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Is Blocked by a DNA Gyrase Inhibitor
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We have investigated the expression of the bacteriorhodopsin gene (bop) and the gas vesicle protein gene

(gvpA) in the extremely halophilic archaebacterium Halobacterium halobium, using primer-directed reverse

transcription ofRNA to quantify message levels. The level ofgvpA gene transcript was found to increase about
5-fold from early to mid-logarithmic growth phase, while the level of bop gene transcript increased about
20-fold from mid-logarithmic to stationary phase. Transcriptional induction of both the gvpA and bop genes

was significantly reduced by aeration and almost completely blocked by the DNA gyrase inhibitor novobiocin.

Halobacterium halobium is an extremely halophilic ar-
chaebacterium that grows in hypersaline environments (13).
The bacteria synthesize purple membrane, a two-dimen-
sional hexagonal lattice of a single integral membrane pro-

tein, bacteriorhodopsin (17), which contains a covalently
bound retinal chromophore and functions as a light-driven
transmembrane proton pump (1, 28). H. halobium also
synthesizes intracellular gas-filled vesicles, which impart
buoyancy and thus increase the availability of light and
oxygen to the cells (5, 22). The gas vesicle membrane is
lipid-free and contains a single major protein (22). Cultures
of H. halobium grown at low oxygen concentrations accu-

mulate very high levels of purple membrane and gas vesicles
(22, 28, 38). Under such conditions, purple membrane can

cover 50% of the cell surface and the bacteria can float. The
light-driven proton-pumping activity of bacteriorhodopsin
can drive ATP synthesis, which allows H. halobium to grow
phototrophically (13, 16, 31).

Genetic studies on purple membrane and gas vesicles have
focused on the structure of the genes and mRNAs (7, 10, 14)
and on high-frequency insertion mutations that occur spon-
taneously (2, 6-10, 21, 24, 25, 29, 35). Three genes important
for purple membrane synthesis have been identified on the
H. halobium chromosome: bop, specifying the purple mem-
brane apoprotein (14), and two genes of possible regulatory
function, brp (2) and bat (25), which are located just up-
stream of bop and transcribed in the opposite direction.
Insertions into brp or bat result in a loss of bop gene
expression and also a loss of carotenoid pigments (24, 29;
our unpublished results). The gas vesicle protein gene gvpA
has also been cloned and localized to pNRC100, a 190-
kilobase-pair plasmid (8; W.-L. Ng and S. DasSarma, in F.
Rodriguez-Valera, ed., General and Applied Aspects of
Halophilic Microorganisms, in press). Sequencing and anal-
ysis of mutants have shown that the gvpA gene is clustered
together with three other genes necessary for wild-type
levels of gas vesicle synthesis: gvpC, which is located
downstream, and gvpD and gvpE, which are upstream and
transcribed divergently (6, 8, 21). Additionally, a nearly
silent chromosomal gas vesicle locus has been identified (20,

* Corresponding author.

21). Thus, many H. halobium genes have been identified and
sequenced but their roles in regulation of purple membrane
and gas vesicle synthesis remain unclear.

In contrast to the limited knowledge on regulation of gene
expression in H. halobium, a considerable amount of infor-
mation is available for eubacteria. Of particular interest to us

is the possible correlation between increased DNA super-

coiling and anaerobiosis. For example, topoisomerase mu-

tants of Salmonella typhimurium have been reported that
show altered growth characteristics under strict aerobic or

anaerobic conditions (40), and anaerobic induction of the
nitrogenase genes of Rhodopseudomonas capsulata and
Klebsiella pneumoniae is blocked by DNA gyrase inhibitors,
such as novobiocin (23). These studies and others (reviewed
in reference 30) suggest that regulation of gene expression by
oxygen is mediated in part by changes in the superhelical
density of DNA in eubacteria.
We have recently initiated an investigation into the regu-

lation of bacteriorhodopsin and gas vesicle protein gene
expression in H. halobium. In this initial report, we show
that the bop and gvpA genes are transcriptionally regulated
and that mRNA levels are substantially reduced by aeration
of cultures or by addition of novobiocin to the medium.
Measurement of bop and gvpA gene message levels. We used

