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Online Data Supplement A 



Figure Legends. 

 

Figure EA. Significance Analysis for Microarrays (SAM). SAM was performed across all 16 

samples in order to identify genes significantly different in groups Norm PBS, Norm TiO2, 

Preg PBS and Preg TiO2.  

 

Figure EB. Hierarchical clustering post ANOVA. 

Left: Hierarchical clustering was performed for genes significantly different in the group Preg 

TiO2 vs Preg PBS, with subtraction of genes significantly different in Norm TiO2 vs Norm 

PBS and of genes significantly different in all Preg vs all Norm. Right: Similarly hierarchical 

clustering was performed for genes significantly different in the group Norm TiO2 vs Norm 

PBS with exclusion of those genes significantly different in Preg TiO2 vs Preg PBS as well as 

of genes significantly changed by pregnancy. Comparison of profiles illustrates differential 

gene expression patterns in these two comparisons.



Figure EA. SAM result. 

 



Figure EB. ANOVA clustering 

 


