1 Data

The sequence data used to train and evaluate the LDA model described in
this work are detailed below. This file contains the coding sequences from
the training set.

A note on the identifiers used for each sequence: where possible, we have
used the GenBank accession number as the identifier. For example, the se-
quence marked as AC07862.6_1 represents the BAC with GenBank accession
number AC07862.6 and the _1 indicates an ORF within that BAC. If an
identifier is of the form AF031926_1, then this indicates that it is the first
entry in a GenBank record that contains multiple cds entries. GSS identi-
fiers are drawn directly from dbGSS. Genomic contig ids are exactly those
used by the Sanger Institute’s sequence database. For ORFs drawn from
Chromosomes I and II, the identifiers used by the Sanger Institute and The
Institute for Genome Research (TIGR) were used without any modification.



Coding regions - Training Set

AF008186 Trypanosoma brucei 6-phospho-1-fructokinase (pfk) gene
complete cds.
ATGGCCGTTGAATCTCGCAGCCGCGTTACGAGCAAGCTCG
TCAAGGCCCACCGCGCCATGCTGAACAGCGTGACTCAGGA
GGACCTCAAGGTGGACCGCCTCCCCGGTGCGGATTACCCG
AACCCGTCCAAAAAATATTCGTCGCGCACAGAGTTCCGTG
ACAAGACGGATTACATCATGTACAACCCCCGCCCCAGGGA
TGAACCCTCTTCGGAGAACCCTGTATCGGTGAGCCCACTC
CTTTGCGAACTTGCTGCTGCCCGCTCGCGCATTCACTTCA
ACCCGACGGAGACCACCATTGGTATTGTCACGTGCGGTGG
TATTTGCCCCGGCCTCAACGACGTCATCCGTTCCATCACC
CTTACCGGCATCAACGTGTACAACGTAAAGCGCGTGATTG
GCTTCCGCTTCGGATACTGGGGCCTTTCCAAGAAGGGCAG
TCAGACAGCCATTGAACTCCACCGCGGAAGAGTCACCAAT
ATCCACCACTATGGCGGCACCATCCTAGGCAGCAGCCGTG
GTCCACAGGACCCCAAGGAGATGGTTGATACTCTCGAGCG
CCTCGGTGTCAACATCCTCTTCACTGTCGGTGGTGACGGC
ACGCAGCGCGGTGCGCTCGTCATCTCTCAAGAAGCCAAGC
GCCGGGGTGTTGACATCTCCGTTTTTGGTGTTCCCAAGAC
TATTGACAACGACCTCAGCTTCTCTCACCGCACGTTCGGC
TTCCAGACTGCTGTTGAGAAGGCTGTGCAGGCCATCCGCG
CGGCGTATGCTGAGGCTGTCTCCGCCAACTATGGTGTTGG
CGTTGTGAAGCTCATGGGTCGTGACAGCGGCTTCATTGCC
GCTCAGGCTGCAGTGGCCAGTGCGCAGGCGAATATTTGCC
TTGTTCCTGAAAACCCCATCTCCGAGCAGGAGGTGATGTC
CCTTCTGGAGCGCCGATTCTGCCATTCCCGTTCCTGCGTC
ATCATCGTCGCTGAGGGATTCGGGCAAGACTGGGGCCGCG
GCTCTGGTGGTTATGATGCGTCTGGCAACAAGAAGCTGAT
TGACATCGGCGTTATCCTCACGGAGAAAGTGAAGGCTTTC
CTCAAGGCAAACAAGTCTCGCTACCCTGACTCGACAGTTA
AATACATTGACCCCTCGTACATGATTCGTGCTTGCCCACC
GTCGGCCAATGACGCCCTCTTCTGCGCCACCCTTGCCACT
CTTGCAGTACATGAGGCAATGGCTGGTGCCACGGGCTGCA
TTATTGCCATGCGGCACAACAACTATATTCTTGTGCCCAT
CAAGGTGGCCACTTCCGTCCGCCGTGTGCTCGACCTCCGC
GGACAGCTGTGGCGTCAGGTGCGTGAAATCACAGTGGATC



TGGGCAGCGACGTCCGCCTGGCTCGTAAATTGGAGATCCG
CCGTGAACTGGAGGCAATCAACAGGAATCGCGACCGCCTC
CACGAGGAACTGGCCAAGCTCTAA
AF009711.1 97-614 hsp83 Coding
ATGACGGAGACATTCGCATTCCAGGCTGAVATCAATCAGC
TAATGTCCCTTATTATTAATACCTTCTATTCAAACAAGGA
AATTNTTCTTCGCGAGCTAATTAGTAATTCGTCAGATGCG
TGCGCAAATCCGGTACCAGAGTCTGACGACCAGTCCGTGC
TCGGAGATGACCCATTGGCATCGCGTAATCCCGACCGAGT
AAATAAGACACTGACGGTGAGGACAGTGGCATCGGTNATG
ACGAAAGCCGACCTGGTGAACAACCTTGGTACGATTGCTC
GCTCCGGTACCAAGTCATTCATGGAGGCATTGGAGGCCGG
TGGCGATATGAGCATGATCGGGCAGTTCGGTGTCGGATTT
TACTCTGCCTACCTTGTCGCAGACCGCGTANCCGTTGTGT
CGAAGAACAACGAGGATGATGCCTACACGTCSGAATCCTC
TGCAGGTGGTACCTTCACTGTAACCTCCACGCCCGACTGT
GACCTGAAGCGCGGTACGCGTATCSTCTTGCATTTGA
AF011787 TRYPANOSOMA BRUCEI RIBOSOMAL PROTEIN L24
MRNA, COMPLETE CDS
ATGCGGACGATTGACTGCGAGTTCTCGCACTTCGCTGTAC
ATCCGGGCCATGGCCGCCGCTACGTCCCGTTTGCTTTCTT
ATCAACGAAGCCTGTGCTGACATTTGCGCGCCCGAAGTGT
TTCGCGATGTACATGCGCAAAAAGAACCCACGCTTTATTG
CCTGGACCCGCACGTACCGCCGCATTCATCGGAAGACGAC
GACCGACCGCGTGGGCCGCCGCCGTGCCGCACGCACAGTG
AGAGCAGAGCGCGCTATCGTCGGTGCTGAGCTCTCCTACA
TTCAAGAAGTGCGAGCAAAGGCGAAGAAGGTTGACCGTAC
CGCCAAGGGCAAAGCCGTGCGTGAGGAGATGGCTGCTCGT
AAGGCAGCGAAGAAATAG