primer extension assays to measure the mRNA levels for the
bop and gvpA genes in wild-type H. halobium NRC-1. The
primers for each gene were synthetic decapentameric deoxy-
ribonucleotides which were complementary to the corre-
sponding mRNAs (sequences 5'-CCTGCGATACCCCCT-3'
and 5'-CAAGCCTGAAGAATC-3'). The primers were 32p
labeled by T4 polynucleotide kinase and extended by using
avian myeloblastosis virus reverse transcriptase on H. halo-
bium RNA template which was prepared by phenol extrac-
tion. The size of the bop cDNA was 45 nucleotides, whereas
the gvpA cDNA was 47 nucleotides. These sizes are consis-
tent with the previously mapped transcription start sites (7,
10). Each primer extension reaction mixture contained the
same amount of crude RNA, which was quantitated by
measuring the A260 and by ethidium staining after agarose gel
electrophoresis. Control experiments showed that the extent
of cDNA synthesis is proportional to the abundance of
mRNA in the reaction mixture (data not shown).

4118

JOURNAL OF BACTERIOLOGY, JUIY 1990, p. 4118-4121
0021-9193/90/074118-04$02.00/0
Copyright © 1990, American Society for Microbiology



VOL. 172, 1990

1 2 3 4 v_bop

5 6 7 8 9 10 12 3 4

... .........

.000 0

B
FIG. 1. Quantitation of bop and gvpA mRNA accumulation

during culture of H. halobium. (A) H. halobium RNA isolated at
various growth stages was analyzed by primer extension, using the
bop primer. Analysis was carried out on RNA isolated from batch
cultures at A6w values of 0.6 (lane 1), 1.3 (lane 2), 2.3 (lane 3), and
2.5 (lane 4). (B) H. halobium RNA isolated at various growth stages
was analyzed by primer extension, using the gvpA primer. Analysis
was carried out on RNA isolated from batch cultures at Awo values
of 0.04 (lane 5), 0.3 (lane 6), 0.6 (lane 7), 1.3 (lane 8), 2.3 (lane 9), and
2.5 (lane 10).

Initially, we analyzed H. halobium RNA isolated from
batch cultures grown under standard laboratory conditions
(9), which show the highest levels of purple membrane and
gas vesicles at stationary phase (22, 38). The bop mRNA was
found to be highly induced, about 20-fold, from the mid-
logarithmic phase to the stationary phase (Fig. 1A). The
gvpA mRNA was also found to be induced but to a lesser
extent (about fivefold), and the abundance increased from
early to mid-logarithmic phase, at which point it remained
approximately constant until the stationary phase (Fig. 1B).

Effect of aeration on bop and gvpA gene expression. To
determine the effect of oxygen on bop and gvpA mRNA
accumulation, we compared the message levels in cultures
that were grown under increased aeration over standard
cultures at late logarithmic phase. Aerated cultures con-
tained substantially lower levels of both bop and gvpA
mRNAs compared with the standard cultures (Fig. 2A and
B), indicating that aeration can reduce the accumulation of
the two messages.

Effect of novobiocin on bop and gvpA gene expression. We
next examined the effect of novobiocin on the accumulation
of bop and gvpA mRNA and, as a control, on the message
for the long open reading frame in the H. halobium insertion
sequence ISHI (35). Novobiocin was added to a culture of
H. halobium at early logarithmic phase, and after the culture
reached late logarithmic phase RNA was extracted and
analyzed by primer extension (Fig. 2C). The results show
that novobiocin blocks the accumulation of the bop and
gvpA messages. The effect of novobiocin is specific to the
bop and gvpA genes since transcription of an unrelated gene,
the insertion sequences ISHI long open reading frame, was
largely unaffected.
Our results reported above are similar to those reported

for several genes in eubacteria. With R. capsulata, Kranz
and Haselkorn studied anaerobic induction of the nitrogen
fixation genes by construction of a nifH::lacZ fusion (23).
They showed that the fusion gene is regulated separately by
oxygen and fixed nitrogen. They also found that anaerobic
induction of nifgenes is blocked by inhibitors ofDNA gyrase
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FIG. 2. Quantitation of bop and gvpA mRNA accumulation in
aerated cultures (A and B) and a novobiocin-treated culture (C) of
H. halobium. H. halobium RNA was isolated at an Awo of 2.4 from
standard cultures (lanes 1 and 3) and aerated cultures (lanes 2 and 4)
and analyzed by primer extension, using the bop primer (lanes 1 and
2) or the gvpA primer (lanes 3 and 4). For the novobiocin experi-
ment, a culture of H. halobium at an A6. of 0.2 was divided and
grown further without addition of novobiocin (lane 5) or with 1.5 pLg
of novobiocin per ml (lane 6). When the cultures reached an A600 of
1.8, RNA was extracted and analyzed by primer extension reactions
with the bop and gvpA primers as well as an ISHI primer.

