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Supplementary Figure 3. Cooman’s plots for age (a) and genetic effects (b). Principal 

component analysis (PCA) on the training set creates reference models that are 

displaced in the upper left and lower right of the plot. The test set is then projected on 

this plot and the membership of each spectrum of the test set is then evaluated with 

respect to the PCA models limits. In both cases, training sets that do not belong to 

the classes used in PCA to create the map, are projected in the exclusion area 

(upper right). These SIMCA plots show the capacity of the developed protocol to 

identify a sample, on age (a) or genetic (b) specificity, by its comparison with 

previously recorded data points.  