AF012853.1 77-1438 Trypanosoma brucei rhodesiense trypanin mRNA,
complete cds. Coding
ATGCCACCACGGACCGCTGCTGAGCGCGGAGGAAGGAGAA
AGTCAGTCAAGGCCCCGCCACCAGTTGATCCTCTAGTGGA
GCTCACAACTTTAGAATCGGTTCATGACGCGTTGGCGAAG
GCCGAGCGGCTTCGGAACTACTTCCAGGTAGAGCGTGACA
AGGTGAATGACTTCTGGACGATTACAAAGGGGGAGGTGGA
GACTTATCGCAATCGGCTGTTCAATGCGGAGGCGAGCATT
GAAGAACTGGAGCGGTCACACCAGGTAGAGATGAAGGTAT
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ACAAGCAGAGGGTGCGTCACCTCATCTATGAGCGGAAGAA
GAAGGCGCAGGCGTGCCAGGATGAAAGTGACCGTCTGCTT
CGCGAGGCGGAAGACCGGCACCTCCAGCGCATGAATGAGA
TACAGGCTAAGCTCCAACAGCAAGACCAGCAGCTCCGGGC
AGCAGCGGCTGACCATGAAATGAACGTGTACGAGAAGCGC
GATTCGCACAGCTACATGGTAACCGTTACAAAAACACAGA
GTCATGAAAAGGAGCTCGCGCGACTGCAGGTATCCTGTGA
GGCCAAGTTAAAAGTGTTGCGGGATGAACTGGAGTTAAGA
CGCCGTGCGGAGATTCATGAGATTGAAGAAAGAAAGAATG
AGCACATAAACGCCCTCATTAAGCAGCATGAAGAGAAATT
TCATGAAATGAAGACATACTACAACCAAATAACCACAAAT
AACCTAGAAATCATTCATTCCTTAAAGGAAGAAATAGCGC
AGATGAAGCAGAACGACGAGCATAATGAGACTTTAATGTA
TGATATTGATCGGGAGAATCAAAATCTTGTTGCACCGTTA
GAAGAAGCTCAGCGTGAGGTTGCGGAGCTGCAGCAGAAAC
GGAAGCAGAATGAACAGAACAAGCGGGGTCTCGAGGTCAC
TCGTGTTAAGTTAAGGTCGTTGCGTGAGGAGATTCGCCGA
CAGCGTGAAGAACATCAGGCCTTGGAGGAGCGTTACGCCT
GCGTGCACCGGGAGCGCGAGGAGCTAAAGGGGAAGTTTGA
GTCCGCGCTCCGGCAAGCGGTGATGGTAGTCGAGGAGCGC
AATGAGGTTCTCCAGCAAAAGCTTATCGAGTCTCACGCTC
TTGTAGAGGAAAGGGATGTACAACTTGAAGGTGTTTTGCG
CGCCATGAACCTCGAACCAAAGACGCTGGAACTCATCGCG
ACTGAGGTCGACGAATGGCTTCAACGAAAAAATCAACTGA
TAAAAGACTTACACTTTGAGCTTAAGAAAGGAGAAAAGTT
GTACAGCGCGACGTTGCTCGAGATGGAGAGGCGTTGCCAG
ACGGCTAACATTGCTTCACTGCCACGTAGCAACTTTGAGT
AG

AF020696 TRYPANOSOMA BRUCEI RNA BINDING PROTEIN
(TBP37) MRNA, COMPLETE CDS.
ATGGCCCCAAAGTCTGCTGCAAAGCCTGCGGCTTCCGGTA
AAAACGCACCCGCTCCAAAATCAGCACCTGCTGCAAAGTC
TGCTCCCGCCACCAAGGCGTCTGCACCGAAAAATGATCCC
AAGAAGAACGCCCCGAAAGCTGCAGCACCCAAACCAGCGG
CAACTGCACCGAAGGCTGCTGCCGCAAAGGAGGCGAAGGC
ACGCCCCGCTGCTGGCACCCACAACGGTGTGTATGTGAAG
AACTGGGGTCAGGGTTCCGTTACTGACGCCACAAGGATCT
TCAGTGCTGCTGGCAAGGTTGTCAGTGCTCAGATCCGTCG
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GCGCCGCTACGCCATTATCTTCTTCGAGAACGCCGCAGCC
GTGAGGAAGGCGATTGATCTATTCAATGAAAAGGAGGTAC
TTGGTGCTAAAGTGACCGTAAGCCCTGCCAAAACCAGCCC
GAAGCCTGACCCGCATGAGGGCTCTTCCGTTGTGTTCCTG
TCGCCCATCTTCCGTATGTCGACAACGAATGGGCAAATTC
GTGAACTCTTCACCGGTATGAGAGTTTTGCGCATTCGGAC
GTACCGTCAGAACTATGCTTACGTGTACCTTGACTCGGCT
GCTGCAGCGCAGAAGTTTGTGAAGGAGAAGAACGGCACCG
AGTTCCGCGGCAAGAAGCTACGTGTGGCTCTTTCAACTCG
CTCGCTTCAGAAGGAAAAGGACCGTGCGGAGCGCGCGAAC
CTCCTTTCGGATGCCCACAACTTCAAGAAGGATGCCAAGA
AGGACATCAAGAGGGATGATAAGAAGGATCCAAAGAAGGA
TTCAAGGAGGAATGAAAAGAAGGATGCCAAGAGGAAGTAA
AF027739 TRYPANOSOMA BRUCEI MALATE DEHYDROGENASE
(MMDH) MRNA, NUCLEAR GENE ENCODING MITOCHONDRIAL
PROTEIN, COMPLETE CDS.
ATGCGTACCAGTGCAACTCTCCAGTTTAAAGTTGCCGTCC
TCGGTGCTGCCGGTGGTATTGGTCAACCGTTATCGCTTAT
CCTGAAAACCAATCCTCTTGTGTCTCACTTGAGTTGTTAT
GACATACATGGTGTGACGGGCGTGGCTGCAGACCTCTCGC
ACATTTGTTCTCCAGCTAAGGTGACTGGTCACCTGAAAGA
TGAACTTCACAAAGCAGTTGACGGAGCTGACGTTGTCATC
ATCCCCGCAGGCACACCGCGAAAGCCGGGGATGACTCGCG
AAGATCTCTTCAGTGTTAATGCAACGATCGTTCGAGACCT
CGTATCGGCTTGTGCAAAACAATGCCCCAAGGCTCTTATC
GGTGTTGTTTCCAACCCTGTCAACAGTGTTGTACCTATTG
CTTCGGAGGTGCTCAAAAAGGCTGGTGTCTTTGACCCTGC
TCGCCTCTTTGGCATAACCACGCTTGATGTGGTGAGAGCT
CGAACATTTGTGGCTGAGGCCGCTGGTAAGAGTCCGTATG
ACGTTAATGTTCAGGTGGTGGGTGGACACAGTGGTCCGAC
TATTATTCCATTATTATCTCAAGCTGGTGTATCATTGACG
GAGGAACAAGTCAAGGCTATAACGCACCGAGTACAGTATG
GCGGTGACGAAGTTGTGAAAGCTAAAGGAGGGGCGGGTTC
AGCAACTCTTTCAATGGCGTACGCCGCTGGGGAATGGATG
TCCTCCGTGTTGAAAGGGCTTCGTGGTGACAAGGGTATCG
TGGAGTGTACGTATGTTCAGACGGATATTATTCCCGGCGT
GAACTTTTTCGGTTGCCCGGTGGAACTTGGGAAAGGTGGC
GTTGAAAAGATTCACAAACCTGTGTTTGACGCGTATGAAC



