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Supplementary Figure 2. Statistical support for the discrimination between sod-

1(tm776) and N2. Further study of the biological factors (genetic and age) is given 

with the scores (a, b), loadings (c, d) and model validation plots (e, f) related to 

genetics (a, c, e) and age (b, d, f). Spectral assignment was achieved based on 

literature values(26) and 2 dimensional homo- and heteronuclear HRMAS-NMR 

spectroscopy. Model validation for the biological factors (genetic e and age f) is 

performed by resampling the model 999 times under the null hypothesis H0. 


