
Figure S2. The two-dimensional free energy surface along the ΔDrmsd order parameter 
versus the rmsd from the (a) crystal open and (b) the crystal closed conformation in the 
ligand free pathway. 

Figure S3. The two-dimensional free energy surface along the ΔDrmsd order parameter 
versus the rmsd from the (a) crystal open and (b) the crystal closed conformation in the 
ligand bound pathway. 