AGAGTCTTTTGGAGAAATGTGTTGCGGACTTGGAGAAAAA
TATCGCAGCAGGTTTTGCCTTCGGTTCCAGACAGTGA
AF028726.1 705-983 KMP-11/1 Coding
ATGGCCACCACATACGAAGAATTTGCTGCGAAGCTCGACC
GCCTCGATGCCGAATTCGCCAAGAAGATGGAGGAGCAGAA
CAAGCGATTCTTCGCTGACAAGCCTGATGAGGCTACGCTG
TCCCCTGAGATGAAAGAGCACTATGAAAAGTTCGAAAAAA
TGATCCAGGAGCACACGGACAAGTTCAACAAGAAGATGCG
CGAGCACTCAGAGCACTTCAAGGCCAAGTTTGCGGAACTC
CTCGAGCAGCAGAAGAATGCCCAGTTCCCCGGAAAGTGA
AF031926.1 SMALL G-PROTEIN (RAB1)
ATGTTGAAGAGAGGTGGGTTAAACGGAGTGAAAGTAATTG
TGATTGGTGATGAGAATGTTGGGAAATCGTCTTTGCTGCG
GCGCTTCGTCACGGGCACATTCAGTAATCAGTACAATAAG
ACTGTCGGTGTGGAGTATATGGAGAAGAGCGTTTGTCTCC
GTCAACGTAGCACGACAGTGAACTCCTTTCTTTGGGATAC
GGCTGGGCAAGAAACAGTTAGTTCTGTAAAGGATATTTAT
TACCTTGATGCCGCGGTGGCTATCCTGGTTTTCAGCACCG
ACAGTAGCGAGAGTTTTGCGAGAATAGAGATGTGGAAGAG
GTGCGTTGAGCGTGTGTGTGGAAGCATACCAATGGTTCTG
TGCCAGACAAAGTTTGATCTTGCACGGCAGGCCGCTGTAG
TGGCTGAAGAGGTGGAGAAACTCGCTGTTAAGTTGCAGTT
GCCTTTGTTTCGCGTCTCTACGAAGGATGGATTTAATGTC
ACCCAGTTGTTCGAGTACGTGGCAGCAATGTGCGTTAGCG
AGGCGCCGGGGGGCGAATGTGGACGGACCGGCAAATTAAA
GAGTGAGGCGGATGGAAACGGCTCCACAGGTGCGGGGAAC
GCAGGGAAGTCATCGAAATCTGGTGGAGCGGGGAAGAAGT
CGTCCAAAAAGTCAAAGAAGAAAAAGTGCAGTGTTATGTA
G

AF031926.2 TRYPANOSOMA BRUCEI CHAPERONE (DNA.J)
ATGGGTATTGACTACTACAAGGTGCTCGGTGTGTCGAGGG
ACGCCTCGCCAAGCGATATTAAGAAGGCGTATCATCAACT
TGCGTTGAAGTACCATCCAGACAAAGCCAGTGGGAATCGG
GAGGAGGCGGAGCGGCTATTCAAAGAAGTGGCTGAGGCGT
ATGATGTGTTGAGCGACGAAAAGAAGAAAAAAATTTATGA
CTCTTACGGTGAAGAGGGTCTTAAGGGCGGAGTGCCCGAT
GGCAGTAGTGGCGGCCCTGGAGGTGCTGGATTCCATGGCT
TCTCCTCTGGTGGTGGGACGTATAACTTTTCGAATAGGGA
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CGCATTTAAAGTATTTGAGTCTTTTTTCGGGAGCAATGAT
CCATTTGCTGGAGGTGACATGTTTGGTGGAGGTCCCGGAC
TACATCGTGTGTTTCGCGGATTTGGCGGACCGCACGGCTT
TATGTCGGGTTTTGGCTCTCCGGAGATGTCGCCCGCGCAC
GAGGTTCCGCCGCTTGAGTACACTTTTTCGTGCACGCTGG
AGGAGATTTACTCGGGCTGCACGAAGAAGTTCAACGTTTT
GCGACCGCTGCCCACAGGGGAGGAGAAGAAGTTGTTTGAG
GTGGCTGTACTTCCAGGATATAAGAAGGGTACAAAGGTGC
GTTTCGTTGGCGAGGGTGGCATTGTTCAGGGCTATCCGCC
GAATGTCATGGCAGACTTGGTGTTTGTGCTCGATGAAAAG
CCGCATCCGCGGTTCAAGCGGGATGGCGCGGACGTTCTCA
CAACTGTCCAGATTAACTTGAAGCAAGCTTTACTGGGAAC
GACAATCAGTGTGCTCTGCCTTGATGGGACTACTCAATCG
CTTCCGTTGACTGGGGTGAGCAAAAACGGTCGAAAGCTCC
GTGTAAGTGGGAAGGGACTCCCCAATCGCAAGACGAAGCA
AAATGGTGACATGTATGTTACCATTGAGGTGGTCATGCCT
ACGTCACTGAATGAGGCTACGAAGCGATTGGTTGAAAAAT
GTGAATTTTAG

AF042190 TRYPANOSOMA BRUCEI POLY(A) BINDING PROTEIN I
MRNA, COMPLETE CDS.
ATGGCTGCATTTGCTGCTGCGAGCCCCTCCATTTGGGTGG
GAGGTTTGGACCCCAACCTGAATGAACAGAAACTCTACGA
CCATTTCGTTCGTGTCGGGCCCGTTGCCTCTGTCCGCGTG
TGTGTGGACTCCGTCACCCAAAAGTCACTTGGCTACGGCT
ACGTGAACTTCCAGAACCCTGCCGATGCTGAGAAGGCGCT
TGACCAGGCCGGTGTGAAGTTGGGTACGAAGCACATCCGT
ATCGCCAAAATCCAGCGCGACCCTTCGAAACGCCGTAGCG
GCGTGACGAACATCATAGTGAAAAAACTCCCTCCCACCGT
GGACACCTACGCGCTGAAGGAGATGTTCTCCAAGTACGGT
CGCCTTACTGCCATCGGGCTTGCCACTGATGAAAAAGGAG
AATCACGCGGGTATGCCCGCATCTCCTACGAAAAGGAGGA
ATCCGCTGTTGATGCCGTCCGGGAGTTGAATGGGGTTTCC
ATTGACGACTGTGCCATTACCGTGGAACGCTACCAACCCC
ACCACCGCGAAGAGCAGCTGAAACAGTACACGAACCTCTA
CGTAAAGAACCTTGACCCCTCCGTGGACGATGAGAAGTTG
AAGGAGGTGTTTTCTCCCTTTGGTGAGGTGACTTCCGCGA
AGGTGCGCGATCTCGCCGGCAGGCCGACCGTCGGCTTCGG
GTATGTTGCCTATGCCACACACGAAGCTGCCGCTAAGGCC
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GTGGAGGAGTTGGATGATAAGGAAAGCCCCCTCGCAAAGG
AAGGCATGAAGTTAAGTGTCTGCCGCTTCCGTTCCAGGGA
GGAGCGCAAACGGGAGCGCGAACGCCTTCGCCGGGAGCGC
CAGCAGCAGCACAGCAAATACCCAAACCTGTATGTGAAGA
ACTTTGACGATACCGTCACGAGCGAACGCCTGAAGGCGTT
GTTCGATCCCTTTGGCGAGACTGTATCTGTCAGTGTGATG
ATGGACAAAGCAACGAAGGTGTCCCGCTGCTTCGGCTTCG
TCTCCTTCAAGGAACAAAGCTCCGCGGCTCAGGCTATCCA
GGAACTACACGGTAGCACGGCGTTGGGCCCTCGCCCTCTG
TTTGTGAGTTACGCCCTCCGCAAGGACGCCCGCCGGCAGA
CACTCGAGGACATGCGGAACAAACAGCCCCGCATGCGTCA
ACCGCCTATGGGTGGCCTGATGGGTGGTATGATGGGACCA
CAGCTCAGTTTCATGAATCCCCCGGCGATGTTCAATGGTA
TGCACTTCATGAACACGCGCATGCCAATGATGCCTTCCAC
CATGGGCATGGGTGGCCCGATGCGACCAATGGGACCGACA
CCCATGAACCAAGTCCGCGCCCGCCCGGGACCACAGCGCC
CGCCCATGCAATCCATGATGGCCCCACAGCAACAGTCGCA
CCCACAAATTCCGCAACCTCCGGTTGCTCAGGGGCAGAAC
CTCTCCACAGTACTTGCCAGCATGACTCCAGATCAGCAAA
AGAATGTGCTGGGCGAGCGGCTGTACAACTACATTGTACG
AAACAATCCCTCCTTCGCCGCGAAGGTTACAGGCATGTTG
TTGGAGATGGATAACAGCGAGATCCTCAACCTGCTAGACA
ACCACAGTCTGCTTGACACGAAGGTGCAGGAGGCCCTCGA
CGTGCTCAACCGTCACATTGGCATGTAG

