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Position 1460123691313467901926163480355604501235690146804891381789345989068361456791480456702578456780234583478
Marmoset Dupl CCGCATGGACGCGACACAG-ATG+GGACTTGCC-TCAATGGTCACACATA+AGAGTGGCTC*CAGG-CAAGACTTGAATGCCAG+ATGTCAGAAGCCAT-ACG
Marmoset Dup2 C[HATG CTEAMG +AC[+ CCETICBcETHC CA-GAGAACCTGC CcCEiTc ccC GE|TEIG AAC GG T
owl monk. Dupl CCGCGTGGATGAGGCACAG+-TG-GGACCCGCC-CCAATGATCA-ACACC+AGAGTGGCTC+CACGTCAAGAGCTGGATGCTAA+ATGTCAACAGTCAC-AGG
Owl_monk. Dup2 T [ATG BAA T8 Tic ABGTT + A G - BOGTC BIA Bic fiC FETGAIA C [i6|c STTC A SGAGA C BOME T BTG OIT T BOAGIC C BETTGIA BT 64 BEGCAATSA T ATOTG T HGAC
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Position 92969597208127890445884477427703270913142909197573 83702077303254092950765865308636210873986521952109
Marmoset Dupl GA+TCGCACGATGGTGGTCCCTGCTACAAGACTCAAATTC+G+AACCACA.._AC-A-CCCCAGGGACTCGGCGGTTGG-GCC-TCATTTGTTAG-A-GATG-
Marmoset Dup2 AM-TGGCACGATGGTGGTCCCTGCTACAAGACTCAAATTC+G+AACCACA. . .AC-A-CCCCAGGGACTCAGTATCAAATCAT+CTGCGCTACCT+GAAAGG-
owl monk. Dupl GA-CGTTCCTACGGCGGTCCCGAAGGTGGATGAGGGGGCG-A-TGTTGTC. . .GA+GGGTTTTCCAGTGGGTCGGTCAG-GCC-TCATTTGTTAG-A-GGTC+
owl monk. Dup2 AM-CGTTCANGCATTCCCTGGGAAGGTGGATGAGGGGGCG-A-TGTTGTC...GA+GGGTTTTCCAGTGGGTCGGTCAG-GCC-TCATTTGTTAG-A-GGTC+
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Position 46709012456890124612689169167802674278803112734942 96423519377607136276413730427948763059435028615321
Mouse Dupl -ATC-GCCTGGCTGGG-A*CAGCCG*CTAGGTACAGGAGG-GAGACATAC. . .AGATGCTCAGGGGTC-GGCAGA-GCTAGGATTGCCTCCTCA++CCGCCGC
Mouse Dup2 -BTC-ATAGTEIC TAGGAARGECICHARCTEAAAATAGGAGG-GAGACATAC. . .AGATGCTCAGGGGTC-GGCAGA-GCTAGGATTGCCTCCTCA++CCTTCAC
Rat Dupl +ATT+ACCTGACTGGG-A+CAGTCA+AAAGGTGTT-AGTATACCCGGGCT...GTGGCTCTCACAACT+TTGGCTCA-AGAAG-CAGTCGTCAC--AATCGGG
Rat Dup2 +BlCC-GMGEMEGGGACRGEEECICMGECTEAAAACT-AGTATATCCGGGCT. . .GTGGCTCTCACAACT+TTGGCTCACAGAAG-CAGTCGTCAC--GATCGGG