in R. capsulata and also K. pneumoniae. More recently, K.
pneumoniae nifLA gene expression was shown to be inhib-
ited in vivo by a high oxygen concentration and a DNA
gyrase inhibitor, and the corresponding promoter was shown
to require negative supercoiling for transcriptional activity in
vitro (11). It has been noted that the expression of several
other genes is affected by the addition of DNA gyrase
inhibitors, including gyrA and gyrB (15, 27), proU (18), and
several genes encoded in the chloroplast genome (39).
The target of novobiocin in halobacteria is likely to be a

eubacterium-type DNA gyrase. A DNA gyrase gene, similar
to the eubacterial gene, has recently been cloned by gene
transfer from a novobiocin-resistant halophilic archaebacte-
rial mutant (19). Studies carried out by Sioud et al. on a small
plasmid in Halobacterium sp. strain GRB showed directly
that superhelical density decreases at a low concentration of
novobiocin in the medium (36, 37). Novobiocin has also been
reported to block DNA replication, but analysis of the copy
numbers ofboth the bop gene and the plasmid-encoded gvpA
gene indicated that the copy numbers remained unchanged
in our experiments (data not shown). Novobiocin also de-
creases the growth rate by a factor of about 2, and thus we
cannot rule out the possible contribution of the changed
growth rate on gene expression.

In previous genetic studies on purple membrane-deficient
mutants, Betlach and co-workers identified a putative regu-
latory gene, named bat, upstream of the bop gene (2, 25).
Interestingly, our comparison of the bat gene product pre-
dicted from the DNA sequence with the National Biomedical
Research Foundation protein data base, using the FASTA
program (34), indicates a region of significant similarity (34%
identity and 59% similarity over 97 amino acid residues with
no gaps) to the nifL gene product in K. pneumoniae (12).
Since the nifL gene product is thought to function as an
oxygen sensor in K. pneumoniae (12), the bat gene product
may serve a similar function in H. halobium.
Two mechanisms for gene regulation by DNA supercoiling
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that have been proposed are via changes in the rate of RNA
polymerase-promoter open complex formation (3, 4) and
by alterations in the structure of the DNA (18, 32, 33). For
H. halobium, one interesting possibility is that increased
negative supercoiling together with an extremely high salt
concentration in the cytoplasm may contribute to the forma-
tion of Z DNA structures in vivo. In this regard, we have
noted previously (7, 10, 14) that both the bop and gvpA
promoter regions contain sequences of alternating purines
and pyrimidines, sequences which are known to have a
higher propensity to form Z DNA (33). May and Dennis
recently reported finding a similar sequence near an oxygen-
inducible superoxide dismutase gene in Halobacterium
cutirubrum (26). Further experimentation is necessary to
evaluate such a possible role for these sequences in gene
regulation in H. halobium.

This work was supported by Public Health Service grant
GM41980 from the National Institutes of Health and by grant
DMB-8703486 from the National Science Foundation.
We thank T. G. Lessie and N. R. Hackett for critical reading of

the manuscript.

LITERATURE CITED

1. Bayley, H., K.-S. Huang, R. Radhakrishnan, A. H. Ross, Y.
Takagaki, and H. G. Khorana. 1981. Site of attachment of
retinal in bacteriorhodopsin. Proc. Natl. Acad. Sci. USA 78:
2225-2229.

2. Betlach, M., J. Friedman, H. W. Boyer, and F. Pfeifer. 1984.
Characterization of a halobacterial gene affecting bacterio-opsin
gene expression. Nucleic Acids Res. 12:7949-7958.

