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Supplementary Material to Figure 5

Supplementary Material: Protein lipid overlay assays. Binding with (C) Mtmr2-G103E 
and (D) Mtmr2-I267-V643/C417S. Both proteins showed marginal binding probably 
due to the presence of the phosphatase domain in these constructs. (E) The C-
terminal part of Mtmr2 (Mtmr2-S477-V643) did not bind to phosphoinositides. (F) 
Mtmr2 lacking the coiled-coil and the PDZ-binding motif (Mtmr2-Y579X) shows the 
same binding pattern as Mtmr2-C417S and Mtmr2-E276X. (G) Binding of a probe 
recognizing all phosphoinosites showing that the lipids on these membranes were not 
degraded. (H) Binding of a protein specific for PI(4,5)P2 showing that the binding 
pattern observed for Mtmr2 is not due to binding of BSA or an antibody to the 
phosphoinositides. The proteins for (G, H) were obtained from Echelon. Blots of (F,H) 
and Fig. 5A and B were exposed for 10 seconds, blots (C,D,E)) for 60 seconds, and (G) 
for 3 seconds.
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