AF047722.1 133-762 Trypanosoma brucei rhodesiense adenylate kinase
gene, complete cds, Coding
ATGGCGGTACTGAGCGAAGATGTCCTCTTATACCTCAAGG
AGAAAAACATCCCTATGCTTTTTGAACAAATCGTTCAGAA
TATCATTTCCGATGCCCCGGAAAGGCCAATGAGTTACATC
GGAGATCTGATGCGCCGCGGCATCCCTTTGCAAATATTCA
TTGCTGGTCCCGCCGGCAGCGGCAAGCGCACACAATGCAA
AAACATCGCGGACCGGCTCGGTGTGGTGTTAATCTCTTCC
GGCCAGGTTCTTACTCGCGGCGTGGAAAGTGGCAGCGAGA
CAAGCCAACTGGCACATTCCTATGTTTCACGTGGTGAGCG
GGTGCCGGACACGCTGGTGTCAATGATAATGAAAGACCGA
TTGTCGCAAAGCGACGCGTGTGAGAAAGGTTGGTTGGTCG
AGGGCTACCCACGCAACGCACAACAGGCACAGGCCGTGGA
GGAGTGTGGTGTGATACCACAGGTCTTTATACTGCTGGAT

8



CTGCCTGAAGATTTGTCCTTCAGGCGCCTTGAGCATCGCC
GCTACGACCCCGCCACCAATAAAGANTACCACATGCTGGA
TAATCCACCACCCGGCGGAAGATGTCGCGTTATGCGAACG
GCTCCTGCAGAAGGATGCAAATTTCCATGA