3. Borowiec, J. A., and J. D. Gralla. 1985. Supercoiling response of
the lac PS promoter in vitro. J. Mol. Biol. 184:587-598.

4. Borowiec, J. A., and J. D. Gralla. 1987. All three elements of the
lac pS promoter mediate its transcriptional response to DNA
supercoiling. J. Mol. Biol. 195:89-97.

5. Cohen-Bazire, G., R. Kunisawa, and N. Pfennig. 1969. Compar-
ative study of the structure of gas vacuoles. J. Bacteriol.
100:1049-1061.

6. DasSarma, S. 1989. Mechanisms of genetic variability in Halo-
bacterium halobium: the purple membrane and gas vesicle
mutations. Can. J. Microbiol. 35:65-72.

7. DasSarma, S., T. Damerval, J. G. Jones, and N. Tandeau de
Marsac. 1987. A plasmid-enc9ded gas vesicle protein gene in a
halophilic archaebacterium. Mol. Microbiol. 1:365-370.

8. DasSarma, S., J. T. Halladay, J. G. Jones, J. W. Donovan, P. J.
Giannasca, and N. Tandeau de Marsac. 1988. High-frequency
mutations in a plasmid-encoded gas vesicle gene in Halobacte-
rium halobium. Proc. Natl. Acad. Sci. USA 85:6861-6865.

9. DasSarma, S., U. L. RajBhandary, and H. G. Khorana. 1983.
High-frequency spontaneous mutation in the bacterio-opsin
gene in Halobacterium halobium is mediated by transposable
elements. Proc. Natl. Acad. Sci. USA 80:2201-2205.

10. DasSarma, S., U. L. RajBhandary, and H. G. Khorana. 1984.
Bacterio-opsin mRNA in wild-type and bacterio-opsin-deficient
Halobacterium halobium strains. Proc. Natl. Acad. Sci. USA
81:125-129.

11. Dixon, R. A., N. C. Henderson, and S. Austin. 1988. DNA
supercoiling and aerobic regulation of transcription from the
Klebsiella pneumoniae nifLA promoter. Nucleic Acids Res.
16:9933-9946.

12. Drummond, M. H., and J. C. Wootton. 1987. Sequence of nifL
from Klebsiella pneumoniae: mode of action and relationship to
two families of regulatory proteins. Mol. Microbiol. 1:37-44.

13. Dundas, I. E. D. 1977. Physiology of Halobacteriaceae. Adv.
Microb. Physiol. 15:85-120.

14. Dunn, R., J. McCoy, M. Slmsek, A. Majumdar, S. H. Chang,
U. L. RajBhandary, and H. G. Khorana. 1981. The bacteri-
orhodopsin gene. Proc. Natl. Acad. Sci. USA 78:6744 6748.

15. Franco, R. J., and K. Drlica. 1989. Gyrase inhibitors can

increase gyrA expression and DNA supercoiling. J. Bacteriol.
171:6573-6579.

16. Hartman, R., H. D. Sickinger, and D. Oesterhelt. 1980. Anaer-
obic growth of halobacteria. Proc. Natl. Acad. Sci. USA
77:3821-3825.

17. Henderson, R., and P. N. T. Unwin. 1975. Three-dimensional
model of purple membrane obtained by electron microscopy.
Nature (London) 257:28-32.

18. HEigns, C. F., C. J. Dorman, D. A. Stirling, L. Waddell, I. R.
Booth, G. May, and E. Bremer. 1988. A physiological role for
DNA supercoiling in the osmotic regulation of gene expression
in S. typhimurium and E. coli. Cell 52:569-584.

19. Hohnes, M. L., and M. L. Dyall-Smith. 1990. A plasmid vector
with a selectable marker for halophilic archaebacteria. J. Bac-
teriol. 172:756-761.

20. Horne, M., and F. Pfeifer. 1989. Expression of two gas vacuole
protein genes in Halobacterium halobium and other related
species. Mol. Gen. Genet. 218:437-444.

21. Jones, J. G., N. R. Hackett, J. T. Halladay, D. J. Scothorn, C.-F.
Yang, W.-L. Ng, and S. DasSarma. 1989. Analysis of insertion
mutants reveals two new genes in the pNRC100 gas vesicle gene
cluster of Halobacterium halobium. Nucleic Acids Res. 17:
7785-7793.

