENLI SESSRI AEAAFL- - - CKWEMDQKS- - - - - - - 329
--------------- EL YL YCFL GQTLKNQGLKVGDALVK- - - SPWHLCGASY- - - - - - - 406
--------------- QVATYCYYGHEVMITSDAI GVBLYL- - - SNWASHVK- - - - - - - - 331
------------- WL PYNTKKYYYPTVI FQUMBVSVSAYNN- - SSI DVLTCMLI T- - - - - 333
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TcasOr 13
Agan(Or 24
Agan(r 54
Agan(Or 23
Agan(r 64
Dmel Or 82a
Anel Or 116
Anmel Or 160
TcasOr 10
TcasOr 26
Anel Or 117
Amel Or 120
Bnor Or 7
Agan(r 6
Drel Or 45a
Dmel Or 67d
Drel Or 83c
Anmel Or 162
HvirOr3
TcasOr 20
AganmOr 11
Dmel Or 56a
Agan(r 28
Agan(r 58
Agan(Or 59
Drel Or 1a
Dmel Or13a
Anel Or 161
Anmel Or 141
Agan(r 52
Agan(Or 36
Agan(r 25
Agan(r 45
TcasOr 3
Dmel Or 88a
Agan(r 22
Dmel Or 49a
Drel Or 85f
Anmel Or 119
Drel Or 63a
Dmel Or 67b
Bnor Or 21
Bnor Or 11
Bnor Or 12
Agan(Or 33
HirOl
Hiros
TcasOr 1
TcasOr 2

TcasOr 16
Anel Or 2
AganOr 7
AaegOr 7
Dmel Or 83b
Bnor Or 2
Bnor Or 2a
HvirOr2
Agan(r 56
Agan(r 57
Agan(Or 26
Agan(r 27
HvirOr9
HirOor7
Dmel Or 85b
Drel Or 85¢
Dmrel Or 85d
Drel Or 67a
Dmel Or 67c

------------ HVLRLLLI VEPCHGCI LVAKTTTQLVCK- - - LLCLDLDKEVK- - - - - - 357
------------- SVQ FYI CFLGTSLELKGGVTNALTLKI GAl HADKLSGRD- - - - - - - 329
-------------- VQLFFSCALGETFNI KSDELTVAI YN- - - VPWNVEVRD- - - - - - - 316
-------------------- CALGTFLSSKNEKLVEEI YN- - - VNWGLTTKH- - - - - - - 333
---------------- TLLFCKSI DSVNDLHTEVGYI MYS- - - EYWPATLQYADQGLSTE 365
--------------- QLFI YCYGGE! | KAESLQVDTAVRL- - - SN\WHLASPKT- - - - - - - 337
--------------- Q Fl YOWHGNEL YLHSMKI CLSAYK:- - - NNVWARNNKN- - - - - - - - 349
------------- | LLAFCYCFLGECL| NESSEVQVACYF- - - TNWDLPEQY- - - - - - - 342
---------------- SFI LSLDI SNVI FYVDW.DDEVYKS- - = == - == === === == === 297
--------------------------------- VGTTVYN- - - SEWCDTDVDF- - - - - - - 290
--------------- QLLLWOWPGE! LI QESQEI GHVI YLN- - | PAYNLPPI Y- ------ 351
--------------- QLLLFCFPGDI LI RQSFNI Sl AAYS- - - MMYQLPTFI - - - - - - - 352
--------------- ELFLYCYYGNEVSTESDRLVTSI YS- - - MEWGARLG - - - - - -- 341
---------------- ESRVI EAFAFKTHQSLGVI DAAYG - - CEWWREGSVA- - - - - - - 353
---------------- LSSYCYGGEY! KQQSLAI AQAVYG - Q NWPEMIPKK- - - - - - - 330
---------------- LYTFOGLGTLVENSNEDFLSVI YTN- - CLWELPVKE- - - - - - - 342
------------- AYSNBI YCI LGTI LEFAYDQVYES| CN- - - VTWELSGEQ - - - - - - 349
--------------- DLLFVSWIGQQLSNSTERI FEYTTN- - - GKWQSSI SC- - - - - - - 320
---------------- AYVYCYLGNELI | QSQQ ALAAYES- - - TWISWPVDL- - - - - - - 220
---------------- LFVWCYYGQKI LDESLAI ADAVYT- - - FLWWKKSVI V- - - - - - - 337
---------------- LFLYYWHANEI HACADRL SMBAYK- - - SDWWRYDRGT- - - - - - - 375
--------------- | LW YHWHATL| VECHDEL SLAYFS- - - CGWNFEMP- - - - - - - - 369
--------------- QLFLFCWAQQ TEEARLVSDHI YN- - - | PAYLADPKL- - - - - - - 370

---------------- M_NFGGLCDLLKI QVHAI KFRLYS- - - SQMDYLRPVSG PLYP 343
----------------- FI FOQLVEKLQDVNRSI GDRLYG - - TEWWLKLQYSRDFQR- - 362

---------------- LCl YLFGAEQVRLEAERFSRLLYEV- - | PAQNLPPKH- - - - - - - 339
--------------- QLYVLCENGDALI KQSTLTAQ LYECQWEGSDRI El QSFTP- - - - 357
--------------- ELFMFSFSGNGLI DESEG GESAYN- - - SGW GSRFCR:- - - - - - - 337
------------------ LCNWPADLLLSKSI DI SRATYS- - - MPWGYSYN- - - - - - - - 380
---------------- VW YCCKL VEDL QATNKRI GWI'L YNDKWSDW.QYGREQP- - - - - A 330
---------------- CYWCCQLVDRLNEVNTQ Gl LLYS- - - LDWPVELQYTKATASR- 352
-------------------- CFSGNLLLI ESDSLSSCVYS- - - | DWHTMPVPE- - - - - - - 313
--------------- QLFVI CMLG\VLY! VSDRLKDSVYG- - - | RAWWRCTVSQ - - - - - - 339
----------------- LMYCWEGNRI TEASLKI SYALYES- - - DWEPTSLS- - ------ 360
---------------- TFEl CLRGTQLEKASEGLESSLRS- - - QEW/LGSRRY- - - - - - - 354
--------------- KI W.FCYCGEL WSKAGEVNTGVYAN- - - QWRLWARR:- - - - - - - 338
---------------- FYWVSSHGQMLI DLSTNLAKAAFES- - - KWEGSLRY- - - - - - - 346
---------------- VYLVCYYGQQVL DL SGEVAHAVYN- - - HDFHDASI AY- - - - - - - 343
--------------- QLFYI CW.GNELGYASSTLDKNQAFS- - - GACNERLTG - - - - - - 364
-------------- YQ WYCYNGQRFATASEEI ANAFYQ - - VRWGESRE- - - - - - - - 369
-------------- LEI TLYNVSAQKVESQSELLFHDWYN- - - CSWNESRE- - - - - - - - 370
-------------------- CRYAANLKCMAAETPTLI YC- - - CGAESVSDLR:- - - - - - - 343
--------------- HFVMPCYYSNLLMERSENFRFAI YS- - - CGAENHHDKNF - - - - - - 348
--------------- LMAFFMATAGDI NVQASQLPDAI YG- - - SGWNCRGKSS- - - - - - 353
--------------- QVFVWABFFGNRVTNVBTG SDATI S- - - ONW VLADG - - - - - - - 323
EAAAYFLFSLVYLLSRSVAVSLI ASQUNSASSVPAPVL YDVPSPVYCVEVQRFLDQVNGD 399
--------------- RVI SVWWLAASSVNTHSKLALNHLYN- - - - - YETHCYN- - - - - - - - 281
-------------- Rl CTLHHHL SKLVTRFNEI FGLGLLLMFGVSFLLI TQT-------- 305
------------------------- TYG DTVAVCDACYS- - === ---==---===---- 305

----- KTFVQ VCQQCQKAMSI SGAK- - - - FFTI SLDLFASVLGAWTYFWLVQLK- - - 475
----- KTFVQ VCQQCQKAMSI SGAK- - - - FFTVSLDLFASVLGAMVTYFWLVQLK- - - 478
----- KTFVQ VCQQCQKAMT| SGAK- - - - FFTVSLDLFASVLGAWTYFWLVQLK- - - 478
----- KTFVQ VCQQCQKAMT| SGAK- - - - FFTVSLDLFASVLGAWTYFWLVQLK- - - 462
----- KTFVQ VCQQCQKAMSI SGAK- - - - FFTVSLDLFASVLGAWTYFWLVQLK- - - 486
----- KTFVQ VCQQCQKAMT| SGAK- - - - FFNVSLDLFASVLGAWTYFMWLI QLK--- 472
----- KTFVQ VCQQCQKAMT| SGAK- - - - FFNVSLDLFASVLGAWTYFMWLI QLK--- 472
----- KTFVQ VCQQCQKAMSI SGAK- - - - FFTVSLDLFASVLGAWTYFWLVQLK- - - 472
----- KDMCFLMVRANKPVKLTAAK- - - - LFVWTRDSFTQVI KQAYTI FTLMSQFLDNP 398
----- KDMCFLMVRAKRPVKLTAAK- - - - LFVWTRDSFTQVI KQAYTI FALMSQVLDDT 398
----- KDL SFVLMRAKKPVRLTAAK- - - - LFVWTRDSFTQVVKQAYTI FALMSQFLDDI 398
----- KDMCFLMVRANKPVKLTAAK- - - - LFVWTRDSFTQVI KQAYTI FTLMSQFLDNP 398
----- RKGFFI VI | RAQKPCELTANG - - - FFKI NLSAFTSI LSTSWSYFALLKTMYHPE 401
----- GKQ LFVQTRAQEPCKLTAAG- - - - FADVNLNAFVRVLSSAWSYFALLQTVYGEK 385
----- KRALVI | | ARSQKVTFLKATI - - - - FLDI TRSTMIDLLQ SYKFFALLRTMYTQ- 390
----- RRALVFFI ARPQRTTYLKATI - - - - FMNI TRATMIDLLQVSYKFFALLRTMYI K- 389
----- RKMLI LI | KRAQQPSRLKATM - - - FLNI SLVTVSDLLQLSYKFFALLRTMYVN- 412
----- KKI LI FI SMRSQKPVCLKATV- - - - VLDLSMPTMSI FLGVBYKFFCAVRTMYQ- - 407
----- CTMLKLLI MRSCKPASI RPPT- - - - FPPI SLVTYMKVI SMSYQFFALLRTTYSNN 404
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Drel Or 92a
Dmel Or 69a
Drel Or 69b
TcasOr 6
TcasOr 11
Agan(Or 41
Agan(r 42
Agan(Or 43
Agan(r 44
Agan(r 66
Agan(r 67
Agan(r 72
Aganmr 73
AganOr 71
Aganx 74
AganOr 70
Aganmr 69
TcasOr 9
TcasOr 18
Dmel Or 83a
Drel Or 85e
TcasOr 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anmel Or 168
Anel Or 170
Amel Or 169
Drel Or 65b
Dmel Or 65¢
Drel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
Agan(Or 9
Agan(r 65
Bnor Or 6
Bnor Or 10
Agan(Or 34
Agan(r 37
Dmel Or 94a
Drel Or 94b
Dmel Or 71a
Drel Or 46a
Dmel Or 46b
HirOr8
Bnor Or 8
Anel Or 68
Anel Or 69
Amrel O 70
Amel Or 71
Amel Or 72
Drel Or 19a
Dmel Or 19b
Drel Or 33a
Dmel Or 33b
Drel Or 22a
Dmel Or 22b
Drel Or 42b
Dmel Or 59b
Drel Or 59¢
Dmel Or 98a
Drel Or 42a
Dmel Or 85a
Drel Or 43b
AganQOr 2
Agan(Or 10
Dmel Or 30a

