
Matthes et al., Supplementary  Figure 1

Alignment of PMH1 (At3g22310) and PMH2 (At3g22330) amino acid sequences. Identical residues are indicated by stars. 
DEAD-box protein-specific motifs are boxed and numbered according Linder et al. (2006). The peptides used for 
immunization are given in grey boxes.

PMH1     MISTVLRRSILGTSRRTLAASVTSINAALFHNLAPAAATVSDLAN-GATNVKSLPSNSSP 59
PMH2     MITTVLRRSLLDASKRNLSASLTSINTVLFHNLAPAATRVSDLALIGSSDVKAG----FP 56
         ** ****** *  * * * ** ****  *********  *****  *   **       *

PMH1     FGVKVRDFHVKSVPSEFRSSIVSSAGFAAQEYAPSYENDGGIGDSESVGSSGGGDGLAIA 119
PMH2     FGVEAKGIHFQSGPLDFRASMVSQAGFAISESS-----ERRVGDSESVG----GDGLAIS 107
         ***     *  * *  ** * ** ****  *           *******    ******

PMH1     DLGISPEIVKALKGRGIEKLFPIQKAVLEPAMEGRDMIGRARTGTGKTLAFGIPIIDKII 179
PMH2     ELGISPEIVKALSSKGIEKLFPIQKAVLEPAMEGRDMIGRARTGTGKTLAFGIPIIDKII 167
          ***********   *********************************************

PMH1     KFNAKHGRGKNPQCLVLAPTRELARQVEKEFRESAPSLDTICLYGGTPIGQQMRELNYGI 239
PMH2     KYNAKHGRGRNPLCLVLAPTRELARQVEKEFRESAPSLDTICLYGGTPIGQQMRQLDYGV 227
         * ******* ** ***************************************** * **

PMH1     DVAVGTPGRIIDLMKRGALNLSEVQFVVLDEADQMLQVGFAEDVEIILQKLPAKRQSMMF 299
PMH2     DVAVGTPGRVIDLMKRGALNLSEVQFVVLDEADQMLQVGFAEDVEIILEKLPEKRQSMMF 287
         ********* ************************************** *** *******

PMH1     SATMPSWIRSLTKKYLNNPLTIDLVGDSDQKLADGITMYSIAADSYGRASIIGPLVKEHG 359
PMH2     SATMPSWIRSLTKKYLNNPLTVDLVGDSDQKLADGITTYSIIADSYGRASIIGPLVTEHA 347
         ********************* *************** *** ************** **

PMH1     KGGKCIVFTQTKRDADRLAFGLAKSYKCEALHGDISQAQRERTLAGFRDGNFSILVATDV 419
PMH2     KGGKCIVFTQTKRDADRLSYALARSFKCEALHGDISQSQRERTLAGFRDGHFNILVATDV 407
         ******************   ** * *********** ************ * *******

PMH1     AARGLDVPNVDLVIHYELPNNTETFVHRTGRTGRAGKKGSAILIHGQDQTRAVKMIEKEV 479
PMH2     AARGLDVPNVDLIIHYELPNNTETFVHRTGRTGRAGKKGSAILIYSQDQSRAVKIIEREV 467
         ************ *******************************  *** **** ** **

PMH1     GSRFNELPSIAVERGSASMFEGVGARSGGSFGG----------GRSGGGGYG-SYGSSSG 528
PMH2     GSRFTELPSIAVERGSASMFEGIGSRSGGSFGGGMRDRGSSFGGRSGGGGYGGSSGGYGG 527
         **** ***************** * ********          ********* * *   *

PMH1     RSGGGSYGGYGGSSGRSGGGGGSYGGSGGSSSRYSGGSDRSSGFGSFGSGGSS------- 581
PMH2     GRSGGSSNRYSGDSDRSGFGSFGMRSPEGYGSDRSSQSGGRSSFGGGRSGGSSNNRSSGF 587
            ***   * * * *** *        *  *  *  *   * **   *****

PMH1     GGFGSDRSSQSSGRSSFGGFGSNDGKRSY 610
PMH2     GDFGSDRSSQSGGRSSFGGFGSNDGKRSY 616
         * ********* *****************
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