Table 3. Annotation and activities of AP-1 modulators

1853 Y FOS ref[NM_005252.2] Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), mMRNA
UN

157 Y LEPROTL1 ref[XM_011695.6| Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA
165 Y Unannotated  emb|AL445237.16|AL445237 Human DNA sequence from clone RP13-238F13 on chromosome 10, complete sequence [Homo sapiens]
788 Y TRAF6 ref[NM_004620.1| Homo sapiens TNF receptor-associated factor 6 (TRAF6), mRNA
735 Y Co6orf5 reffXM_165674.1| Homo sapiens chromosome 6 open reading frame 5 (C6orf5), mRNA
745 Y Unannotated gb|BC018708.1|BC018708 Homo sapiens, hypothetical protein FLJ14451, clone MGC:31767 IMAGE:4111500, mRNA, complete cds
278 Y FASTK ref[NM_033015.1| Homo sapiens FAST kinase (FASTK) transcript variant 2, mMRNA
506 Y CENTA1 ref|[NM_006869|Homo sapiens centaurin, alpha 1 (CENTAL), mRNA.
195 Y Unannotated ref[XM_035634.2| Homo sapiens hypothetical protein, clone 24751 (CL24751), mMRNA
4185 Y TYRO3 ref| NM_006293| Homo sapiens TYROS3 protein tyrosine kinase (TYRO3), mRNA.
31.1 Y Unannotated dbj|AK074258.1| Homo sapiens cDNA FLJ23678 fis, clone HEP08720
16.2 Y INPP1 ref|XM_002279.6| Homo sapiens inositol polyphosphate-1-phosphatase (INPP1), mRNA
4227 Y ERBB2 emb|X03363.1|HSERB2R Human c-erb-B-2 mRNA
288 Y RBM4 ref[NM_002896.1] Homo sapiens RNA binding motif protein 4 (RBM4), mRNA
I

emb|AJ228839.1|HSAJ8839 Homo sapiens ITGA7 gene, exon 4

MAP3K11 gb|BC011263.1|BC011263 Homo sapiens, Similar to mitogen-activated protein kinase kinase kinase 11, clone MGC:17114 IMAGE:4215281, mRNA,
complete cds

107 Y Unannotated  gb|BC022023.1|BC022023 Homo sapiens, Similar to hypothetical protein DKFZp434A171, clone IMAGE:4824658, mRNA




115 Y GRO2 ref[XM_003510.4| Homo sapiens GRO2 oncogene (GRO2),

gb|BC025178.1| Homo sapiens, small nuclear ribonucleoprotein polypeptide N, clone MGC:34180 IMAGE:4158469, mRNA, complete cds

176 Y PILRb dbj|AK056412.1]AK056412 Homo sapiens cDNA FLJ31850 fis, clone NT2RP7000600, highly similar to Homo sapiens activating receptor PILRbeta mRNA

105 Y G6PT1 gb|AF110821.1|AF110821 Homo sapiens glucose-6-phosphate translocase mRNA, sequence

113 Y PRKCZ ref|XM_049769.4| Homo sapiens protein kinase C, zeta (PRKCZ), mMRNA
200 N
66.3 Y PECI ref[NM_006117.1| Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mMRNA

193 Y Unannotated gb|AC023154.5| Homo sapiens chromosome 4 clone RP11-752D24, complete sequence

438 Y COL1A1 ref[XM_012651.5| Homo sapiens collagen, type |, alpha 1

KDELR3 gb|BC001277.1|BC001277 Homo sapiens, KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3, clone MGC:5099
IMAGE:3462392, mRNA, complete cds

ref[NM_007011|Homo sapiens abhydrolase domain containing 2 (ABHD2), mRNA.

86.3 Y ABHD2

The activities of the top 0.3% of nonredundant AP-1 activators identified through GFACT analysis were reconfirmed in 96-well transient
transfection assays. Relative induction of AP-1(PMA) luciferase construct as a function of parental control (pTAL-luciferase) vector activation is
reported as fold induction. Gene names, descriptions, and accession numbers are also provided. Where applicable, genes that encode
hypothetical proteins and predicted proteins and genes without previously predicted ORFs are designated as unannotated. Sequences for a
majority of cDNAs shown were manually confirmed, as indicated.