AF048689.1 421-3162 PPDK Coding
ATGGTGGCTAAAAAGTGGGTTTACTACTTCGGTGGTGGAA
ATGCGGACGGTAACAAGAACATGAAGGAGCTCCTCGGCGG
GAAGGGAGCCAATCTTGCAGAGATGGTGAACCTTGGCATC
CCCGTCCCTCCCGGATTTACTATCACCACAGAAGCCTGCA
AGACGTATCAAGAAACGGAGACTATTCCTCAAGAGGTCGC
GGACCAGGTGAGGGAGAACGTGAGCCGCGTGGAAAAGGAG
ATGGGGGCAAAGTTTGGCGATCCTGCCAACCCGCTACTAT
TCTCAGTGCGGTCTGGGGCTGCAGCGTCGATGCCTGGTAT
GATGGACACTGTGTTGAACCTCGGTCTGAATAAGGTGACA
GTTGACGCGTGGGTACGTCGCGCACCTCGCCTCGAACGCT
TCGTGTATGACTCATACCGTCGCTTTATTACTATGTACGC
CGACATTGTGATGCAAGTCGGGCGTGAAGACTTCGAGGAG
GCACTTAGCCGAATGAAGGAGAGACGTGGTACTAAATTTG
ATACTGACCTGACCGCTTCGGACCTAAAGGAGCTTTGTGA
TGGGTACTTGGAGCTGTTCGAGCTGAAGACTGGGTGCTCA
TTTCCCCAGGACCCAGTAATGCAGCTGTTCGCAGCCATCA
AAGCTGTGTTTCGTAGCTGGGGTAACCCCCGCGCCACAAT
TTACCGCCGCATGAACAACATCACAGGTCTTCTTGGTACG
GCTGTGAATGTCCAGGCAATGGTGTTTGGTAACATCAACG
ACCGCTCCGCCACCGGCGTTGCCTTCTCACGCAGTCCCAG
CACCGGCGAGAACTTTTTCTTCGGAGAGTATCTTGTTAAC
GCGCAGGGTGAAGACGTTGTCGCGGGCATCCGTACCCCCC
AACAGATCAATCATTCGCTTTCGCTGCGCTGGGCCAAAGC
TCACGGTGTCGGCGAAGAAGAGCGTCGCAAGCGCTATCCA
TCCATGGAAGAGGCGATGCCCGAAAACTACAGACTCCTCT
GTGATGTTCGTAAGAGACTGGAGAATCACTACCGCGATAT
GCAAGATCTTGAGTTCACTGTCCAGGACGGTCGACTGTGG
TTGCTTCAGTGTCGCAATGGCAAGCGTACGATTCACGCAG
CGGTTCGTATTGCCATCGATATGGTCAATGAGGGTCTTAT
CTCTAGGGAGGAAGCTGTTTTGCGGATAGACCCGTATCAG
GTGGACCATTTGATGCACCCAAATCTTGAACCTGGAGCTG
AGAAGGCCAACAAACCCATCGGAAGGGGCCTTGCTGCGAG
CCCCGGAGCCGCTGTCGGACAGGTTGTGTTTGATGCAGAA
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TCCGCAAAGGAGTGGAGTGGTAGAGGGAAGAAAGTTATCA
TGGTACGCCTTGAAACCTCACCAGAGGATCTCGCTGGCAT
GGATGCTGCATGTGGTATTCTTACAGCACGTGGCGGGATG
ACATCGCATGCAGCCGTTGTTGCTCGCGGAATGGGTAAGT
GCTGTGTTTCCGGATGCGGTGATATGGTAATCAGGGGGAA
GTCATTTAAATTGAATGGCAGTGTCTTCCGGGAGGGCGAC
TACATCACCATTGACGGGTCCAAAGGACTGATATACGCCG
GCAAGCTGAAACTTCGTTCACCAGATCTGAAGGGAAGCTT
CCAGACCATTCTTCAGTGGTGCCAGGAGATGAAACGACTT
GGGGTGCGCACTAACGCTGACACACCCGCCGATGCTGCAA
AGGCTCGCAGTTTTGGTGCTGAAGGTGTTGGGTTGTGCCG
CACGGAGCACATGTTTTTTGAGGGCAGCCGAATCAATTTC
ATCCGTGAGATGATTCTCGCGGATTCGGCGAGTGGCCGAA
AGGCTGCCCTCGACAAACTGTTACCTATTCAGCGTGCTGA
CTTTGTTGGCATATTGAGGGCGATGAGGGGACTTCCCGTG
ACGATTCGGCTTCTCGACCCGCCGCTGCACGAGTTTGTGC
CACATGACGCCGCTGCACAATTTGAGCTTGCGCAGAAGCT
TGGGATGCCTGCAGAGAAGGTTCGAAATCGTGTAAATGCG
TTGCACGAGTTAAACCCTATGCTTGGCCACCGTGGATGCC
GGCTGGGTATCACGTACCCTGAGATCTACAATATGCAAGT
AAGGGCCATCATCGAGGCGGCTATTGCGGTAAGTGAGGAA
GGAAGCAGTGTTATCCCAGAAATCATGGTTCCGTTGGTGG
GGAAAAAGGAAGAACTTTCGCTTATAAGGGAAGAGGTGGT
AAAGACGGCCGAAGCTGTAATCACGAAATCGGGAAAACGT
GTTCATTACACTGTCGGCACAATGATTGAGGTTCCTCGCG
CCGCAGTAACTGCCGACTCAATCGCGCAAAAGGCGGACTT
CTTCTCCTTTGGCACCAACGATCTTACTCAAATGGGATGT
GGCTTCTCCCGTGACGATGCCGGCCCCTTTTTAAGACACT
ATGGTAACCTTGGGATATACGCACAGGATCCCTTCCAGTC
GATCGATCAAGAAGGCATTGGTGAGCTGGTGCGCATTGCC
GTGACAAAGGGTCGGAGAGTGAAACCAATGCTAAAGATGG
GCATATGTGGAGAGCACGGTGGCGACCCTGCGACCATTGG
TTTCTGCCACAAGGTGGGGTTGGACTACGTCTCCTGCTCA
CCATTCCGTGTGCCTGTCGCGATTGTTGCCGCTGCTCATG
CCTCCATTAAGGATAGGAGGGCTGCGATGAAGGCGCGTAA
GGGATTCGCGGCCAAGCTTTAA
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AF049902.1 188-1144 Trypanosoma brucei rhodesiense activated protein
kinase C receptor Coding
ATGGCTGTCGCTTACGAAGGACAACTGACGGGTCACCGTG
GCTGGGTTACATCCCTCGCCTGCCCACAAACCCCTGAAAC
CGCAACGAAGGTGGTATCCACGTCCCGGGACAAGACCCTT
CTTTCATGGGGCCCTAACCCTGACCGGCACAGCAGTGAGT
GCAGCTATGGCCTTCCCGACAGGCGTCTGGAGGGGCACAG
CGCATTTGTGTCTGACGTTGCCCTTTCCAACAACGGGAAT
TTCGCTGTGTCTGCGTCATGGGACCATTCCCTGCGCTTGT
GGAACCTGCAGAACGGACAATGTCAATACAAGTTTCTTGG
CCACACAAAGGACGTACTTTCCGTGGCCTTCTCTCCCGAC
AACCGACAGATTGTCTCCGGTGGTCGTGACAACGCTCTGC
GCGTATGGAATGTCAAGGGCGAATGCATGCACACTCTGAG
CCGCGGTGCTCACACCGACTGGGTGAGTTGTGTCCGCTTC
TCCCCGTCTTTGGATGCCCCTGTCATCGTCTCTGGTGGTT
GGGACAACCTGGTGAAGGTCTGGGACCTCGCTACCGGGCG
ACTTGTCACGGACCTTAAGGGACATACAAACTATGTCACA
TCTGTGACCGTTTCCCCTGACGGTTCCCTCTGTGCATCTT
CCGACAAGGACGGCGTCGCTCGTCTGTGGGACCTGACTAA
GGGTGAGGCCCTTTCTGAGATGGCCGCTGGTGCGCCTATC
AACCAAATCTGCTTCTCTCCCAACCGTTATTGGATGTGTG
CGGCTACCGAAAAGGGCATCCGCATCTTTGACCTGGAGAA
CAAGGACATCATCGTCGAGCTTGCGCCGGAGCATCAGGGC
AGCAAAAAGATTGTCCCGGAGTGCGTTTCCATCGCGTGGT
CTGCGGATGGTAGCACCCTGTACTCTGGGTACACGGACAA
TGTCATCCGTGTCTGGGGTGTATCGGAGAACGCGTGA
AF074867.1 48-2027 Trypanosoma brucei rhodesiense lysosomal/endosomal
membrane protein Coding
ATGATGTGTACCGCAACCGTTATGAGGACTCCCTCTGCGG
TTTTGTGCCTGCTGCTTGCAGCAACCCTGACTCTCAGCAC
TCCCGTTGCCGTTCGCGGGGAAGTGCTTAAGGATGCGACC
CCTACAGTTGTGACAGTCTGGTATAACGCCACGAGCGGCG
GTTTCTATGCTACGGATGGTCTTGCATCTGGTAAGTATGC
TGCAATCGTGAATGTGAGTAACACTTTCAACAAGACCGGT
TGGGACGTTGTGACTGCTGTGGCAAACGATGGTTTCATGC
ATTTGCCTGGAGAAGCGGAACCGTCAGCAGAGCGCGTGCT
ACTGGCATACAAGGCTGTAGGTTTTGGTGAAGGCTACGCC
ACGTATGAGAGCATGAAGGCTTCCATAAACAATACGTTTG
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AGGGTCCTGAGGGTCTCTCTGCGCTTTTGTCTGATGCGCC
GCAGGCACAACACTGGATTGAAGAGCACGTTCGATATATG
GATGCTGCGAAGTTCGAGAGCAGTGCATTCTACACCCAGC
TGCGAAACATGTTAGCTCTCATTGATGGTATGGTTGCTGG
TTACAACGCTCGTGCCCCTGCTGACGAACGGTTGGATCGG
ATGAAGCTGTTAATGTACAACATGCAAGCAGAGATTGGTG
ACATTGTGAGGGCTACATCCCCTGCGGAGGTATTGGATGA
TATGCGTCAGATGATGCCGCGGTGGTTTGTTGACACCCAC
TGTTCTGCCTTTGTAAAGGTCGTAAAGGATGACATCTACT
TTGGTCACGCCACGTGGAGCAGCTTCAATACTATGTTGAG
GCAGTACAAAACGTATGCCTTCGGCGGGCGCTTCGTTACC
ATGTCATCTTACCCAGGTTTGGCGCACAGTGTGGATGATT
GGTACATGACACACAAGCGCCTCGCAGTCATGGAGACCAC
CAACGTCATACACAATGCAACGCTGCTGCGCAACCATGTC
GGTTCCTCTAGCGTGGCTACGTTTCTGCGTGCGATGATCG
CGAACTTCATTGCGGTGGACGCCCCCTCATGGGTGTCGAA
CTTCAGCAGGGAAAGCAGTGGGGCGTACAACAATCAATGG
ATGGTGCTCAACATGGGTGCAGTGGAGTCCGAGGCGATGT
TTAAAAACATGGCACCCAACACCTTTTGGGTGTTAGAGCA
GCTCCCTGGTACTGCTCCTCCGTTGGGTATAACATCTAAG
GATATGACCAGCGTGCTGAACACCACTGGGTACTGGGCGA
GTTATAACAGACCGTACTTCCCCAATGTGTACAATCTTTC
AGGTACGCTGAAGATGCAGGAGGAATACGGTGACTTCTAT
TCTTACAAGAATTACTCACGCGCCCGGATATTTGAACGTG
ATCAGGGTTCTGTGGTCGATATTGAAAGCATGAAGAAGCT
GATGCGTTACAACAACTACACGAAAGACCCATTTTCTCTT
ATTCCCAACTGCACTGGTGCTGTTGGTATGGATGACGATG
GTAATGTGACTAATGTCTGCAAGCCTCCATACAGTGCGAT
GCTTTCAATCGCAGCACGTGGTGATTTGAACCCTCCTGGT
AATGCGACCGAGTACGGCCCACTTGTCCGAAGTGTAGGAC
ACGTAAATAGTGGAGCTATCGATGCAAAGATAGCGACGTG
GACGGGGATGGTGAAGAATCCTGAAAGTTATACTGCTCAT
GTTGTCTGTGGCCCGACGACCGATAATCAACCACCGTTTC
AGTGGGTGGACGGCATGTTCGATCCCATGCCCCCAACATA
TGGGTTGCTGAAATTGTATAACTTTAGCTTCGTAGTCATG
GAGACGCCGATCCGACCTTCCGGTGGTAGTAATAGTTGGA
GGAGCACTGGCATCATTGCTGTTGTGGCGGCGCTGGTTGT
GGGTGTGATTGCCGTCGTCCTCATGCGTCCGAGGCGGCGT
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ACCGAAGAGGATGAACTTCTTCCCGAAGAGGCTGAAGGTC
TTATAGATCCTCAGAACTAG