----- KRI LQFI | ARSQKPASI RPPT- - - - FPPI SENTFMKVI SMBYQFFALLRTTYYG: 408
----- RRVLLI LMVRATKPYMAKTYK:- - - - LAPVSI TTYMATLKFSYQVFTCVRSLK- - - 393
----- RRVLLI LMVRATKPYMAKTYK:- - - - LAPVSI TTYMATLKFSYQWFTCVRSLK- - - 393
----- KKQ ARLLNGSQ - RFWDLGQ - - - FGARYGNSFGKTHKYLKSFFLLYKVM.TFT 373
------ KI | AM RGQRA- - AKLTLGG - - - FGDLDLESFNLVWKNAFSFFTFVNAMNQK- 332
----- KQ FRLLLLSSQQPQTLTCAG - - - MTCl SLNLFVNVBQKFYSI FMVLRNM - - - 382
----- QGVFKYVLKSAQQPKQLTCGR:- - - - FAVI NVNLFLAI HKKI YSFFMVLQNM: - - - 387
----- KKDFLI MFHKCQHAKEMTVAS- - - - MAPLNI VLFI Al MOKI YALAMVMVRFSE- - 386
----- KKDFLI MFHKSQHAVEMTVAS- - - - MAPLNI VLFI Al MOKI YAYAMVLMNFFE- - 386
----- QKQFKFMLARSQLSAE! M RS- - - - VGPMNVETFTDI MOKMYSAFAMWYSFLVDL 392
----- QKQFKFMLARSQLSAEI M RS- - - - VGPMNVETFTDI MOKMYSAFAMWSFLVDL 392
----- QKEFRFLMSRQQCPM LTAYG - - - FHPMNFEAYMBVLKVLYQFFVM MQYI DRN 388
----- QKEFRFLLSRQQCPM LTAYG - - - FHPMNFEAYMBVLKGLYQFFVM LQYI GRN 388
----- QKEFRFLMBRQQYPMVLTAYG - - - FHPMNFEAYMBVLKRLYQFFVMLMOYVG- - 386
----- QKDFRFLMBRQONPMVLTAYG- - - - FHPMNFEVYMBVLKRLYQFFVM MOYVG- - 386
----- QKEFRFLMBRQQCPMVLTAYG - - - FHPMNFEAYMBVLKRL YQFFVMWMOYVG- - 386
----- QKEFAFLMCRQQRPMVLTAYG- - - - FLTMNFESYMBVLKGLYQFFVM MQYVE- - 390
----- QRTFHI VQVRASKI VNVKAGN- - - - YFTMBASSY! TFMKSLG VYSALEGUN- - - 294
----- QKMLI LVQVRVKRWSTKAGN- - - - FFTM APSFI AFQRAVFSY! TLLKEVTDLG 408

----- RSDYMFFM_NSRRQFQLTAGK- - - - | SNLNVDRFRGTI TTAFSFLTLLQKVDARE 453
----- RQDI LI FLVNSRRAVHVTAGK- - - - FYVVDVNRLRSVI TQAFSFLTLLQKLAAKK 462
----- MBYSI LTI LQ - === === smmmmmmmmmmemoomeeo oo oo oo 343
----- RKDLI LI | LRAQKALFVSTGP- - - - FNVLSFALFVSLKTSFI WPPKNEEMTPSRW 384
----- RKNLI LM QRSQKPLFLATGA- - - - FNI MBFALFVTV- - - = === == === === -~ 331
----- QKMLLLLLVRSQKAFNLHATP- - - - VG MBFALFVALLKTSYSYFTLLHQST- - - 382
----- KKVLLLLLVRSQKAFNLQATP- - - - | G MBFDL- - === --===--===------ 360

----- QRVI LM SLANELKCKI SNFQ- - - - NIl DLTLPSFMSI LNQAYSI CLLFLKTKQD- 390
----- QRVI LM SLSNELKCKI SNFQ- - - - NI DLTLPTFMSI LNQAYSVCLLFLKARQD- 397
----- QHI I LM TLANKLKCKLSSFR- - - - NI DLTLPSFMSI LNQAYSVCLLFLKARQS- 403
- - -- VYRDLCVI | RRGQDPLI MRASP- - - - FPSFNLI NYSAI LNQCYA LTFLLKTLD- - 385
----VYRDLCLI | RRGQEPLI MRASP- - - - FPSFNFI NYSAI LNQCYAE LTFLLKTLD- - 385
- - - - | HRQFCFFI QRAQKPLI MKASP- - - - FPPFNLENYMFI LKQCYSI LTI LANTLE- - 417

- - - - PKKTLLLLMVRAQRPCYFTAGK- - - - FSLLSLQITFMTI'T VRGAGSYFMFLRQWNI - - 433
---------------------------------------- TVVRGAGSYFMFLKQWNT- - 340
---- TRKLLI AFQQ TARG KCSAKYI - F- TI ELSMOTFVTI | KTSYSYLAVLRSMID- - 418
- - - - CRKLLI AFQQ TAVGA KCSAKYV- F- TI QLSMETFVTI LKTSYSYLAVLRSMID- - 421
- - - - FKRNLClI AVECVMAKSLTFRAG- - - S- YI PLSRAMFVSI LRSSYSYFAFLNQANEQY 391
- - - - FRKVLI | TMERMKRPI | FKAG- - - H Yl PLSRPTFVAI LRCSYSYFAVLNRVRNE- 387
- - - - NRKSVQVFLVRTNKPFAVAAFG - - - YFNFNLPAFTTI LNVAYSVYCVLQRKAKNV 380
- - - - ERKTLRMLLQRMNKPLTLKAFY- - - - FFNYNLQAFTTTLNMAYSLYALLCOQRNALKK 392
- - - - | RKLLNAYMEHLKKPVTI RAGN- - - - FFAVGLPI FVKTI NNAYSFLALLLNVSN- - 387
- - - - TRKLLNCYMEFLKRPVKVRAGV- - - - FFEI GLPI FVKTI NNAYSFFALLLKI SK- - 383
- - - - MRRLVLMFMWVYLNRPVTLKAGG - - - FFHI GLPLFTKTIMNQAYSLLALLLNWNQ - 378
---- SRRI ALLFMQRLHSTLRI RTLN- - - PSLGFDLMLFSSI VNCSYSYFALLKRVNS- - 381
- - - - NRRI VLLMVQRFNSPMLLSTFN- - - PTFAFSLEAFGSI VNCSYSYFALLKRVNS- - 384
- - - - FKSSMVRI FI ERAHKPLSI TGGK- - - - MFCLSLVTFTSI MNTAYSFFTLLONVKSRK 397
----FKRSI I | FVERAKI PI Tl TGLK- - - - MFPLSLATFTSI MKTAYSFFTLI RNMQALQ 394
- - - - SKKDLI NI MRRAMNPI ELTCAY- - - - | FTI DLRTFVTI LKMSYSTYNFLORTKVN- 375
- - - - TKRDLLM MVRASYPI EMISVH- - - - VI TMNLDSFVI LLKTSYSAYNLLQSNRE- - 369
----TKKI FLI | MTRATQPFEFTSGY- - - - LVTLNLEFFVALI KASYSVFNLLQRTK- -- 370

- - - - VQRAI LLVMRRSMKPI EFTSI Y- - - - | VSVNLDSFMTLLKSSYSAFSVLQQSRES- 371
----AKKI LLI' | MARSLTPVEVVSAH- - - - | | PLNLESFKRLI KATYSAYNMLQQTK- -- 370
- - - - FRRLLLLMLARCQ PM LVSGV- - - - | VPI SMKTFTVM KGAYTMLTLLNEI RKTS 385
----FRRLLLLM_LARCQ PM LVSGV- - - - | VPI SMKTFTVM KGAYTMLTLLNEI RKTS 385

- === YNRSLI | LMQLTLVPVNI KAGG - - - | VGl DVMBAFFATVRVAYSFYTLALSFRV- - 378
----YSRI LLI FMQLTLAEVQ KAGG - - - M Gl GWNAFFATVRLAYSFFTLAVBLR- - - 379
- - - - YKSTLVYFLHNLQQPI TLTAGG - - - VFPI SMOTNLAMVKLAFSWTVI KQFNLAE 394
- - - - YKSTLVYFLHNLQQPI | LTAGG - - - VFPI SMOTNLNMWKLAFTWTI VKQFNLAE 394
- - - - YKTTLLYFLQWQQPI VFI AGG - - - | FQI SMSSNI SVAKFAFSVI TI TKQWNI AD 394
- - - - YKATLVLFMHHVQQPI | FI AGG - - - | FPI SMNSNI TVAKFAFSI | TI VRQWNLAE 395
- - - - YKSAVL YFLHRAQQPI QFTAGS- - - - | FPI SVQSNI AVAKFAFTI | TI VNQWNLGE 398
- - - - YKSSLRYFLKNAQKS| AFTAGS- - - - | FPI STGSNI KVAKLAFSVWTFVNQLNI AD 392
- - - - YOKTLMYFLQKLQQPI TFMAMN- - - - VFPI SVGTNI SVTKFSFSVFTLVKQWNI SE 397
- - - - YRTTM.YFI HN\VQQS! LFTAGG - - - | FPI CLNTNI KMAKFAFSWTI VNEMDLAE 392
- - - - YORTVI QFLQKLQQPMIFTAMN- - - - | ENI NLATNI NVAKFAFTVYAI ASGVNLDQ 397
-~ - -1 RKRLI LI | ARAQRPMWVI KVGN- - - VYP- MTLEMFQKLLNVSYSYFTLLRRVYN- - 378
- - - - | KKKLLMMTT RAQRPLEI TVGN - - VYP- MTLEMFQSLLNASYSYFTLLRRVYN- - 375
- - - - TQKTLKFLI MRSQKPLAI LVGG - - TYP- MNLKMLQSLLNAI YSFFTLLRRVYG - 377
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Drel Or 49b
Drel Or 43a
Agan(r 32
Agan(Or 35
Drel Or47a
Drel Or 98b
Drel Or 9a
Agan(Or 38
Aganm(Or 39
Drel Or 24a
Drel Or 45b
Arel Or 74
Anel Or 86
Arel Or 75
Anel Or 84
Anel Or 87
Anel Or 76
Arrel Or 85
Anel Or 88
Amel Or 91
Anel Or 92
Arrel Or 95
Anel Or 93
Anel Or 77
Arrel Or 94
Anel Or 96
Amel Or 79
Anel Or 83
Arrel Or 80
Anel Or 81
Anel Or 82
Anel Or 78
Arrel Or 89
Anel Or 90
Anel Or 142
Anel Or 146
Anel Or 148
Anel Or 158
Anel Or 147
Anel Or 150
Anel Or 151
Anel Or 152
Anel Or 154
Anel Or 155
Anel Or 157
Anel Or 156
Anel Or 153
Anel Or 144
Anel Or 145
Anel Or 143
Anel O 1
Amel Or 3
Anel Or 6
Amel Or 7
Anel Or 4
Amel Or 5
Anel Or 8
Amel Or 9
Anmel Or11
Amel Or 12
Anel Or 10
Arel Or 14
Anel Or 15
Arel Or 13
Anel Or 16
Anel Or 17
Anel Or 18
Arel Or 19
Anel Or 22
Arel Or 24

- - - - LRKNI LFMVWWVRAQRPAAI LLGN- - - | RP- | TLELFONLLNTTYTFFTVLKRVYG- -
- - - - FRKTLLI FLMJITQHPMEI RVGN- - - VYP- MTLAMFQSLLNASYSYFTMLRGVTGK-
----- KKLVYI CLMRAQKPVI MKSGF- - - | EA- - SLPTLKKI LSSSASYI TMLMSLEADL