22. Krantz, M. J., and C. E. Ballou. 1973. Analysis of Halobacte-
rium halobium gas vesicles. J. Bacteriol. 114:1058-1067.

23. Kranz, R. G., and R. Haselkorn. 1986. Anaerobic regulation of
nitrogen-fixation genes in Rhodopseudomonas capsulata. Proc.
Natl. Acad. Sci. USA 83:6805-6809.

24. Leong, D., H. Boyer, and M. Betlach. 1988. Transcription of
genes involved in bacterio-opsin gene expression in mutants of
a halophilic archaebacterium. J. Bacteriol. 170:4910-4915.

25. Leong, D., F. Pfeifer, H. Boyer, and M. BetIach. 1988. Charac-
terization of a second gene involved in bacterio-opsin gene
expression in a halophilic archaebacterium. J. Bacteriol. 170:
4903-4909.

26. May, B. P., and P. P. Dennis. 1989. Evolution and regulation of
the gene encoding superoxide dismutase from the archaebacte-
rium Halobacterium cutirubrum. J. Biol. Chem. 264:12253-
12258.

27. Menzel, R., and M. Gellert. 1987. Modulation of transcription by
DNA supercoiling: a deletion analysis of the Escherichia coli
gyrA and gyrB promoters. Proc. Natl. Acad. Sci. USA 84:
4185-4189.

28. Oesterhelt, D., and W. Stoeckenius. 1973. Functions of a new
photoreceptor membrane. Proc. Natl. Acad. Sci. USA 70:
2853-2857.

29. Pfeffer, F. A., H. W. Boyer, and M. C. Betlach. 1985. Restora-
tion of bacterioopsin gene expression in a revertant of Halobac-
terium halobium. J. Bacteriol. 164:414-420.

30. Pruss, G. J., and K. Drlica. 1989. DNA supercoiling and
prokaryotic transcription. Cell 56:521-523.

31. Racker, E., and W. Stoeckenius. 1974. Reconstitution of purple
membrane vesicles catalyzing light-driven proton uptake and
adenosine triphosphate formation. J. Biol. Chem. 249:662-663.

32. Rahmouni, A. R., and R. D. Wells. 1989. Stabilization of Z DNA
in vivo by localized supercoiling. Science 246:358-363.

33. Rich, A., A. Nordheim, and A. H.-J. Wang. 1984. The chemistry
and biology of left-handed Z-DNA. Annu. Rev. Biochem.
53:791-846.

34. Sidman, K. E., D. G. George, W. C. Barker, and L. T. Hunt.
1988. The protein identification resource (PIR). Nucleic Acids
Res. 16:1869-1871.

35. Simsek, M., S. DasSarma, U. L. RajBhandary, and H. G.
Khorana. 1982. A transposable element from Halobacterium
halobium which inactivates the bacteriorhodopsin gene. Proc.
Natl. Acad. Sci. USA 79:7268-7272.

36. Sioud, M., G. Baldacci, A. M. de Recondo, and P. Forterre.
1988. Novobiocin induces positive supercoiling of small plas-
mids from halophilic archaebacteria in vivo. Nucleic Acids Res.
16:1379-1391.

37. Sioud, M., 0. Possot, C. Elie, L. Sibold, and P. Forterre. 1988.
Coumarin and quinolone action in archaebacteria: evidence for
the presence of a DNA gyrase-like enzyme. J. Bacteriol. 170:

J. BACTERIOL.



NOTES 4121

946-953.
38. Sumper, M., H. Reitmeier, and D. Oesterhelt. 1976. Biosynthe-

sis of the purple membrane of halobacteria. Angew. Chem. Int.
Ed. Engl. 16:187-194.

39. Thompson, R. J., and G. Mosig. 1987. Stimulation of a chla-
mydomonas chloroplast promoter by novobiocin in situ and in

E. coli implies regulation by torsional stress in the chloroplast
DNA. Cell 48:281-287.

40. Yamamoto, N., and M. L. Droffner. 1985. Mechanisms deter-
mining aerobic or anaerobic growth in the facultative anaerobe
Salmonella typhimurium. Proc. Natl. Acad. Sci. USA 82:
2077-2081.

VOL. 172, 1990