AF078916 TRYPANOSOMA BRUCEI BRUCEI OLIGOPEPTIDASE B
(OPB) GENE, COMPLETE CDS
ATGCAAACTGAACGTGGTCCAATCGCCGCACATCGGCCCC
ACGAGGTGGTTTTTGGCAAAGTTGAGGGCGAAGACCGCGG
CGCCAACCCAATGGACCCGCCCCGCCGCAGGGTCGACCCG
CTCTTTTGGCTTCGCGATGATAACCGTGCCGATCCCGAAG
TCCTCGCCCACCTCCACTTGGAGAAGGATTATTACGAGAA
GCGCGCGGTCGATATTAAAGACCTGGCGGAAACTATTTAC
CAAGAGCACATTTCACACATTGAGGAAACGGACATGTCGG
CCCCCTACGTCTACGACCGCTTCTTGTACTACACGCGTGA
TGTAAAGGGGTTGTCGTACAAGCTTCATTGTCGCGTACCG
GCCGGGAAGACGCCGGGTGAGGGTGAGGATGAGGAGATTG
TACTGGACGAAAATAAGCTCGCGGAGGGCAAATCTTTTTG
TGTCGTGGGTTGCGTGGCGCCCGCCCCACCAGAACATGCC
TTGGTAGCATACTCCGTTGATTACTGCGGGGATGAGGTGT
ACAGCATCCGTTTCGTACGGGACGTGGTGGCGGACAAGGT
TGAAGGCACAAACGGAAGTGTTGTGTGGGGGCCCAATGCC
GAATGCTTCTTTTACATTACGAAAGATGCCTCCAAGCGTG
ACAACAAGGTATGGCGTCACATTATTGGCCAACCGCAAAG
TGAAGATGTATGCCTCTACACCGACGACGATCCACTCTTC
TCGGTGGGTGTGGGGAGGTCGGGTGACGGCAAGACGCTGA
TCATTTGCTCTATGTCATCAGAAACTTCGGAGTCACATCT
GTTGGATCTGCGCAAGGGGGTTAAGCACAACACACTCGAG
ATGGTACGACCCCGTGAGAAGGGGGTTCGCTACACTGTGG
AGATGCACGGCACGGACACACTGATAGTGCTGACAAATAA
AGACAAGTGCGTGAATGGTAAGGTTGTATTGACCAAGCGG
AGTGCACCCACAGATTGGGGGACCGTATTAATACCCCATG
ACGACAAGGTAACTATTGATGATGTCGCCGTATTCGCCAA
ATTTGCAGTTCTATCCGGCCGCCGCGATGGTTTGACGCGC
GTATGGACGGTCAGGCTCGGGCCTGACAACCTCTTCAGCT
CTGCAACGCTGAAGGAGCTGCACTTCGATGAGCCTGTTTT
CACTGCCCATGTGGTTTGTTCTCAAATGAAGACATACGAT
GCGTCACTGCTGCGCCTGAGGTATTCATCCATGACAACCC
CCACTGTATGGTACGACGAGGACGTACTGAGCGGAGAACG
CAAGGTTGTGAAGGCGCGTAAGGTGGGGGGCGGCTTTGAA
TCGAAGAATTACGTTTGTCGGAGGGAGTTGGCTACAGCTC
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CTGACGGGACAAAAGTTCCCATCTCGCTCGTATACGATAC
CAGTATCGATTTGAAGAAGCCCAACCCCACCATGCTCTAT
GGATACGGTTCCTACGGCATTTGCATTGAGCCTGAGTTTA
ACTCACGGTTCCTGCCGTATGTTGATCGGGGTATGATATA
TGCTATTGCGCACGTGCGAGGCGGCGGTGAGATGGGTCGT
ACGTGGTATGAAGTTGGGGGAAAGTACTTGACCAAACGGA
ATACCTTCATGGACTTTATTGCATGCGCGGAGCACCTTAT
TTCCTCTGGTCTCACAACACCCGCGCAGCTTTCTTGCGAG
GGAAGAAGTGCTGGTGGATTGCTGGTGGGTGCCGTGTTGA
ATATGCGGCCAGATTTATTCCACGTCGCCCTCGCGGGTGT
CCCTTTTGTGGACGTAATGACAACCATGTGTGATCCAAGC
ATTCCTCTTACGACAGGCGAGTGGGAGGAGTGGGGGAATC
CGAATGAGTACAAGTTTTTTGACTACATGAACAGCTACAG
TCCAATTGACAACGTGCGTGCACAGGATTACCCTCATTTG
ATGATTCAGGCCGGATTGCACGACCCACGCGTCGCGTATT
GGGAACCGGCGAAATGGGCGTCAAAGCTCCGTGAACTCAA
GACAGACAGCAATGAGGTGTTGCTGAAAATGGATCTGGAG
AGTGGACACTTTTCTGCAAGTGACCGCTACAAGTACTTGC
GAGAAAACGCAATACAACAGGCTTTTGTGCTGAAGCATCT
CAATGTACGGCAGCTGCTGCGGAAGTAG