375
376
379

----- QKRLRLCI MRACKPI VTKGGF- - - | KA- - TLPTLKKI LNSTGSYI TMLLSLETEQ 389

ASTSI CRSLLI SMVRAHRGFRI TGYF- - - FEA- - NVEAFSSI VRTAMSYl TMLRSFS- - -
- - LQLVSSLKI AMVRSSLGCPI DGYF- - - FEA- - NRETLI Tl VRTAI SYVTLLRSLA- - -
----- KRALLI AAVMRAQRPCQVKGYF- - - FEA- - SVMATFSTI VRSAVSYI MVLRSFNA- -
----- RHLVQVWMWRAKYGCNVDVPF- - - FRT- - SMATFSVI VRSAMSY! TLMKSFL- - -
----- RHLI QWM RAQYGSNVDVPF- - - FET- - SMASFSAI VRTASSYI TLMKSFL- - -
----- QKMTLLMVARAQRVLTI Kl PF- - - FSP- - SLETLTSI LRFTGSLI ALAKSVI - - -
----- RRRVFLI | LRAQRPI TVRVPF- - - FAP- - SLPVFTSVI KFTGSI VALAKTI L- - -
TGRMLRKDI Rl | MMKSVRPCYLSRSG- - - FFP- MSLETSTA- - - - - - - - - ----------
AGRMLREDVKVM MKSMRPCHLSAGG- - - FFP- VSLETSTALMSSTLSYFTLMRESSKDK
AG LVRKNLI | VI MRSCKI CCLTACK- - - FFP- VSLETSTAVLSTAI SYFTLLKQSSLEN
VGRVVRKNLI | WARSHRVCCLTAGK- - - FFP- VSLETSTAVLSTAMSYFTLLR- - - - - -
| GRTLRRDLRWI | RSRKPCCLTASR- - - FFP- VSLETCTTVLSTAMSBYFTLMRQSFAN-
YCGKM RRDLMFVI TRSRTPCCLTACG: - - FFA- VSLETYTKVLSTAI SI FTI LKRYEKEF
YGKMLRKDLI LVI MRSKSPCYLTALG - - FFP- VSLETYI SI LSTAI SYFTLLRNRAEQT
YCKSLRKDLTFVI MRSRSPCCLTACG: - - FFP- VSLETYTQA LSVAVSWFTSLKKYEKKL
SCRMVRKDLI | VI MRASI PCCLSCGKG- - - YFI - VSLETYTSVLSTAASYFTLLRNNI ESD
SGRMVRKDLI WI MRASI PCCLSGKG - - YFI - VSLETYTSVLSTAASYFTLLRNNI ESE
SCRMWKKDLI LVI MRSGTPCCLTGRG - - FFV- VSLETYTNVLSTAASYFTLLKQHSEAH
SRRM RKDLI LVI MRSNVPCYLTGRG - - FFI - VSLEMYX- VLSTAAX- FTLLKOQRTEAT
FGKM RKDLQFI WRSRRACCLTGCG- - - FFD- | SLETYTKI MSTAMSYFTI LKQRI VEV
FGKMLRQDLQ VWMRSRRACCLTACG - - FFP- | SLETYTKI MSTTMSYFTLLKQRTVDT
FGRMLRKDLI MVI KRSRRVCCLTANG- - - FFP- VSLETYTKI LSTAVSYFTLLNNRI ENA
FGRMLRNDLI MWVI KRSRRVCYLTANG - - FFP- VSLETYTKI LSTAVSYFTLLNNRVENA
FGKI LRKDLI | VI RRSRRVCCLTANG- - - FFP- VSLETYTKI LSTALSYFTLLSNRI ENS
FGKI FRKDLM VI RRSRRVCCLTANG - - FFP- VSLETYTKI LSTALSYFTLLSNRVENA
FGRMLRKDLI MVI TRSRRVCCLTANG- - - FFP- VSLESYTKI LSTALSYFTLLSNRVETA
FGRMLRKDLI MVI MRSRRVCCLTANR:- - - FFP- | SLETYTKI LSTAVSYFTLLSKHVDNS
FGKMLRNDLI MVI KRSRRVCCLTANG- - - FFP- VSLETYTTI LSTAVSYFTLLRNNVEKA
FGRMLRNDLI MWVI ERSRRVCCLTANG - - FFP- VSLETYTTI LSTAVSYFTLLRNNVEND
----TQRKI LFI I LRSQKYESFG NG - - | VPALSLSYYGKYLYTSLSYFNALRI MVEDT
- - - - LAKFVLFATI P- QTPVI LKVRG- - - | | PAFSLNYYCSFI TNVLSMFTALRVLMYKD
---- MOKDLLI | LMY- QRPVI LSI NV- - - LLPELTLRYYCSYVANAFSVFTALRAVVEDK
- - - - MOKTLLI MVAY- QKPVTFSI NV- - - LLPELTLRYCCSYVSNALSI FTALRAVVEVT
---- MOKLVLI TLI Y- QKPVTI SI NV- - - VLPTTYF--------- ALLLF----------
- - - - MOKDVLTVLMY- QQPI' I LSI NG- - - | LPELTLHYYCS-------------------
- - - - MOKDVLNI LVY- QQPI | FSVNC- - - | LPELSLRYYCSYLSNAFSI FTAI RvM EDD
- - - - MOKNLLNI LMY- QQPI I LSI NG- - - | LPELSLRYYCSYLSNAFSI FTAI RVI | ENN
- - - - MOKNFLNVLVY- QKPVI FSI SC- - - | VPELSLRYYCSYLSNVFSI FTTLRVLLEDT
- - - - MRKYLLNVLI Y- QKPI TFSI SC-- - | VPELTLRYYCS-------------------
- - - - LOKALLTVLAF- QKPI AVSI NV- - - LLPELTI RYYCSYVSNALSI FAALRTVVE- -
- - - - MQONI LI MLI F- QKPI SLSI NF- - - LMPKLSLRSYCAYLSNAFSI FTALRVI LKDN
- - - - MOKNLLKXLI F- QRPVXI YRLZ- - - LLSKLI LRYYCLYLSNVFSI FTALHVLEDNI
- - - - MKSCVI FMM RSCKLFLI RMSS- - - LLPPLSLEYCSNFVTTVSSYFNVAVRTM ES-
- - - - MKSCVI FMM RSQKLFLI RMSS- - - LLPPLSLEYCSNFVTTI SSYFMAMRTM ES-
- - - - MKSCVI FMWRSQKAFLI RVSN- - - LLPPLSLEYCSNFI TTVSSYFNVAVRTM ES-
- - - - VAKNI KTI | LRASRPSSLSGAK- - - | LE- LSLQAFCDVCKTSAAYFNFLRAMT V- -
----1 AKNI Rl | I LRASRPSSLSGAK- - - M_D- LSLRVFCDVFKTSAAYLNFLRTMTV- -
- - - - KARCLI LI I I MBNYPVKLTAAK- - - WD- VSLTTFTDVMKAAMGYLNMLREVI - - -
- - -- KARCLI LI I I MSNYPVKLTAAK- - - WD- VSLTTFTDVIVKAAMGYLNMLREVT- - -
- - - - KARYLI LM | MSNYPI KLTAAK- - - WD- VSLTTFTDVMKAAVGYLNMLREVI - - -
- - - - KARCLI LM | MSNYPVKLTAAK- - - WD- VSLTTFTDVIVKAAMGYLNMLREVI - - -
----KARSLI LLI I MBNYPI KVTAGR- - - LVD- VSLVTFTSI | KSAVGYMNI LQQVT- - -
----KARSLI LLI I MSNYPLKVTAGR:- - - | VD- VSLVTFTSI | KSAVGYMNI LQQI T- - -
----KARSLI LLI LMSHYPI KVTAGR- - - | MD- LSLVTFTSI | KSAVGYMNMLRTVT- - -
----KARSLI LLI LMSNYPI KVTAGR- - - | VD- VSLVTFTSI | KNSVGYMNI LQQVT- - -
----KSRSLI LLI'I' I SNYPI KVTAGK- - - | | D- LSLVTFI Tl | KTAVSYMNMLQQ! T- - -
- --- EARNLI LVI | MSSYPVKLTAGK- - - WD- | SLATFTDI | KTTVGYLNMLQKVT- - -
---- EARNLI LVI | MSSYPVKLTAGK- - - WD- | SLSTYTDI | KATVGYLNMLRKVT- - -
- --- EARGLI LVI | MSNYPI KVTAGK- - - | VD- | SLI TFTDI VKTSVGYLNI LRTVA- - -
- - - - NVRCLI LI I AVBNYPMKLKAAK- - - MVE- MSLTTFTDVVKVSMGYLNI LREVI - - -
- - - - NVRCLI LI I AMSNYPMKLKAAK- - - MVE- MSLI TFTDI MKVSMGYLNI LREI | - - -
- - - - KSLAI PLM SMSHSTTKI TAGN- - - | | E- LSI SSFCDVI KTSVAYLNMLRTFTT- -
----KSLAI SLI | SI SRSTTKI TAGN- - - | | E- LSI SSFGAI | KTSFAYLNI LRTLTS- -
- - - - KKLCFVLI | AVBNSSI KLTAGN- - - WE- LCLTTFSDI VKTAVAFLNVLRTLTI - -
- - - - KKLCFVLI | AMSNSSI KLTAGN- - - WE- LCLTTFSDI VKTAVAFLNVLRTLT- - -
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402
373
372
369
370
351
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353
367
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Anel O 20
Anmel O 25
Anel O 29
Anmel O 30
Anel O 21
Anmel O 23
Anel O 35
Anmel O 27
Anel O 28
Anmel O 33
Anel O 34
Amel Or 32
Anel O 31
Anmel O 36
Anel O 37
Anmel O 38
Anel O 39
Anmel O 47
Anel Or 48
Anmel O 40
Anel Or 43
Anel O 45
Anel O 41
Amel O 42
Anel O 44
Anel Or 46
Anmel Or 49
Anel Or 50
Anmel O 26
Anel Or 53
Amel Or 54
Anel Or 52
Amel Or 51
Anel Or 55
Amel O 57
Anel Or 56
Anmel Or 58
Anel Or 59
Anmel Or 60
Anel Or 61
Amel Or 63
Anel O 64
Anel Or 66
Anel Or 65
Amel O 67
Anel Or114
Amel Or 115
Anel Or 118
Amel Or 164
Anel Or 163
Anel Or 165
Amel Or 166
Anel Or 167
Dnel Or 35a
Dnel Or 74a
Agan(Or 3
Aganr 5
Agan(Or 13
Agan(r 15
Agan(Or 17
Agan(r 16
Agan(Or 55
Aganm(r 18
Agan(Or 14
Aganm(Or 51
Agan(Or 12
Agan(r 19
Agan(Or 20
Agan(Or 21
Agan(Or 50

----KKLFCI LI I AVBNSSI KLTAGN- - - | VN- LSI STFTDVVKTAVTYLNVLCKTT- - -
- --- KKLCCI LI | AMSNSSVKFTAGN- - - ME- LSI YTFSDVVKTSVAFLNMFRALT- - -
- - - - KKLCCVLI | AMBNSSI KFTAGN- - - WE- LSI YTFSDVVKTSVAFLNMLRALT- - -
- - - - KKLCCVLI | AMSNSSI KFTAGN- - - MWE- LSI YTFSDVVKTSVAFLNMLRALT- - -
- - - - KKLCCVLI | AMSNSSMKLTAGN- - - LI E- LSMSTFSDVVKTSFAFLNVLRTLT- - -
- - - - KKLCCVLI | AMSNSSTKLTAGN- - - LI E- LSMSTFSDVI KTSFAFLNVLRTLT- - -
- --- KALSLI LI SAASNSSTKLTAGK- - - LVE- LSLSSFCSVLKSSLAYLSLLRTLTT- -
----TILNLI LI I LRSTVWQ TAGK- - - LEN- MSI YTFGDVLKTAFAYLNLLRQMT- - -
----TI LDLTLI I ARSSVWQ TAGK- - - LI H MSI QTFTDVI KTGFAYLNLLRQVT- - -
----DILDLI Q | LRSSMWVI KI TAGK- - - LVH MSI YTFGNVIVKTAFTYLNLLRQLT- - -
----DI LNLI Q | LRSSMVI KI TAGK- - - LVH- MBI YTFGNVVKTAFTYLNLLRQMT - - -
----DI LNLVQ | LRSSWI KI TAGK- - - LVH MSI YTFGNVIVKTAFAYLNLLRQMT - - -
----DI LDLI LI I SRSNAVI KI TAGK- - - LTN- MSI YTFGNVMKTTFTYFNLLRHVT- - -

----DILNLI M | TRSSVEYKMIAGK- - - | | D- MSVI TFGNI | KTVFGYLNI LRQVTM.-
----DI LNLI M | TRSSVEYKI TAGK- - -1 | D- MSVI TFGNI | KTVFGYLNI LRQTTM. -
----DILNLI M | TRSSVEYKMIAGK- - - | | D- MSVI TFGNI | KTVFGYLNI LRQTTM_-
----DI LNLI M | VRSSVEYKMIACGK- - - | MD- MSVI TFGNI | KTVFGYLNI LRQTTM. -
----DILNLI M | TRSGVEYKMIAGK- - - | | D-1 SVI TFGNI | KTVFAYLNI LRQMTT L-
----DI FNLI M | VRSGVEYKMIAGK- - - | | D- I SVI TFGNI VKTVFVYLNI LROMTI L-
----DILNLI M | TRSSVEYKMIAGK- - - | | D- MSVI TFGNI | KTI FAYLNI LRQMTT L-
----DI LNLI M M RSGVEYKMIAGK- - - | | N- MSWTFGNI | KTI LAYLNI LROQMTI L-
----DILNLI M | TRCSMEYKMSAGK- - - M D- MSVI TFGNI VKTI FAYLNI LRQMTT L-
----DI LNLI M I | RSSVEYKMITAGK- - - | | D- MSVI TFSNI | KTI FAYLNI LRQVTI L-
----DILNLI M I | RSSVEYKMIAGK- - - | | D- MSVI TFSNI | KTI FAYLNI LRQVTI L-

----DILNLI M M RSGVEYKMIAGK- - - | VN- MSVI TFGNI | KTI FTYLNI LFQMTM_-
- --- DI FNLMM | SRSSI SVNMBAGK- - - LI D- MSVLTFGNTVKSVFVYLNMLROMTM -
----N LNLMM | TRSSMNI NMTAGK- - - MTN- MSVLTFGKI VKSI FAYLNVLRQ T™M -

----DI LNLI M | SRSSVEVKI TAGK- - -1 | T- MSI YTFGNI VKTVFAYLNMLRQ TMMV
----TALGLVLI | SRSSMWVI KI TAGK- - - LI Q| SI ATFAAVFKASFAYLNM RTI AM -
---- EAYDLI LLI SI SQHPPKLTAGK- - - | | E- LSLNTFSTVAKTSVVYLNLLRTVTDW
----EAYDLI LLI SI SQYPPKLTAGK- - - | | E- LSFNTFSSVAKTSVVYLNLLRTVTDW
- - - - KAHDLI LLI SI SQYPPKLTAGK- - - | | D- LSFNTFSSVVKTSVI YLNLLRTVTD- -

