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al a2
VEKPQLKFKSPI DNSESHPFI PLLKEKPNALKPLSESL--RLVDDDENNPSH--------
| SKPQLNFKTPVDNSESHPFKPLLI EKPNALKSI EEST--QLVLATEDI PEH-=----- - -
Il RPQLKFREKI DNSNT-PFLPKI FI KPNAQKPLPQALSKERRERPQDRPEDLDVPPALA

o3 a4 1 oS
--------------- YPHPYEYEI DHQEYSPEI LQlI REEI PSKSWDDSVPI WDTSTELE
--------------- FQQPYEYEI LNQEYNNDI LEKKEPI PSTSWVDTNAI WVDNI NSLQ
DFI HQQRTQQVEQDMFAHPYQYELNHFTPADAVLQKPQPQLYRPI EETPCHFI SSLDELYV
----------------------------------------------- MNYQMI TTDDALA
4—-—-§2J----> B3 B4 ob
SMLEDLKNTKEIAVDLEHEbYRSYYGIVCLMQIngERDYLVEfLKLRENLHILNEVFTN
DMMQELKKSSEIl AVDLEHHDFRSYYGLVCLMQI STRTQDYI VDTI ALRDDLKMLNEVFTN
ELNEKLLNCQEFAVDLEHHSYRSFLGLTCLMQI STRTEDFI | DTLELRSDMYI LNESLTD
SLCEAVRAFPAI ALDTEFVRTRTYYPQLGLI QLFDGEHLAL|I DPLGI - TDWSPLKAI LRD
5 o7 6 ol o9
PSI VKVFHGAFMDI | W.QRDLGLYVVGLFDTYHASKAI GLPRH-SLAYLLENFANFKTSK
PLI TKVFHGAFMDI | WL QRDLGLYI VSLFDTFHASKALGLPKH-SLAYLLEKYANFKTSK
PAIl VKVFHGADSDI EWLQKDFGLYVVNMFDTHQAARLLNLGRH- SLDHLLKLYCNVDSNK
PSI TKFLHAGSEDLEVFLNVEGELPQPLI DTQlI LAAFCGRPMSWGFASMVEEYSGVTLDK
4—————l—l—————> aol0 oll

KYQLADWRI RPLSKPMTAYARADTHFLLNI YDQLRNKLI ESNKLAGVLYESRNVAKRRFE
KYQLADWRRRPLSKAMMAYARADTHFLLNI FDQMRNGLI SSGKLAGVLRESRNVALRRFE
QYQLADWRI RPLPEEMLSYARDDTHYLLYI YDKMRLEMWERGNGQPVQLQVVWQRSRDI C
SESRTDWLARPLTERQCEYAAADVWYLLPI TAKLMVETEASGWLPAALDECRL MQMRR- -

al2 al3
YSKYRPLTPSSEVYSPI EKESPWKI LMYQYNI PPEREVLVRELYQWRDLI ARRDDESPRF
YSKYKPKI PVANI FTPVEKESPWRTLMYQYNI PVDKEPLI RELYEWRDMMARRDDESPRY

LKKFI KPI FTDESYLELYRKQ------ - KKHLNTQQLTAFQLLFAWRDKTARREDESYGY
----QEVVAPEDAWRDI TNA---=----- - WQLRTRQLACLQLLADWRLRKARERDLAVNF
al4 als al6

VMPNQLLAALVAYTPTDVI GVVSLTNGVTEHVRQNAKLLANLI RDALRNI K--NTNEEA-
VMPNQLLVSLVAYGPVDPI SVVSVSSVVTDHVRRNSKTLANLI KKKLEEI K--LGEVKSI
VLPNHMMLKI AEELPKEPQGI | ACCNPVPPLVRQQI NEMHLLI QQAREMPL--LKSEVAA
VVREEHLWSVARYMPGS- LGELDSLGLSGSEI RFHGKTLLALVEKAQTLPEEALPQPMLN

-TPI PSSETKADGI LLET
NNRLPSSLDVSQDEL- QF
GVKKSGPLPSAERLENVL
LMDMPGYRKAFKAI KSLI

N-terminal domain
Exonuclease domain
Linker

HRDC domain