AF079110 TRYPANOSOMA BRUCEI GLYCOSOMAL MALATE
DEHYDROGENASE (GMDH) MRNA, COMPLETE CDS.
ATGGTCAGCGTTGCCGTAATTGGAGCCGCCGGTGGTATTG
GCCAGTCTCTATCGCTACTTCTTCTTCGCCAACTGCCGTA
CGGGAGCACGCTCTCGCTGTACGACGTGGCGGGTGCCCCC
GGAGTGGCCGCCGATCTCTCACATGTTGACCGCGCCGGCG
TCACCGTCAAATATGCTGCTGGAAAGCTCCCCCCAGTGAA
GCGGGATCCCGCCCTCGCCGAACTTGCGCGCGGTGTTGAT
GTTTTTGTCATTGTCGCCGGTGTGCCCCGTAAGCCCGGTA
TGTCTCGTGACGACCTCTTCAACGTGAACGCCGGCATCAT
TATGGATCTTGTTCTCACATGTGGTTCCTCATCGCCGCAG
GCATGTTTCTGCGTCGTGACGAACCCCGTAAACAGCACCG
TGCCGATTGCCGCTGAGGCCTTAAAGAAGCTTGGCATCTA
CAACAAGAACAAACTCCTGGGCGTAACTCTGCTGGATGGG
CTCCGTGCTACCCGTTTCATCAACAACGCTCGCCACCCTC
TTGCCGTCGCCTCCGTCCCCGTTGTTGGTGGCCATAGCGA
CGTAACGATTGTCCCACTGTTTTCTCAACTTCCTGGTCCA
CTCCCTGAGGAGGGGGAACTGACACAGATCCGCAAGCGTG
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TGCAGGTGGCGGGTACGGAGGTGGTGAAGGCAAAGGCAGG
CCGTGGAAGTGCCACCTTGTCGATGGCTGAGGCAGGTGCC
CGTTTCGCGATGTTTGTTGTGAACGCCATCACAGGTCAGT
CTTCCCCGATGGTTTATGCGTATGTGGATACAGATGGCAC
TCAGAATTGCTCGTTCCTCGCAATACCGGTGGTTCTTGGC
AAGAATGGCATTGAAAAGCGCCTACCGATAGGTCCCATGA
ATGCTGTGGAGAAGGAAATGCTTAAGCAATCCATCTCCGT
TGTGAAGGCGAACATTGAGAAGGGAATGAATTTCGCGCGC
TCAAAGTTGTAA

AF095907.1 667-3645 GDH Coding
ATGATGCGCCGTGCTTCTTACTGCGCGGGCCATGCCTTCA
CTTCGCTCACCGTCGTTGGGTCCCGTCGATTCTTTCAGGG
TGAAAGATGTGAAGCGGAAATTGTAAAACTGACAAAGGAG
CGCGGCATGTTCAGTGATGCCTCAGTCGAAGCTTCTGTGC
ACCAGTTGATGTCTCGACTCTCCGACAGCCCATATGTTCG
TCATTACACGGACGCAGAAGTATCGGCGCATGCTCACGGG
TTTCTTTGTGCAAAGGCAAGGAGTGCACTGGGTGAGCCGT
TTGAGCATTTTCACGAAAGTGACGATTCGGCCTTCTACAT
TTGCCGAAAGGACCAGGCAAGTCAGCTGCGAGCCGTGCGG
CAGTTGACCAAGTTTGTCAGCCGCGAAAGGGAAACCAAAC
AATCTGTCTCTGTGCGTTGTTACACTGCCGGTGACAGTGA
CATTGCCGTCTTCACCGCCAAAATACGTCCTTTTGTGAAC
CCCAATCCGGAAAAGGGTGAAACGGACATCGGACAACTTG
CGAGTTCCGCTTTTTTGGAGGAGCGTTCACCAGAGATGCA
GGAGCGATATCAGGACCTCATCAACCGCTTCCACGAATCA
GTTGTTCCAGTTCACACTGTGCGCGAAGTGGATGGTGAAG
TTTGTTTTTCCATGATCATGGCCGCAGACCGCTCCTACTA
CATCGCGACGTTGCAGACAGTCATACAGGAGATCCCCGGC
GCTGTCGTCACACGCTGTTTCTCGGAGACTTTTTCCAATG
ACACTCATGTTTACACGTATTTTGTTCGAGGTGCTACAAG
TCAGCAGCTTAGCGATCGCGCCTCTCTAGTGCCCTTCCTT
CCAACCCGCCCCCGCAGTTTGATTACGCGCCTTCACGAGG
ATATGGTGTTCGACACGGAACAAACAGTGTACACGGATGC
TGCAGTCATTCGCCTTCTACTTACCCCACAGCCGACATCC
GAAGATTATCGTCATCTACGCAGTTTGGTGTCGAAGGAAC
CCAACGGATTGAGTCGTCTCAACAATCTTCGCACAACACT
CAGTCTCGAGATGATGTCGGAGCGGTATATCCTCACGCTC
ATCTCCACTTACCCCGAGTTCATGAAGGAGATATATGAGG
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ATTTCCAAGTTGGCACCACACACGAGCGACGCTGTGCAAT
CCGGGAAAAAATCACCACCCGCTTCAGGGAGGATCAGCGC
TCCGAGCACGACTTGGGCATCTTCAATGCATTTCTGCAGT
TCAACGAGGTGGTTTTAAAGCACAATTTCTTTAAACAGCA
TAAGGTGGCGCTCTGTTTCCGCCTCGACCCTTCTTTTCTT
CGTTCATTGGGGTACCCACGAGTACCACATGGTGTTTTTC
TTCTCGCTGGCGCGCAGTGGCGTGGATTCCATGTGCGCTT
TACCGACATCGCCCGCGGCGCTGTGCGCATGATTTTTTCG
AAGGACACCATGTACCGCCGAAACAAGCGCTCTGTTTTCC
AGGAAAACTACAACCTTGCCCTCACCCAGTTGCTGAAGAA
TAAGGACATACCGGAGGGTGGCAGCAAGGGAACCATTCTT
GTCTCATCTCGCTACCTGAATACATTCAACCAGCCTCTTT
GTGAGAGGATTTTCTTGCAGTATGCTGATGCACTATTGGA
TGTTGTCATTCCAGGAGAGGAAGGTATCGTCGATCGACTG
AAGACACCAGAGATCATTTTCCTTGGGCCTGATGAACACA
CGGCAGGCACTTTCCCGTCCGTTGGCTCTCTGTTCAGCAA
GAAGCGCGGGTACAGTGCGTGGAAATCCTTTACAACTGGT
AAGGATGCTTCACTGGGAGGTATTCCTACTACGATACTTA
TTGCCATGACAACTCGTTCAGTCCGTACGATGGTTCGTGG
GGTGTATGAGAAACTTGGACTCGATGAAGCAAGTCAGACA
AAGTTTTTGACAGGTGGCCCGGACGGTGATCTTGGCTCCA
ATGAGATTCTGCTGAGCAAGGAAAAGACACTGGCGGTATT
GGATATTTCAGCCTCACTTTTTGATCCCGAGGGACTCAAC
AAGGAGGAGCTGAAGCGCCTCGCAACTGCGCGAAAACAAC
TGCGGGACTTTGATAAGTCCAAATTGTCATCGAAAGGTTT
CCTTGTACTGACAGGGGATAAGAATGTGACGCTCCCAGAT
GGTACACACGTCAGCGATGGCGTCTCATTCCGTGATGAGT
TCCATCTTACGAAGTACAGTGCCGCCGATGTGTTTGTGCC
ATGCGGTGGGCGTCCCCGCAGCGTTACGCTTGCAAATGTT
GGTCGATTCCTCAACTTAAGCGCCGCTGACAACGACTCTC
TACTTGCTGGGGGCAGCATTCAGCTGAAAACCCCGAAATA
CAAGATAATTGTGGAGGGTGCCAACCTTTTTATATCGCAG
GATGCGCGTCTTGCTATCGAGCGCTGCGGTATTGTTTTGA
TTAAGGATGCATCTGCAAATAAGGGTGGTGTCACTTCCTC
ATCACTTGAGGTGTATGCGGGCGTGGCGCTTTCCGACGAG
GAGCACGCGCAGCACATGTGCGTCAAGGATCCCAACAATG
TGCCGGAGTTCTACAAGAAGTATGTGCTAGACATTATTGA
GCGCATTGAAAGTAACGCCCGCCGTGAGTTTGAGGCCATC
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TGGCGTGAACAACAGGTACAAGAAGGGATGCCCAAGACTC
TCATTGCCGACTCACTAAGCGAGAAAAATGTAAGAGTGCG
TGCTAGTATTCTTTCGAGTGACATGTGTGAGAACAAAGAA
CTCGTTCGCTACGTTCTCAGCAACTACACCCCCAAAACTC
TACTTGAAGTGGTCCCACTCGAAACACTAATGGAGCGCGT
GCCCCTCGAGTACCAAAAGGCCATTTGTGCAATGTGGCTT
GCATCGGAGTATGTGTATACCACCGGCATCAGCGGTAATG
AATTTGACTTCTTTACTTTCATGACAAAACACATGGAGCA
GGCCAAGCACATCTCTTAA