----KARDI | LLLVI SKYPPKLTAGK- - - | FI - LSMNTFSWLKSSVVYLNMLRTI TEL-
----TI QNLI LI MAMBNSPAKLSVGR- - - | VD- LSLSTFGNVLKTTFVYLNFLQTAVMY-
----TI QNLI LI MAMSNTPAKLSVGR:- - - | LD- LSLSTFGNVLKTTFVYLNFLQTAVM -
----TI QNLI LI MAMBNTPAKLTVGR- - - | VD- LSLSTFGNVLKTTFVYLNFLQTAVMY-
----TI QG.I LM AMSNSPAKI SAAG - - | AD- LSLSTFGSVLKTSFAYLNFI RTTI M -
----TI RGI LM Al SSNPTKI SAGG- - - | VD- LSLSTFGNVLKTSFAYLNFFRTTI M -
----TI Q&I LI I Al SNSPTKI SAGG - - | VD- LSLFTFANI LKTSFVYLNFI RAAI M -
----TI HDLI LI I AVBNNPI KI SAGS- - - | VD- LSLYTFGGVLKTSLVYLSFLRTTI M- -
----VSHN TFI | MRAQHPVLLTAGK- - - FFV- | NVETYMSI LRI SMSYLSVLRVIWNS-
----VTQNI | FI | MNRAQHPVFLTAGK- - - FFV- VNVETYMSI LKTSMSYL SVLRVMWNS-
----VSONI TFI | MRAQHPFLLTAGK- - - FFV- VNVETYMSI LKTSMSYLSVLRVIWN- -
----VSKDI | FI | MKAQRPVLLRAGK- - - | FV- VNVETYI SI LKTSMSYLSVLRVMWNS-
----VSKDI | FI I MKSQRPVLLTAGK- - - FFV- | NVETYMSI LKTSMSYLSVLRVIWNS-
---- | TKM.I | VMCRAKSPLTVTAGR: - - FCS- FTLQLFSEVLKTSMRYLSVL YAVKDKI
- ---RAVLLM VI RRANVSFQ TAGK- - - FSP- FSLEFFNAVLKTSAGYL SVLLAMKDRL
----DVRI LM | LRSQKQLTLTAGK- - - FI C- LSLEAFANMLKASASYVSVL YARY- - -
----ElRVLLLLI MRSQKPLTLTI GK- - - YMK- LSLETFANMLKI SASYASVLYALE- - -
----DSRI VLLI LI QAQRKLI LSAGN- - - FVT- LSVQTFASMXKVSASY! SI LMTI Y- - -
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410
406
409
408
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410
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397
393
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373
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383
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369

ENLRLLKLI NLAI EVWNSKPFYVTGLK- - - YFR- VSLQAGLKI LQASFSYFTFLTSMORRQ 406

ENVKLMKLVTLAI QLNSRPFFI TGLN- - - YFR- VSLTAVLKI | QGAFSYFTFLNSMR- - -
- - - - MRRKLRLLLQRSQKPL GVTAGK:- - - - FRFVNVAQFGKM_KMBYSFYWLKEGF- - -
- - - - | QRKLRWLQRAQKPVG SAGK:- - - - FCFVDI EQFGNVAKTSYSFY! VLKDGQF- - -
- - -1 QKDLQLI | ARAQRPVG TAGK- - - - FCYMNVEQLG | VKTTYSI VY1 | LRDGF- - -
---- 1 QKDLQLI LVRAQSPVG TAGK- - - - FEYYMNVEQFG | VKTTYSFFVI LRDQ - - -
-~ - - VOKDLQVI | ARAQKTVG TAGK- - - - FCYMNMAQLG | VKTTYSFFVI LRDQ - - -
- - - - LRKDLQLI M_LRAQRSVG TAGK:- - - - FCFMNVEQFGEVWKTTYSFFWLRDGF- - -
-~ - -1 AKHLQLI LLRAQKPI Gl TAGK- - - - FCFI NVEQFAKLLKTTYSVFI LLRDLL- - -
- - - - MRKHI SFM MRSQRRVGLTAAK:- - - - FCFVDVEQFGAM.NVBYSFFVWWLKDAF- - -
- - - - | QQGLRWLHRTQSPVG QAGK:- - - - FCFVDVEL FQNMNKSYSFFI VLKDAF- - -
- - - - | QQRLRWLHRTQSPVG QAGK:- - - - FCFVDVEL FQKMYNKSYSCFI VLKDAL- - -
-~ - -1 KTVAWI ARGQARLRI TAWG - - - | | PI DLELFAKVWKASYTVLLVLKDFI - - -
- - - - | KTVAWI ARGQARLRI TAWG - - - | | PI DLELFAKVWKASYTVLLVLKDFI - - -
-~ - -1 QKM STI VARSQLPLRI TACG - - - FI TVNVELFAKWKTTYSGFI VLKDFI - - -
- - - - VOKMWAM | ARSQTPLQ TACG - - - FI PI NLELFTKVWKHSYTVLAVLKDLI - - -
- - - - VOKMWVAM | ARGQAPLQ KACG - - - FI PI NLELFAKVWKTSYSVLI VLRDFV- - -
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Aganm(Or 29
Agan(Or 53
AganmOr 30
Agan(r 46
Agan(r 47
Agan(r 48
Agan(r 49
Agan(Or 61
Agan(r 62
Agan(Or 63
Aganr 60
Aganr 75
Aganx 76
Agan(r 78
Aganx 77
AganOr 79
Anel Or 99
Anmel Or 101
Anel Or 102
Anmel Or 103
Anel Or 104
Amel Or 98
Anel Or 100
Amel Or 97
Amel Or 105
Anel Or 109
Anmel Or 110
Anel Or 111
Anmel Or 108
Anel Or 107
Amel Or 112
Anel Or 113
Anmel Or 106
Anel Or 122
Amel Or 125
Anel Or 123
Anmel Or 126
Anel Or 127
Anmel Or 128
Anel Or 129
Amel Or 133
Anel Or 134
Anmel Or 131
Anel Or 132
Anmel Or 135
Anel Or 136
Anmel Or 138
Anel Or 130
Anmel Or 137
Anel Or 139
Brnor Or 20
Bnor Or 3
Brnor Or 18
HirOoré
Brnor Or 23
Bnor Or 16
Bmor Or 4
Bnor Or 5
Brnor Or 22
Bnor Or 17
Bnor O 1
Bnor Or 1a
Bror Or 1b
Bnor Or 19
Bnor Or 15
TcasOr5
TcasOr 7
Hiro4
Bnor Or 13
Dmel Or 10a

- - - -1 QKQLLFM RRSQKPI | LSAGK- - - - | FYANVLQFSEMVQKSYSFYLVLKNVF- - -
----1 QRQ LLM RRSQTPLI LRAGK- - - - LFSANVWQFGDI VQKSYSFFLVLKNVF- - -
----1 QXQ YFM HRSQTRI ELTAGK- - - - LFPVNI AQFSEI VKKSYSYYLVLKDI F- - -
- - - - LOKMWVPI | QQSQQRI Gl TAAK:- - - - FYY! DYNRYGQSLKTAYSFYLLLKDI F- - -
- - - - LOKMWPI | QQSQQRI Gl TAAK:- - - - FYY! DYNRYGQSLKTAYSFYLLLKDI F- - -
-~ - - RKYFLRI | LQAHRKATI TAGK- - - - FYNVNI VTFAQLI KTSYTYYM MKEMF- - -
- - - - LOKQFQQM RHAYI PRG TVCK:- - - - FHFVDMASFGQLLKAI FSYYLI LKELF- - -
QYVTVRHTLM.VI GRSQKGFQCSYGG - - - LGSI SMERFAQLMKSYSLLTI LLQFAK:- -
QYFSVRRTI LLVI LQSQUSLRFSYGA- - - - HGEl SMHSFAEL MOKSYSM_TFM.QFQN- -
QYRHVRRTLLLLTAQSDQTI QFSFAG - - - | GEI SMNSFAQLLEKSYSM_TFLLQFAK:- -
AYRQVRASFLI | | | RSQKPLSFSI SA- - - - AGTI SMARFADLLNSSYSLMI'VVFQLKERI
- GRTI KRPMVLM MQANMTKDFSAGG- - - - LTTVSAELFAKTCRM YTMVIVFMANVAT - -
- GRTI KRPMVLM MQANMTKDFSAGG- - - - LTTVSAELFAKTCRM YTMVIVFMANMAT - -
- GRTI KRPMVLM MQANMTKDFSAGG- - - - LTTVSAELFAKTCRM YTMVIVFMANMAT - -
- - - - SKPFLLI TI RVAQVPLRFMOGR- - - - MYQLSTELFTSWQFI YSLI MVLLQFK- - -
- - - - SRPFLLI TI RVAQVPLRFMOGG - - - MYQLSTELFASWQFI YSLI MVLLQFK- - -
- - - -1 KMLYMMQ RSKKLCALTAGG - - - LYDMNI ENFG| TFKTCMBYFTM MVBFK- - -
-~ - -1 KMLYMMQ RSKKLCALTAGG - - - LYDMNI ENFG TFKTCMBYFTM MBLK:- - -
- == -1 QKVLY! M RSKKLCTLSAGG - - - LYEMNI ENFG| TFKTCMBYFTM MBLK- - -
-~ - -1 QKVLYVMQ RSKKLCTLSAGG - - - LYEMNI ENFGTTFKTCMBYFTM MBLK:- - -
- - - - 1 QKVLHVMQ RSKKPCSLTAGG - - - LYEMNVENFG TFKTCVBYFTMLVBLKK:- -
-~ - -1 KMFNI MLNRSKKSCALTVYG- - - - LYELNVENFGTTFKACI SYFTMVLSLK:- - -
- - - - VOKMFYVMQ RCKKPCSLTACG: - - - LYEMNVENFGTALKTCVBY! TM LSLK- - -
-~ - - VQXI FHI | Q KSSKPCKLTAGG - - - | LELNLENFG ALKTCVBYFTI FLSLQD- -
-~ - - VQKVLH MQ RSNKPCI LTAAG - - - LYEMKI ESFG Tl KTCMSBYFMVFL SLRE- -
- - - - MOSLYVLVLRKCLSPPKLTGGG - - - FVALNLDSFVQ LKASFSYYTVFRS- - - - -
-~ - - TQSLYVLVLRKCLTFPKLTGGG - - - LI | LNLNSFVQ LKASFSYYTVFRS- - - - -
- - - - TQBLYI LVLRKCLSPPKLTGGG - - - LVALNLDSFLQ LKASFSYYTVFRS- - - - -
- - - - TQSLYVLVLRKCLNPPTLTGGG - - - LI VLNLDSFVQ LKLSFSYYTVFRS- - - - -
- - - - TQSLYLLVLRKCLNPPKLTGGG - - - LI ALNLDSFVKVLKTSFSYYTVFRSS- - - -
- - - - I RSLYVLSLRSCLNFPTLTAGG - - - LI VLNLQSFAEI | KAAVSYYTVMQTT- - - -
----1 QALYI LALRRSLTPPRLTAGG - - - LI ELNMQSFSEVI KLSI SYYTVLRST- - - -
-~ - -1 QAMFVLI LRRNLNPPLLTAGG - - - LMQLNLNTFAQUWKTSVSYFTVLKSV- - - -
- - - - AKLLLFM LRSSMGCEI CLSG - - - LFTPSYAGLTSMVBSSFSYCTVI YSI @ - -
-~ - - AQKLLLFM LRSSMDCELRLSG - - - LFTPSYAGLTSMVBSSFSYCTVI YSI @ - -
- - - - AKLLLFM LRSSMGCEI CLSG - - - LFTPSYAGL TSMVBSSFSYCAVI YSI Q- - -
-~ - - AQKLLLFM LRSSMGCEI CLSG - - - LFTPSYAGL TSMVBSSFSYCAVI YSI Q- - -
- - - - AKLLLFM LRSSMGCEI CLSG - - - LFTPSYAGL TSMVBSSFSYCAVI YSI Q- - -
- - - AKLLLLMVLRSTVGCELHLSG - - - LFTPSYAGFTSMVBSSFSYCAVI YSI Q- - -
- - - - AKLLLFMVFKSSVGCELRLCG - - - LFTASYAGFTSMVBSSFSYCAVI YSI Q- - -
- - -~ VQXI LLLI M RSSMACI FHI CG - - - VFVPCHAGFTTM.STSFSYFTLMYSI Q - -
----1 QKI LLLI M RSSTACMFHI FG - - - VFVSCHAGFTTM.STSFSYFTLMYSI Q- - -
-~ -~ VQXI LLLI M RSSMACI FHI FG - - - VFI PCYVGFTTMLSTSFSYFTLI YSI Q - -
- - - - VOKI LLLI MTRSSTTCVFHI LG - - - VFVPCYTGFTTM.STSFSYFTLMYSI Q - -
-~ -~ VQKI LLLI M RSSTRCMFHI LD- - - - | FTPCYAGFSKM_STSFSYFTLI YSMQ- - -
----VQXI LLLI M RSSTACM NI LG - - - VFTPCYl GFSKM_STSFSYFTLMHSI Q - -
-~ --VQXI LLLI M RSSTSCTFHI LG - - - VFI PCYTGFSKI LSTSFSYFTM YSI Q - -
---- AQKI LLLI MLQSTTKHAFNI LG - - - LFTPCYAGFSTM.SSSFSYFTLMYSI Q- - -
----VZKI LLLI M Q8SI TYM SI LG - - - VFI LCHI GFSTMLNTSFSYFTLI XSTQ - -
----- RKTVAI FLMNVQEPLHVNALG- - - - LAKVGVQSMAAI LKTSFSYFTFLRTVSE- -
----- RKTVAI FLMNVQEPLHVNALG - - - LAKVGVQSMAAI LKTSFSYFTFLRTVSE- -
----- RKTVAI FLMNVQEPLHVNALG - - - LAKVGVQSMAAI LKTSFSYFTFLRTVSE- -
----- RKVWMFFLMNVQEPVHVKAMG - - - LANVGVTTMASI LKTSLSYFTFLLSQTKEE
----- RKMVYMVFRQSQ PLQLKAMN: - - - MLSI GVKTMVSI LKTSVTYYLI LKTVTTD-
----- RKMVYMVFRQSQ PLQLKAMN: - - - MLSI GVKTMVSI LKTSVTYYLI LKTVTTD-
----- RKMVYMVFRQSQ PLQLKAMN - - - MLSI GVKTMVSI LKTSVTYYLI LKTVTTDE
----- RKMVYMVFRQSQ PLQLKAMN: - - - MLSI GVKTMASI LKTSVTYYLML_KTI TANE
----- RKLVQVLLQKSQKPI QFKAMN- - - - MVBVGVQTMASI | KTSI SYFI MLRTI ARD-
----- RKLVQVLLQKSQKPI QFKAMN- - - - MVBVGVQTMASI | KTSI SYFI MLRTI ARD-
----- RRVWYGFLRRTQNPVRFKAMG - - - MLDVGVQTMASI LKTSI SYFVMLRTVAT- -
----- RRVWYGFLRRTQNPVRFKAMG - - - MLDVGVQTMASI LKTSI SYFVMLRTVAT- -
----- RRVWYGFLRRTQNPVRFKAMG - - - MLDVGVQTMASI LKTSI SYFVMLRTVAT- -
----- QKI FWFLQRTQPDLEFETVC- - - - GVKAGVKPAFSI VKSMFSYYVM NSRF- - -
----- QKI FWFLQRTQPDLEFETVC- - - - GVKAGVKPAFSI VKSMFSYYVM NSRF- - -
----- FTVYVLW PMALGFl ALTVW- - - - - - = = = - - - FED| LHHVGLQLWI L- - - - - - -
----- CEAKLLLR- GKVNPLKFTI CG- - - - - - - - - - - - FLPLDYCLAYTVS- - - - - - - - -

