
Figure 6: Correlation plot of 15N chemical shift differences extracted from 2-state fits of 

relaxation dispersion profiles measured on Abp1p SH3 with 6.8% bound Ark1p peptide, 

~25 mg/ml Pf1 phage vs. shift differences between free and fully bound Abp1p SH3 

measured directly (in isotropic media). The excellent agreement establishes the validity of 

the 2-state ligand binding model. 
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