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Supplementary Figure 3A
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Supplementary Figure 3B
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6
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Supplementary Figure 7

16 78
NP network

5 14 Aol E
=3 7.2 4

S |
=™ L
.g 6.6
° 10 0 0.05
_‘g —e—Bottleneck
Q
5 8 o —4— Aging gene
g
©
S 6 l Non-aging gene

—»— Failure
4 L L L
0.02 0.04 0.06 0.08
Fraction of nodes removed
6.5 4.98
HPRD network / f“
6 492 f
55 4.86
0 0.005

Characteristic path length

o

—e—HPRD bottleneck

—a— NP aging gene

Fraction of nodes removed

4.5 Non-NP aging gene|
—*—HPRD failure
4 L L L L
0 0.005 0.01 0.015 0.02 0.025
Fraction of nodes removed
16 7.4
NP network 7.2 4

14
F=
3 7
]
= 12 6.8
F=
§ 0 0.01  0.02
o 10 —&— NP bottleneck
2 —e— Interface gene
Q
‘g 8 —e— Core gene
j\_:a —A— Interface aging genel
© 6 ™ Core aging gene

—*— Failure
4 L L L
0 0.02 0.04 0.06 0.08




Supplementary Figure 8
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