386
376
387
387
387
397
404
419
416
412
415
411
411
412
386
384
404
404
403
403
405
401
324
349
405
390
389
390
390
391
388
389
387
363
362
360
360
360
360
360
265
361
363
363
361
363
269
363

285
439
439
439
431
417
417
417
418
424
424
430
430
430
407
407
299
311

----- VLPSRLEI FSRQLM_QSVSYAP- MGMCTLHRPLI ASVI GAVTTYLVI LI QFQRYD 396

----- Pl SI ELEMFFRQLVLNKASYAP- LKVCTLTRSLVATI LGSI TTYLI VI VQLEI KN
----- RRLVQLLI LRSQRPVSMAVPF- - - - - FSPSLATFAAI LOTSGSI | ALVKSFQ- - -

213

443
406



Drel Or 33c
Dmel Or 7a
Drel Or 22¢
AganOr 1
Agan(r 4
Dmel Or 47b
Amel Or 73
Agan(r 68
Drel Or 59a
Dmel Or 23a
Agan(Or 31
Dmel Or 2a
Anel Or 62
Anmel Or 121
Anel Or 140
TcasOr 12
Agan(r 8
Bnor Or 9
Agan(Or 40
TcasOr 63
TcasOr 4
TcasOr 13
Agan(r 24
Agan(Or 54
Agan(Or 23
Agan(r 64
Dmel Or 82a
Anel Or 116
Anmel Or 160
TcasOr 10
TcasOr 26
Anel Or 117
Amel Or 120
Bnor Or 7
Agan(r 6
Drel Or 45a
Dmel Or 67d
Drel Or 83c
Anmel Or 162
HvirOr3
TcasOr 20
AganmOr 11
Dmel Or 56a
Agan(r 28
Agan(Or 58
Agan(r 59
Dmel Or 1a
Drel Or 13a
Anmel Or 161
Anel Or 141
Agan(r 52
Agan(Or 36
Agan(r 25
Agan(r 45
TcasOr 3
Dmel Or 88a
Agan(r 22
Dmel Or 49a
Drel Or 85f
Anmel Or 119
Drel Or 63a
Dmel Or 67b
Bnor Or 21
Bnor Or 11
Bnor Or 12
Agan(Or 33
HirOl
Hiros
TcasOr'1
TcasOr 2

----FDLLI FTQLTLGNRGW | KAGG- - - - LI ELNLNAFFATLKMAYSLFAVWWRAKG -
- - - - FRKMLLYYLHRAQQPI TLTAMK- - - - LFPI NLATYFSI AKFSFSLYTLI KGWNLGE
----- RKVI LM LRRSQRAKTI AVPF- - - - - FTPSLPALRSI LSTAGSYI TLLKTFL- - -
----- SQAM FFLOQVITLKDVHI KVGS- - VLKVTLNLHTFLQ MKLSYSYLAVL QSMESE-
----- RSSI RMMLRQSQRHAHI TVGK- - - - FFRVNLEEFSRI VNLSYSAYWWLKDVI KVD
- - -- | QRDI SFVI LRAQKPLMYVAEP- - - - FLPFTLGI'YMLVLKNCYRLLALMQESM - -
- - - - VMKDLLLVI ARSKKPVKI TSGQ - - - | FI LSTESFMKI MKI SYSSFNI LKNSTMK-
----- KEYKLLLLRAQQPSGVSI AG- - - - LTPVYNYETYTQ MKMLYQLFALAMNFLK- -
- - - - FKRKMVLFVEQSLKKSTAVAGG: - - - MVRI HLDTFFSTLKGAYSLFTI | | RVRK- -
----- RGHWLI LAERTKRMQLLLAGN- - - - LVPI HLSTYVACWKGAYSFFTLMADRDGLG
----- QKMLI NCMVRAKKPVNAKSGFTQASL PTLNAVWAQRYT LNSAGSYVAL L MSL MVE- -
----- KRELLFTLARTQRPSLI YAG\- - - - YI ALSLETFEQVMRFTYSVFTLLLRAK- - -
----- ARDLI LI I CRGNSSYHVTAGK- - - - FVFMNI FTFKEI LKSSASYL SVLKVMVDT-
----- AKSLI | | MARSKKPLYLTAGK- - - - LFPVTMLTFCNI LKI SLSYI SFLLTI L- - -
----- ONLYKFLLARSLI FSKLTAFK- - - - VT TLSMJTFLAI | QTAMSYFTVLLSTT- - -
----- KONLLFLMIRTQFPLKLYASG: - - - - ----------- GKVTQSYLLNLE- - - - - -
----- QRSLLFVMLRSTTVQKLTALK- - - - FSI VSLASYSKI LSTSFSYFTLLKAMYEPN
----- KKTI LTI M RSHKPKKLTAYK- - - - FSVI SYGSFSKI | STSWSYFTI LRTMYTPP

----- RRRLVI | LMNAQRPVRLTGLK:- - - - LYELNLETYYTVLKAAFSYYTI | KKFR- - -
-~ - -1 RKI VM FLEKTKKPTI VKAG\- - - - FI TLSLATLTQ LRSAYSYFAVLQRLYKDS
- - - - VASAEFNLLKGALKTI DFHPKG- - - - - - HNTKQLI EAKFENCVNHHKE VK- - - - -
----- KSLEFFMIYLAECQ RFTAYG - - - FTKLHRGLLTTI TGAVTTYLVI LFQFN- - -
----- MKFVKWLMVBQKPKMLMVAAT- - - - - LPLNI TAFLQ HKFI YSLI MVLENTKG -
----- QKAMRLLLMASQNPGRLSYGFG- - - - - TVNVRAFFEI FRKTYSI AMVMM SVNEEE
----- QKTLQQ LLTSQHPWLSDGFS- - - - - Pl DLFNFVE! YKKI YSYLM/LQKVS- - -
TLRPLRRSI LI VLQQTLRPLRFGYGVS- - - - GSLSMORFGEFMQQ YSLI MFLAQLN - -
----- RTSLSLI | LQSQKEVLI RAGF- - - - - FVASLANFVG CRTALSLI TLI KSI E- - -

----FNYALLI I M RTQ PLI I | VGK- - - - VMELSLQNFLLI LRTSYSI FTLLKTFTT- -

- - - - FQRGLLVLLERARRPVRPAAGL- - - - VI PLSLQTFLKI | KSSYTFYAVLRQTK- - -
-~ - - FHRSVLQ | HRSQQSVI LTAVK- - - - | WPl QVSTFSQ LQASWBYFTLLKTVYG\
----- RRLWOWI MRAQRPAKI FGFM - - - - FWDLPLLLW/I RTAGSFLAMLRTFER- -
----- EKLI | MVLAKAQNEWL TAAD- - - - MAPLSMNTALQLTKG YSFSMVLMNYLG -
----- RKLFGFLLRESQYPHNI Q LG - - - VMBLSVRTALQ VKLI YSVSMVVVNRA- - -
----- RKLLAI MLSKSI APLRLTACK- - - - LYTLNLESFTTI AKTSVSYTM/LCSLQ - -
----- QKDLLI VI LAAQRPLKLSAGG - - - MALLCl QTFSQALYNGYS| FAVLNDAVN- -
----- QRYVLLI LLRSQKPLTLRAGCG- - - - VKVVBLATFLGVLYSAYSYFTLLLKLKP- -
----- NRMLQ FI LYSNRPLKVHAFF- - - - - | SVBLDTFLAI LRASYSYFTI LKQLPTNF
- - - - LOKMLVFMVWHAQRPMKMRALL - - - - - VDLNLRTFI DI GRGAYSYFNLLRSSHL Y-
----- QKDI LTFMWKAQKPTGVTASK- - - - FYMTLQTFQRI SSTSYSYFTLLQTI NQQ

RCRRI RSSI LI VMTRAEHELRI SCGS- - - - VYDVSLTTCWAVLQFSYSVFTLLLSFFENE
EYRSAALTI RLLI MRSQHRVRFTCGS- - - - | NPVSMEKFTEFLNLSYSI VMFLLSI N- - -
----- RKLFLFPI ERAQRETVLGAYF- - - - - FELGRPLLVW FRTAGSFTTLMNALYAKY

TTKRI RNQ WFM LCSQQPVRI TAFK- - - - FSTLSLQSFTAI LSTSI SYFTLLRSVYFDD
------- SVQ MWRSKI PSKI TAAK- - - - FYSMSLESFSAVLSTSFSYFTVLTATKNE-
----LQKI TNI LM RSQKAVRLTACK- - - - FI GLSLETFASM STAASFFTM/RSM\- - -
ALREFRTTLSI | LLATQRSLSLRGSD- - - - | VEVSWOTFASMLKTSYSVMVFLI ELRRLN
- YRQARSSLLI MVBKTQKSLGA RCGG - - - MFEMSSEAFASLVKLTYTM.M-LRDTQKPN

----- KLLMWM AHAQKPQVLRA F- - - - - MPLI MSSFLSVI KASYSYFTLLH- - - - - -
----- KRLMFLLANAQPE! VMGAVF- - - - - | PVTMISFVTI | RAAYSYFTI LY-- - - - -
- - - - FKKQ | FTMTRMXPI NVTI GK- - - - | TPLAFSTFLTI ARGAYSFFTFLKORHG N

----- RKFYLLWIQYCQRTQQLGAFG - - - LI QUNMVHFTEI MQLAYRLFTFLKSH- - - -
- - - - DLHDI LFMLRNAQRNYGFSI GG - - - FGFL SFATFTAVNVKTAYSCNAFL HRVM\: -
----- KKEI LI LMAQAQRPLEI SARG - - - VI | | SLDTFKI LMT1 TYRFFAVI RQTVEK-
----- KRYLLI | | | RAQPVELNAMG - - - YLSI SLDTFKQLMBVSYRVI TMLMQM Q- -
-~ - - | GQVFTLSTVFTRKSI | LRASV- - - - FYVLSLETFI Al | KRSYSFFTLLNNVDLTD
- - - - FRHL| RVMMLMRTNRGFRLDVSW - - - FMQVBL PTLMAMVRTSGQYFL L L QNVNQK-
- - - - FKFM KMMLLFSRRTFVLSVGG - - - FTSLSHKFLVQVFRL SANFFL L L RNVNNK-
- - - - | KRMVPFMVARSQVI VEI TAFN- - - - MFAFDVELFVW MKTSYSMETLMVRS- - - - -
- - - | ROMLLFMLTRATEPLG ATVF- - - - - TNNSLDTFAEMCRQSYT! FNLVNAAVA- -
- - ARl RSLVTI SMNKAQQPI LMAALG- - - - FVELSHKNFVAI | KSAYSVFSVFY- - - - - -
- - - - LKKDLRFTTMRSQKPFVI DVYW - - - LFPLTYETFI Al LSRSYSI FTLLRTM E- -

KVAL SGLQFFSVTRGLLLTVAGTI VTYELVMFQENSSTPSLNI TSPTSATHI | TTLAT- -
----- VEVERLQDQLTKDYI ALSGMG- - - - FFYLNKTI LLQVAGAI VTYELVLI QFDDQG
------ | FI 1 CVI VQSEQ AWLHLLY:- - - - | FLVG MYAADVFY| CHVCCSTI HEVRE- -
------------------------------------- TIEEVI SG - === = - mmmm - -

384
407
402
417
394
412
365
390
379
378
377
397
399
393
359
374
394
380
454
383
378
405
377
366
380
418
384
399
390
330
338
400
403
390
404
378
391
397
368
269
386
425
419
420
399
415
389
413
385
429
386
407
357
383
412
401
388
396
392
416
420
421
390
397
401
373
457
332
353



TcasOr 16
Anmel O 2
Aganr 7
AaegOr7
Drel Or 83b
Bnor Or 2
Bnor Or 2a
HvirOr2
Aganr 56
Agan(Or 57
Agan(r 26
Agan(Or 27
Hiror9
HirOor7
Drel Or 85b
Dmel Or 85¢
Drel Or 85d
Dmel Or67a
Drel Or 67¢
Dmel Or 92a
Drel Or 69a
Dmel Or 69b
TcasOr 6
TcasOr 11
Agan(Or 41
Agan(r 42
Agan(Or 43
Agan(r 44
Agan(r 66
Aganr 67
Aganr 72
Aganmr 73
AganOr 71
Aganx 74
AganOr 70
Agan(r 69
TcasOr 9
TcasOr 18
Dmel Or 83a
Drel Or 85e
TcasOr 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anel Or 168
Anmel Or 170
Anel Or 169
Drel Or 65b
Dmel Or 65¢
Drel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
Agan(Or 9
Agan(r 65
Bnor Or 6
Bnor Or 10
Agan(Or 34
Aganm(Or 37
Dmel Or 94a
Drel Or 94b
Dmel Or 71a
Drel Or 46a
Dmel Or 46b
HirOr8
Bnor Or 8

Y e 400
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AN - - - - oo 400
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e 393
e 393
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e 396



Anel Or 68
Anmel Or 69
Anel Or 70
Amel O 71
Anel Or 72
Dnel Or 19a
Dnel Or 19b
Dnel Or 33a
Dnel Or 33b
Dnel Or 22a
Dnel Or 22b
Dnel Or 42b
Dnel Or 59b
Dnel Or 59c¢
Dnel Or 98a
Dnel Or 42a
Dnel Or 85a
Dnel Or 43b
Agan(r 2
Agan(Or 10
Dnel Or 30a
Dnel Or 49b
Dnel Or 43a
Agan(Or 32
Agan(Or 35
Dnel Or47a
Dnel Or 98b
Dnel Or 9a
Agan(Or 38
Aganm(Or 39
Dnel Or 24a
Dnel Or 45b
Amel O 74
Anel Or 86
Amel O 75
Anel O 84
Anel O 87
Anel Or 76
Anmel O 85
Anel Or 88
Amel Or 91
Anel Or 92
Anmel Or 95
Anel Or 93
Amel O 77
Anel Or 94
Anmel Or 96
Anel Or 79
Anmel O 83
Anel Or 80
Anel O 81
Anel O 82
Anel Or 78
Anmel Or 89
Anel Or 90
Anmel Or 142
Anel Or 146
Anmel Or 148
Anel Or 158
Anel Or 147
Anel Or 150
Anmel Or 151
Anel Or 152
Anmel Or 154
Anel Or 155
Anmel Or 157
Anel Or 156
Anmel Or 153
Anel Or 144
Anmel O 145

e 387
e 387
0 e 397
= e 397
1 0 e 399
0 =0 398
KFFSDRSNGDI NP- - = - = = = = = =« s o e et et e oo 411
RLTKNF - - = = = = = = m = oo f ot o f ot il 397
KLAKSEMEE- - - - = = = = = == = % & = s s e et et e o e 406
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KLSI KE- - = = = = = = = = = = m et o et e 403
NEKKT- - - = = = = = = = = = = m et o et et 384
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KSDSS- - - = = = = = = = = = = m ot ot il 408
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S - mm it il 380
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o e 405
s 375
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e 373
P - = = - m il 374
S - -t e i 374
5 374



Amel Or 143
Anel O 1

Anel O 3

Anel O 6

Anmel Or 7

Anel O 4

Anel Or 5

Anel O 8

Anel O 9

Anel O 11
Anel Or 12
Anel O 10
Amrel O 14
Anel O 15
Anel Or 13
Anel O 16
Amrel O 17
Anel O 18
Anel Or 19
Anel O 22
Anel Or 24
Anel O 20
Anel Or 25
Anel O 29
Anel O 30
Anel Or 21
Anel O 23
Anel Or 35
Anel O 27
Anel Or 28
Anel O 33
Anel Or 34
Anel Or 32
Anel Or 31
Anel Or 36
Anel Or 37
Anel Or 38
Anel Or 39
Anel O 47
Anel Or 48
Anel O 40
Anel Or 43
Anel O 45
Amrel O 41
Anel O 42
Armel Or 44
Anel Or 46
Anel Or 49
Anel O 50
Anel Or 26
Anel Or 53
Anel Or 54
Anel Or 52
Anel O 51
Amel Or 55
Anel O 57
Anel Or 56
Anel Or 58
Anel Or 59
Anel O 60
Anmel Or61
Anel O 63
Anel Or 64
Anel Or 66
Anel Or 65
Anel Or 67
Amel Or 114
Anel O 115
Anmel Or 118
Anel O 164



Amel Or 163
Anel Or 165
Amel Or 166
Anel Or 167
Dnel Or 35a
Dnel Or 74a
Agan(r 3
AganOr 5
Aganm(r 13
Agan(Or 15
AganmOr 17
Agan(Or 16
Agan(r 55
Agan(Or 18
Agan(r 14
Agan(Or 51
Aganm(r 12
Agan(Or 19
Aganr 20
Agan(Or 21
AganOr 50
Agan(Or 29
Agan(r 53
AganOr 30
Agan(Or 46
Agan(Or 47
Agan(r 48
Agan(r 49
Agan(Or 61
Aganmr 62
Agan(Or 63
AganOr 60
AganOr 75
Aganx 76
Agan(Or 78
Aganmx 77
Agan(Or 79
Arel Or 99
Anel Or 101
Amel Or 102
Anel Or 103
Arel Or 104
Anel Or 98
Amel Or 100
Anel Or 97
Amel Or 105
Anel Or 109
Amel Or 110
Anel Or 111
Amel Or 108
Amel Or 107
Anel Or 112
Amel Or 113
Anel Or 106
Amel Or 122
Anel Or 125
Amel Or 123
Anel Or 126
Amel Or 127
Anel Or 128
Amel Or 129
Anel Or 133
Arel Or 134
Anel Or 131
Amel Or 132
Anel Or 135
Amel Or 136
Anel Or 138
Amel Or 130
Anel Or 137



Anel Or 139
Bnor Or 20
Bnor Or 3
Bnor Or 18
HirOor6
Bnor Or 23
Bnor Or 16
Bnor Or 4
Bnor Or 5
Bnor Or 22
Bnor Or 17
BnorOr 1
Bnor Or 1a
Bror Or 1b
Bnor Or 19
Bnor Or 15
TcasOr 5
TcasOr7
HirOr4
Bnor Or 13
Drel Or 10a
Dmel Or 33¢
Drel Or 7a
Dmel Or 22¢
AganOr 1
Agan(r 4
Dmel Or47b
Anmel Or 73
Agan(r 68
Drel Or 59a
Dmel Or 23a
Aganm(Or 31
Dmel Or 2a
Anel Or 62
Anmel Or 121
Anel Or 140
TcasOr12
Agan(r 8
Bnor Or 9
Aganm(Or 40
TcasOr 63
TcasOr 4
TcasOr 13
Agan(r 24
Agan(Or 54
Aganm(r 23
Agan(Or 64
Drel Or 82a
Amel Or 116
Anel Or 160
TcasOr 10
TcasOr 26
Anel Or 117
Amel Or 120
Bnor Or 7
Agan(r 6
Drel Or 45a
Dmel Or 67d
Drel Or 83c
Anmel Or 162
HirOr3
TcasOr 20
AganmOr 11
Dmel Or 56a
Agan(r 28
Agan(Or 58
Agan(r 59
Dmel Or 1la
Drel Or 13a
Anmel Or 161
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Anel Or 141
Agan(Or 52
Aganr 36
Agan(Or 25
Agan(r 45
TcasOr 3
Drel Or 88a
Agan(r 22
Drel Or 49a
Dmrel Or 85f
Anel Or 119
Dmel Or 63a
Drel Or 67b
Bnor Or 21
Bnor Or 11
Bnor Or 12
Aganm(Or 33
HirOol
HirOrs
TcasOr1
TcasOr 2

TcasOr 16
Anmel O 2
Aganr 7
AaegOr7
Drel Or 83b
Bnor Or 2
Bnor Or 2a
HvirOr2
Agan(r 56
Agan(Or 57
Agan(r 26
Agan(Or 27
HirOor9
HirOor7
Drel Or 85b
Dmel Or 85¢
Drel Or 85d
Dmel Or67a
Drel Or 67¢
Dmel Or 92a
Drel Or 69a
Dmel Or 69b
TcasOr 6
TcasOr 11
Agan(r 41
Agan(r 42
Agan(r 43
Agan(r 44
Agan(r 66
Agan(r 67
Aganr 72
Aganmr 73
AganOr 71
Aganx 74
AganOr 70
Aganm(r 69
TcasOr 9
TcasOr 18
Dmel Or 83a
Drel Or 85e
TcasOr 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anel Or 168
Anmel Or 170
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Anel Or 169
Dmel Or 65b
Drel Or 65¢
Dmel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
Agan(r 9
Agan(r 65
Bnor Or 6
Bnor Or 10
Agan(r 34
Agan(Or 37
Drel Or 94a
Dmel Or 94b
Drel Or 71a
Dmel Or 46a
Drel Or 46b
HvirOr8
Bnor Or 8
Anmel Or 68
Anel Or 69
Amel O 70
Amrel O 71
Anmel Or 72
Dmel Or 19a
Drel Or 19b
Dmel Or 33a
Drel Or 33b
Dmel Or 22a
Drel Or 22b
Dmel Or42b
Drel Or 59b
Dmel Or 59c¢
Drel Or 98a
Dmel Or42a
Drel Or 85a
Dmel Or 43b
Aganr 2
Agan(Or 10
Drel Or 30a
Dmel Or 49b
Drel Or 43a
Agan(Or 32
Agan(r 35
Dmel Or47a
Drel Or 98b
Dmel Or 9a
Agan(r 38
Aganm(Or 39
Dmel Or 24a
Drel Or 45b
Amel O 74
Anel Or 86
Amel O 75
Anel Or 84
Amel Or 87
Anel Or 76
Anmel Or 85
Anel Or 88
Amel Or 91
Anel Or 92
Anmel Or 95
Anel Or 93
Amrel Or 77
Anel Or 94
Amel Or 96
Anel Or 79
Amel Or 83



Anel Or 80
Anel O 81
Anel Or 82
Anel Or 78
Anel Or 89
Anel Or 90
Amel Or 142
Anel O 146
Amel Or 148
Anel O 158
Amel Or 147
Anel O 150
Amel Or 151
Anel O 152
Anmel Or 154
Anel O 155
Amel Or 157
Anel O 156
Amel Or 153
Anel O 144
Amel Or 145
Anel O 143
Anel O 1
Anel O 3
Anel O 6
Anmel Or 7
Anel O 4
Anmel Or 5
Anel O 8
Anel O 9
Anel O 11
Anel Or 12
Anel O 10
Amrel O 14
Anel O 15
Anel Or 13
Anel O 16
Amrel O 17
Anel Or 18
Anel Or 19
Anel Or 22
Anel Or 24
Anel O 20
Anel Or 25
Anel O 29
Anel Or 30
Anel O 21
Anel Or 23
Anel Or 35
Anel Or 27
Anel Or 28
Anel O 33
Anel Or 34
Anel Or 32
Anel Or 31
Anel Or 36
Anel Or 37
Anel Or 38
Anel Or 39
Anel O 47
Anel Or 48
Anel O 40
Anel Or 43
Anel O 45
Amrel O 41
Anel Or 42
Amel O 44
Anel O 46
Anel Or 49
Anel O 50



Anel O 26
Anmel Or 53
Anel Or 54
Anmel Or 52
Anel Or 51
Anmel Or 55
Anel Or 57
Anel Or 56
Anel Or 58
Anmel Or 59
Anel Or 60
Amel O 61
Anel Or 63
Anel Or 64
Anel Or 66
Anmel Or 65
Anel Or 67
Amel Or 114
Anel Or 115
Amel Or 118
Anel Or 164
Amel Or 163
Anel Or 165
Anel Or 166
Anmel Or 167
Dnel Or 35a
Drel Or 74a
Agan(r 3
Aganr 5
Aganm(Or 13
Agan(Or 15
Aganm(Or 17
Agan(Or 16
Agan(r 55
Agan(Or 18
Agan(r 14
Agan(Or 51
Aganm(r 12
Agan(Or 19
Aganm(r 20
Agan(Or 21
Agan(r 50
Agan(Or 29
Aganm(r 53
AganOr 30
Agan(r 46
Agan(Or 47
Agan(r 48
Agan(Or 49
Aganmr 61
Aganmr 62
Agan(Or 63
Agan(r 60
AganOr 75
Aganx 76
Agan(r 78
Aganmx 77
Agan(Or 79
Anel Or 99
Anmel Or 101
Anel Or 102
Amel Or 103
Anel Or 104
Anel Or 98
Anel Or 100
Anel Or 97
Anel Or 105
Anmel Or 109
Anel Or 110
Amel Or 111



Anel Or 108
Amel Or 107
Anel Or 112
Anmel Or 113
Anel Or 106
Anmel Or 122
Anel Or 125
Amel Or 123
Anel Or 126
Anmel Or 127
Anel Or 128
Anmel Or 129
Anel Or 133
Anmel Or 134
Anel Or 131
Anmel Or 132
Anel Or 135
Anmel Or 136
Anel Or 138
Anmel Or 130
Anel Or 137
Anmel Or 139
Brnor Or 20
Bnor Or 3
Bnor Or 18
HirOor6
Bnor Or 23
Bnor Or 16
Bnor Or 4
Bnor Or 5
Bnor Or 22
Bnor Or 17
BnorOr 1
Bnor Or 1a
Bror Or 1b
Bnor Or 19
Bnor Or 15
TcasOr 5
TcasOr7
HirOr4
Bnor Or 13
Drel Or 10a
Dmel Or 33¢
Drel Or 7a
Dmel Or 22¢
Agan(Or 1
Agan(Or 4
Drel Or 47b
Amel Or 73
Agan(r 68
Drel Or 59a
Dmel Or 23a
Agan(Or 31
Dmel Or 2a
Anel Or 62
Anmel Or 121
Anel Or 140
TcasOr12
Agan(r 8
Bnor Or 9
Aganm(Or 40
TcasOr 63
TcasOr 4
TcasOr 13
Agan(r 24
Agan(Or 54
Aganm(r 23
Agan(Or 64
Drel Or 82a
Amel Or 116



Anel Or 160
TcasOr 10
TcasOr 26
Anmel Or 117
Anel Or 120
Bnor Or 7
Agan(r 6
Dmel Or 45a
Drel Or 67d
Dmel Or 83c
Anel Or 162
HvirOr 3
TcasOr 20
AganOr1l
Drel Or 56a
Agan(r 28
Agan(r 58
Agan(Or 59
Drel Or 1a
Dmel Or 13a
Anel Or 161
Anmel Or 141
Aganm(r 52
Agan(r 36
Agan(Or 25
Agan(r 45
TcasOr 3
Drel Or 88a
Agan(Or 22
Drel Or 49a
Dmrel Or 85f
Anel Or 119
Dmel Or 63a
Drel Or 67b
Bnor Or 21
Bnor Or 11
Bnor Or 12
Agan(Or 33
HirOrl
HirOrs
TcasOr1
TcasOr 2

TcasOr 16
Anel Or 2
AganOr 7
AaegOr 7
Dmel Or 83b
Brnor Or 2
Bnor Or 2a
HvirOr2
Agan(r 56
Agan(Or 57
Agan(r 26
Agan(Or 27
HirOor9
HirOo7
Drel Or 85b
Dmel Or 85¢
Drel Or 85d
Dmel Or67a
Drel Or 67¢
Dmel Or 92a
Drel Or 69a
Dmel Or 69b
TcasOr 6
TcasOr 11
Aganr 41
Agan(r 42



Aganm(r 43
Agan(r 44
Agan(r 66
Agan(Or 67
Aganmr 72
Agan(Or 73
Aganmr 71
Agan(Or 74
Aganr 70
Agan(Or 69
TcasOr 9
TcasOr 18
Drel Or 83a
Dmel Or 85e
TcasO 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anmel Or 168
Anel Or 170
Anmel Or 169
Drel Or 65b
Dmel Or 65¢
Dmel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
Agan(r 9
Agan(Or 65
Bnor Or 6
Bnor Or 10
Agan(r 34
Agan(Or 37
Drel Or 94a
Dmel Or 94b
Drel Or 71a
Dmel Or 46a
Drel Or 46b
HvirOr8
Bnor Or 8
Anmel Or 68
Anel Or 69
Amrel O 70
Amel Or 71
Amrel Or 72
Drel Or 19a
Dmel Or 19b
Drel Or 33a
Drel Or 33b
Dmel Or 22a
Drel Or 22b
Dmel Or42b
Drel Or 59b
Dmel Or 59c¢
Drel Or 98a
Dmel Or42a
Drel Or 85a
Dmel Or 43b
Aganr 2
Agan(Or 10
Drel Or 30a
Dmel Or 49b
Drel Or 43a
Agan(Or 32
Agan(r 35
Dmel Or47a
Drel Or 98b
Dmel Or 9a



Amel Or 148
Anel O 158
Amel Or 147
Anel O 150
Anmel Or 151
Anel O 152
Anmel Or 154
Anel O 155
Amel Or 157
Anel O 156
Amel Or 153
Anel O 144
Amel Or 145
Anel O 143
Anel O 1
Anel O 3
Anel Or 6
Anel O 7
Anel Or 4
Anel O 5
Anel Or 8
Anel Or 9
Anel O 11
Anel Or 12
Anel O 10
Amel Or 14
Anel O 15
Anel Or 13
Anel O 16
Amrel O 17
Anel Or 18
Anel Or 19
Anel Or 22
Anel Or 24
Anel O 20
Anel Or 25
Anel O 29
Anel Or 30
Anel O 21
Anel Or 23
Anel O 35



Anel O 27
Anel Or 28
Anel O 33
Anel Or 34
Anel O 32
Anel Or 31
Anel O 36
Anel Or 37
Anel Or 38
Anel Or 39
Anel O 47
Anel Or 48
Anel O 40
Anel Or 43
Anel O 45
Anel Or 41
Anel Or 42
Anel Or 44
Anel Or 46
Anel Or 49
Anel Or 50
Anel Or 26
Anel Or 53
Anmel Or 54
Anmel Or 52
Anel Or 51
Anmel Or 55
Anel Or 57
Anel Or 56
Anel Or 58
Amel Or 59
Anel Or 60
Amel O 61
Anel Or 63
Anel Or 64
Anel Or 66
Anmel Or 65
Anel Or 67
Amel Or 114
Anel Or 115
Amel Or 118
Anel Or 164
Anmel Or 163
Anel Or 165
Anmel Or 166
Anel Or 167
Drel Or 35a
Dnel Or 74a
Agan(Or 3
Aganr 5
Aganm(r 13
Agan(Or 15
Aganm(Or 17
Agan(Or 16
Agan(r 55
Agan(Or 18
Agan(r 14
Agan(Or 51
Aganm(r 12
Agan(Or 19
Aganm(r 20
Agan(Or 21
Agan(r 50
Agan(Or 29
Agan(r 53
Agan(Or 30
Agan(r 46
Agan(Or 47
Agan(r 48
Agan(Or 49



Aganmr 61
Agan(r 62
Aganm(r 63
Agan(Or 60
Aganmr 75
Agan(r 76
Agan(r 78
AganOr 77
Aganmr 79
Amel Or 99
Anel Or 101
Anmel Or 102
Anel Or 103
Anmel Or 104
Anel Or 98
Anmel Or 100
Anel Or 97
Anmel Or 105
Anel Or 109
Anmel Or 110
Anel Or 111
Anmel Or 108
Anel Or 107
Amel Or 112
Amel Or 113
Anel Or 106
Anmel Or 122
Anel Or 125
Amel Or 123
Anel Or 126
Amel Or 127
Anel Or 128
Amel Or 129
Anel Or 133
Anmel Or 134
Anel Or 131
Amel Or 132
Anel Or 135
Anmel Or 136
Anel Or 138
Anmel Or 130
Anel Or 137
Amel Or 139
Brnor Or 20
Bnor Or 3
Bnor Or 18
HirOoré
Brnor Or 23
Bnor Or 16
Bmor Or 4
Bmor Or 5
Bnor Or 22
Bnor Or 17
BnorOr 1
Bnor Or 1a
Bror Or 1b
Bnor Or 19
Bnor Or 15
TcasOr 5
TcasOr7
HirOr4
Bnor Or 13
Drel Or 10a
Dmel Or 33¢c
Drel Or 7a
Dmel Or 22¢
AganOr 1
Agan(Or 4
Drel Or 47b
Amrel Or 73



Agan(r 68
Dmel Or 59a
Drel Or 23a
Agan(Or 31
Drel Or 2a
Amel Or 62
Anel Or 121
Anmel Or 140
TcasOr 12
Agan(Or 8
Bnor Or 9
Agan(Or 40
TcasOr 63
TcasOr 4
TcasOr 13
Agan(r 24
Agan(r 54
Agan(Or 23
Agan(r 64
Dmel Or 82a
Anel Or 116
Anmel Or 160
TcasOr 10
TcasOr 26
Anmel Or 117
Anel Or 120
Bnor Or 7
Agan(r 6
Dmel Or 45a
Drel Or 67d
Dmel Or 83c
Anel Or 162
HvirOr 3
TcasOr 20
AganOr1l
Drel Or 56a
Agan(Or 28
Agan(r 58
Agan(Or 59
Drel Or 1a
Dmel Or13a
Anel Or 161
Anmel Or 141
Aganm(r 52
Agan(Or 36
Agan(r 25
Agan(r 45
TcasOr 3
Dmel Or 88a
Aganm(r 22
Drel Or 49a
Dmrel Or 85f
Anel Or 119
Dmel Or 63a
Drel Or 67b
Bnor Or 21
Brnor Or 11
Bnor Or 12
Aganm(Or 33
HirOrl
HirOrs
TcasOr'1
TcasOr 2

TcasOr 16
Amel Or 2
AganOr 7
AaegOr 7
Dmel Or 83b



Drel Or 85d
Drel Or 67a
Dmel Or 67c
Drel Or 92a
Dmel Or 69a
Drel Or 69b
TcasOr 6
TcasOr 11
Agan(Or 41
Agan(r 42
Agan(Or 43
Agan(r 44
Agan(r 66
Agan(Or 67
Aganmr 72
Agan(Or 73
Aganr 71
Agan(Or 74
Aganmr 70
Agan(Or 69
TcasOr 9
TcasOr 18
Drel Or 83a
Dmel Or 85e
TcasOr 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anmel Or 168
Anel Or 170
Anmel Or 169
Drel Or 65b
Dmel Or 65¢
Drel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
Agan(r 9
Agan(Or 65
Bnor Or 6
Bnor Or 10
Agan(r 34
AganQOr 37
Drel Or 94a
Dmel Or 94b
Drel Or 71a
Dmel Or 46a
Drel Or 46b
HvirOr8
Bnor Or 8
Anmel Or 68
Anel Or 69
Amel O 70
Amel Or 71
Amrel Or 72
Drel Or 19a
Dmel Or 19b



Drel Or 33a
Drel Or 33b
Drel Or 22a
Drel Or 22b
Drel Or 42b
Drel Or 59b
Drel Or 59¢
Drel Or 98a
Drel Or 42a
Drel Or 85a
Drel Or 43b
AganQOr 2
Aganr 10
Drel Or 30a
Drel Or 49b
Drel Or 43a
Aganm(Or 32
Agan(Or 35
Drel Or47a
Drel Or 98b
Drel Or 9a
Agan(Or 38
Agan(Or 39
Drel Or 24a
Drel Or 45b
Anel Or 74
Arrel Or 86
Anel Or 75
Arrel Or 84
Anel Or 87
Amel Or 76
Anel Or 85
Arrel Or 88
Anel Or 91
Arrel Or 92
Anel Or 95
Arrel Or 93
Anmel Or 77
Arrel Or 94
Anel Or 96
Amrel Or 79
Anel Or 83
Arrel Or 80
Anel Or 81
Arrel Or 82
Anel Or 78
Arrel Or 89
Anel Or 90
Anel Or 142
Anel Or 146
Anel Or 148
Anel Or 158
Anel Or 147
Anel Or 150
Anel Or 151
Anel Or 152
Anel Or 154
Anel Or 155
Anel Or 157
Anel Or 156
Anel Or 153
Anel Or 144
Anel Or 145
Anel Or 143
Anel O 1
Amel Or 3
Anel Or 6
Amel Or 7
Anel Or 4
Amel Or5



Anel Or 8
Amel Or 9
Anmel Or11
Amel Or 12
Anel Or 10
Arel Or 14
Anel Or 15
Amel Or 13
Anel Or 16
Amel Or 17
Anel Or 18
Amel Or 19
Anel Or 22
Arel Or 24
Anel Or 20
Arel Or 25
Anel Or 29
Arrel Or 30
Anel Or 21
Arel Or 23
Anel Or 35
Arel Or 27
Anel Or 28
Arel Or 33
Arel Or 34
Anel Or 32
Amel Or 31
Anel Or 36
Arel Or 37
Anel Or 38
Arel Or 39
Anel Or 47
Arrel Or 48
Anel Or 40
Arrel Or 43
Anel Or 45
Amel Or 41
Anel Or 42
Arrel Or 44
Anel Or 46
Arrel Or 49
Anel Or 50
Arel Or 26
Anel Or 53
Arrel Or 54
Anel Or 52
Amel Or 51
Anel Or 55
Arel Or 57
Anel Or 56
Anel Or 58
Arel Or 59
Anel Or 60
Amel Or 61
Anel Or 63
Arrel Or 64
Anel Or 66
Arrel Or 65
Anel Or 67
Anel Or 114
Anel Or 115
Anmel Or 118
Anel Or 164
Anel Or 163
Anel Or 165
Anel Or 166
Anel Or 167
Drel Or 35a
Drel Or 74a
Agan(Or 3



Aganr 5
Agan(Or 13
Agan(Or 15
Agan(Or 17
Agan(r 16
Agan(Or 55
Agan(r 18
Agan(Or 14
Aganm(Or 51
Agan(Or 12
Aganm(Or 19
Agan(Or 20
Agan(Or 21
Agan(Or 50
Agan(r 29
Agan(Or 53
AganmOr 30
Agan(Or 46
Agan(Or 47
Agan(r 48
Agan(r 49
Agan(Or 61
Aganr 62
Agan(Or 63
Agan(Or 60
Aganmx 75
Agan(r 76
Agan(r 78
AganOr 77
Aganmr 79
Anmel Or 99
Anel Or 101
Anmel Or 102
Anel Or 103
Anrel Or 104
Anel Or 98
Anmel Or 100
Anel Or 97
Anmel Or 105
Anel Or 109
Amel Or 110
Anel Or 111
Amel Or 108
Anel Or 107
Amel Or 112
Anel Or 113
Anmel Or 106
Anel Or 122
Amel Or 125
Anel Or 123
Anel Or 126
Amel Or 127
Anel Or 128
Amel Or 129
Anel Or 133
Anel Or 134
Anel Or 131
Anmel Or 132
Anel Or 135
Amel Or 136
Anel Or 138
Amel Or 130
Anel Or 137
Amel Or 139
Bror O 20
Bror Or 3
Bnor O 18
Hiror6
Bnor Or 23
Bror Or 16



Bmor O 4
BnorOr 5
Bnor Or 22
Bnor Or 17
Bnor O 1
Bnor Or 1a
Bror Or 1b
Bnor Or 19
Bnor Or 15
TcasOr5
TcasOr 7
Hiro4
Bror Or 13
Dmel Or 10a
Drel Or 33c
Dmel Or 7a
Drel Or 22¢
AganOr 1
Agan(r 4
Dmel Or47b
Anmel Or 73
Agan(Or 68
Drel Or 59a
Dmel Or 23a
Agan(Or 31
Drel Or 2a
Anmel Or 62
Anel Or 121
Amel Or 140
TcasOr 12
Agan(Or 8
Bnor Or 9
Agan(Or 40
TcasOr 63
TcasOr 4
TcasOr 13
Agan(Or 24
Agan(r 54
Agan(Or 23
Agan(r 64
Dmel Or 82a
Anel Or 116
Anmel Or 160
TcasOr 10
TcasOr 26
Anel Or 117
Amel Or 120
Bnor Or 7
Agan(r 6
Drel Or 45a
Drel Or 67d
Dmel Or 83c
Anel Or 162
HvirOr 3
TcasOr 20
AganOr1l
Drel Or 56a
Agan(Or 28
Agan(r 58
Agan(Or 59
Drel Or 1a
Dmel Or13a
Anel Or 161
Anmel Or 141
Aganm(r 52
Agan(Or 36
Agan(r 25
Agan(Or 45
TcasOr 3
Dmel Or 88a



Dmel Or 67b
Bnor Or 21
Bnor Or 11
Bnor Or 12
Agan(Or 33
HirOl
HirOob
TcasOr'1
TcasOr 2

TcasOr 16
Amel O 2
Aganr 7
AaegOr7
Drel Or 83b
Bnor Or 2
Bnor Or 2a
HvirOr2
Agan(r 56
Aganm(r 57
Agan(Or 26
Agan(r 27
HvirOr9
Hiro7
Dmel Or 85b
Drel Or 85¢
Dmrel Or 85d
Drel Or 67a
Dmel Or 67c
Drel Or 92a
Dmel Or 69a
Drel Or 69b
TcasOr 6
TcasOr 11
Agan(Or 41
Agan(r 42
Agan(Or 43
Agan(r 44
Agan(r 66
Agan(r 67
Aganr 72
Aganmr 73
AganOr 71
Agan(x 74
Aganmr 70
Agan(Or 69
TcasOr 9
TcasOr 18
Drel Or 83a
Dmel Or 85e
TcasOr 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anmel Or 168
Anel Or 170
Amel Or 169
Drel Or 65b
Dmel Or 65¢
Drel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56



TcasOr 15
AganOr 9
Aganr 65
Bnor Or 6
Brnor Or 10
Agan(Or 34
Agan(r 37
Drel Or 94a
Drel Or 94b
Drel Or 71a
Drel Or 46a
Drel Or 46b
HirOr8
Bnor Or 8
Anel Or 68
Arrel Or 69
Anel Or 70
Amel Or 71
Anmel Or 72
Drel Or 19a
Drel Or 19b
Drel Or 33a
Drel Or 33b
Drel Or 22a
Drel Or 22b
Drel Or 42b
Drel Or 59b
Drel Or 59¢
Drel Or 98a
Drel Or 42a
Drel Or 85a
Drel Or 43b
AganQOr 2
Agan(Or 10
Drel Or 30a
Drel Or 49b
Drel Or 43a
Agan(r 32
Agan(Or 35
Drel Or47a
Drel Or 98b
Drel Or 9a
Agan(Or 38
Aganm(Or 39
Drel Or 24a
Drel Or 45b
Arel Or 74
Anel Or 86
Arel Or 75
Anel Or 84
Anel Or 87
Amel Or 76
Anel Or 85
Arrel Or 88
Anel Or 91
Arrel Or 92
Anel Or 95
Arrel Or 93
Anel Or 77
Arrel Or 94
Anel Or 96
Amel Or 79
Anel Or 83
Arrel Or 80
Anel Or 81
Arrel Or 82
Anel Or 78
Arrel Or 89
Anel Or 90
Anel Or 142



Amel Or 146
Anel O 148
Anmel Or 158
Anel O 147
Amel Or 150
Anel O 151
Anmel Or 152
Anel O 154
Amel Or 155
Anel O 157
Amel Or 156
Anel O 153
Anmel Or 144
Anel O 145
Amel Or 143
Anel O 1
Anel O 3
Anel O 6
Anmel Or 7
Anel O 4
Anmel Or 5
Anel O 8
Anel O 9
Anel O 11
Anel Or 12
Anel Or 10
Anel O 14
Amel O 15
Anel O 13
Anel Or 16
Anel O 17
Anel Or 18
Anel Or 19
Anel Or 22
Anel O 24
Anmel Or 20
Anel O 25
Anmel Or 29
Anel O 30
Anel Or 21
Anel O 23
Anel Or 35
Anel O 27
Anel Or 28
Anel O 33
Anel Or 34
Anel Or 32
Anel Or 31
Anel Or 36
Anel Or 37
Anel Or 38
Anel Or 39
Amel O 47
Anel Or 48
Anel Or 40
Anel O 43
Amel O 45
Anel O 41
Anel Or 42
Anel O 44
Anel Or 46
Anel O 49
Anel Or 50
Anel O 26
Anel Or 53
Anel O 54
Anel Or 52
Anel O 51
Amel Or 55
Anel O 57



Anel Or 56
Anel Or 58
Anel Or 59
Anel Or 60
Anel Or 61
Anel Or 63
Anel Or 64
Anel Or 66
Anel Or 65
Anrel Or 67
Anel Or 114
Amel Or 115
Anel Or 118
Anel Or 164
Anel Or 163
Anmel Or 165
Anel Or 166
Anmel Or 167
Dnel Or 35a
Drel Or 74a
Agan(r 3
Aganr 5
Aganm(Or 13
Agan(Or 15
Agan(Or 17
Agan(r 16
Agan(r 55
Agan(r 18
Agan(Or 14
AganmOr 51
Agan(Or 12
Aganm(Or 19
Agan(Or 20
Agan(Or 21
Agan(Or 50
Aganm(r 29
Agan(Or 53
AganOr 30
Agan(r 46
Agan(r 47
Agan(r 48
Agan(r 49
Agan(Or 61
Aganmr 62
Agan(Or 63
Aganr 60
AganOr 75
Aganx 76
Agan(r 78
Aganmx 77
Aganmr 79
Anel Or 99
Anel Or 101
Anmel Or 102
Anel Or 103
Anrel Or 104
Anel Or 98
Amel Or 100
Anel Or 97
Anmel Or 105
Anel Or 109
Amel Or 110
Anel Or 111
Amel Or 108
Anel Or 107
Amel Or 112
Anel Or 113
Anmel Or 106
Anel Or 122
Amel Or 125



Anel Or 123
Amel Or 126
Anel Or 127
Anmel Or 128
Anel Or 129
Anmel Or 133
Anel Or 134
Anmel Or 131
Anel Or 132
Anmel Or 135
Anel Or 136
Anmel Or 138
Anel Or 130
Anmel Or 137
Anel Or 139
Bnor Or 20
Bnor Or 3
Bnor Or 18
HirOr6
Bnor Or 23
Bnor Or 16
Bnor Or 4
Bnmor Or 5
Bnor Or 22
Bnor Or 17
Bnor Or 1
Bnor Or 1a
Bror Or 1b
Bnor Or 19
Bnor Or 15
TcasOr5
TcasOr 7
Hiro4
Bnor Or 13
Dmel Or 10a
Drel Or 33c
Dmel Or 7a
Drel Or 22¢
AganOr 1
Agan(r 4
Dmel Or47b
Anmel Or 73
Agan(Or 68
Drel Or 59a
Dmel Or 23a
Aganm(Or 31
Dmel Or 2a
Anel Or 62
Anmel Or 121
Anel Or 140
TcasOr 12
Agan(Or 8
Bnor Or 9
Agan(Or 40
TcasOr 63
TcasOr 4
TcasOr 13
Agan(Or 24
Agan(r 54
Agan(Or 23
Agan(r 64
Dmel Or 82a
Anel Or 116
Anmel Or 160
TcasOr 10
TcasOr 26
Anel Or 117
Amel Or 120
Bnor Or 7
Agan(r 6



Drel Or 45a
Dmel Or 67d
Drel Or 83c
Anmel Or 162
HvirOr3
TcasOr 20
AganmOr 11
Dmel Or 56a
Agan(r 28
Agan(r 58
Agan(r 59
Dmel Or 1a
Drel Or 13a
Anmel Or 161
Anel Or 141
Agan(Or 52
Agan(r 36
Agan(Or 25
Agan(r 45
TcasOr 3
Drel Or 88a
Agan(Or 22
Drel Or 49a
Dmrel Or 85f
Anmel Or 119
Drel Or 63a
Dmel Or 67b
Brnor Or 21
Bnor Or 11
Bnor Or 12
Agan(Or 33
HirOl
Hiros
TcasOr'1
TcasOr 2

TcasOr 16
Anel Or 2
Aganr 7
AaegOr7
Dnel Or 83b
Bror Or 2
Bnor O 2a
HvirOr2
Agan(r 56
Agan(Or 57
Agan(r 26
Agan(Or 27
HirOo9
Hiro7
Drel Or 85b
Dnel Or 85¢
Drel Or 85d
Dnel Or67a
Drel Or 67c
Dnel Or 92a
Drel Or 69a
Dnel Or 69b
TcasOr 6
TcasOr 11
Agan(Or 41
Aganm(r 42
Agan(Or 43
Agan(r 44
Agan(r 66
Aganmr 67
Aganr 72
Aganmr 73
AganOr 71



Aganx 74
AganOr 70
Aganm(r 69
TcasOr 9
TcasOr 18
Dmel Or 83a
Drel Or 85e
TcasOr 24
TcasOr 25
TcasOr 19
TcasOr 22
TcasOr 23
Anel Or 168
Anmel Or 170
Anel Or 169
Dmel Or 65b
Drel Or 65¢
Dmel Or 65a
TcasOr 17
TcasOr 21
TcasOr 56
TcasOr 15
Agan(r 9
Agan(Or 65
Bnor Or 6
Bnor Or 10
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