AF102869 TRYPANOSOMA BRUCEI SIR2 HOMOLOG (SIR2) GENE,
COMPLETE CDS.
ATGACAGAACCGAAGTTAGCAACCACGCACGTAGTGGGTG
AACCCACCTTCGAAGGACTGGCACGGTTCATTGAGCGAAA
CAACATCACCAAAATATTTGTTATGGTGGGCGCAGGGATA
AGCGTTGCAGCTGGAATCCCCGACTTCCGCTCTCCCCACA
CCGGCTTGTACGCTAAACTCAGTCGCTACAATCTCAACTC
ACCGGAGGACGCCTTCTCACTCCCTCTCTTGCGTCAACAA
CCAAGTGTGTTTTACAACATTCTGATGGATATGGACCTCT
GGCCCGGGAAGTATTGTCCTACGACGGTTCACCACTTTAT
CAGTCTACTCGCCAAGAAGGGCATGTTATTATGCTGTTGT
ACGCAGAACATAGACGGGTTGGAACGCGCCTGCGGAATTC
CAGAGTCTTTACTAGTTGAAGCCCATGGTTCCTTCTCTTC
CGCATCATGTGTTGACTGTCACGCGAAATATGACATCAAC
ATCGCGAGGGCGGAGACAAGGGCTGGAAAAGTGCCTCATT
GCAATCAATGTGGTGGTATAGTGAAACCCGACGTGGTTTT
CTTTGGCGAGAATCTCCCGGAGGCGTTTTTTAACGTAGCG
GGACTCATTGAGGAAACGGAATTGCTGCTTATTTTGGGAA
CCTCACTTCAAGTCCACCCATTTGCCGACCTTGCGCTCAT
GGTGCCCTCTGACGTGCCACGAGTGTTGTTTAACTTGGAG
CGTGTGGGCGGGAGGATGTTCCGCTTTCCTACGGACCGAA
CACCCAATTTCCGCGCCAGTTCCTATCGTCTCAGCACTGG
AAATGGCAATGGCAGTAAAATTAGCAGTGGGGACAGCAGC
AGCAGCAGCAGCGTCGACGGGTATGACCAGTTTACGCTCG
CAGAGAATGACGAGACGGGTGTGTTGCGTGACATTTTCTT
TCCTGGTGACTGTCAGGTGTCTGTTCGTTCCTTTGCTCAG
GCGTTGGGCTTCGGAGAGCAGCTTGACGCCTCTGTACGTG
AGGGAAGGGAAATATTTGAGCGCACTCGGCGTAGGGAAAA
AGTCGTTGAGGGTTAA
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AF119091 TRYPANOSOMA BRUCEI
ALKYL-DIHYDROXYACETONEPHOSPHATE SYNTHASE GENE,
COMPLETE CDS.
ATGGATAAGAGAATGATTACTGATGCATTTGAAGAAATCA
AATGGAATGGCTGGGGGGACACTGGCGTGTGTATCAAATA
CGATGAGGCGAGGCAACTCCCCATACACACAAATGGAAAG
CCGATGAAGCATCTTCTGAAGTTCATGAAGGACGATGTCC
TCAAGGTGAAGGGAGAGTTTAAAATTAAGCCCACACCCGG
GCTAACAAAAGAGGAGGCCATTAAACGGCTCCCACCACCT
GTAGTGAAACAACCATTCGTGGATGAGTTGCGTCAGGTTT
TGTCAAAAGATCAGATCCGTCTCGACGCATATGCCCGCCT
GACGCACATCTTTGGTAAAAATTATCGCGACCTTTGGCGT
GTGAGGCGTGGTATGATCGACCGCCCACCCGATGCGGTCA
TTCTCCCCAACAACCACGATGATTGCGTAAAGATTATGGA
ATTGGCACAAAAACACAACGTTGTTGTTGTGCCATTCGGT
GGTGGCACAAATGTGACAGGTGGCGTGGAGCCGAATCCCT
TTGAGACGCGACGTATGGTTATCTCCATTGACATGCGACG
GATGGGGCGAATGCTTCATATAGACACAGAATCTGGTACC
GCTGTGTTTGAAGTGGGAGTGCTTGGCCCAGATATAGATG
AGCAACTGAGCCGCTACGGTTTCATGATGGGTCATGACCC
CGATAGTTATGCATATTCGACTCTTGGTGGCTGGATTGCT
GCGCGAGGCAGCGGTGCCATGTCGAATAAATATGGAGATA
TTGAAAACATGATTCTCGCCATGCGGGTGGTGACACCTGT
TGGCGTGGTGGAAACACCCCTTACCTCGCGACCCTGCGGT
GTCGACTTGAACGCCATGTTTGTTGGGTCCGAGGGTGCCT
TTGGACTTGTTACAGAGGCTGTTGTTAAGATTGAACGCCT
ACCAGAGGTGAAGCGTTACGAAGGCTGGCTCTTTCCCTCA
TTTGAAGTTGCTTTTACTGCTTTCCATACATGCACACGCA
AGGGGATCCACCCTTGCACAATGAGGTTATACGACGAAGA
CGACACACGGCTCAGTTTTGCAGCAAGTACAGACTCCGGG
TTGGTTAGTACATTCTTCAGCAAGTGCTTTAAGAAATACA
TCGCAACTGTGAAGGGATGGAACCTCAGCAAAATATCACT
TGTGGTTGTCGGGTTTGAAGGAACCAAAGCCCAAACGAAC
TGTCAGCGGAGTGAATTGGTTGGCGTCTTCCAAGCCTTCG
GTGCCACATGCTTGGGAACCAAGCCGGGTAACACGTGGCA
AGAAAAGAAATACGACCTTCCGTACCTTCGCGATTTCGCT
CTGGCTCACAATTTTTGGGCGGACGTATTTGAGACGAGTG
TCCTCTACACGGACGCTATTCACTGCTGGAGAGCAGTCAA
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GAAATCGTTTGCGGAAGTGATGGCCGAGAATGGTAAGAAC
GCATGGATAGGCTGCCACACTGCACATCAGTACCGTTTTG
GTTGCTGTTTGTATTTCACCTTTATTGGCGGGCAGGCCGA
CGAAAATGACCTCAAGATCTTTTTGCAAGTAAAAAAAAGG
GCGATGGAAGTCATGTTACAGCACAGAGGAAACCTAACTC
ACCACCATGGAATAGGTTATGAGCACGTCCCATGGATGAA
GCGTTACAATGGTGAGGGTGGGTTAGACGCAATTATGAAG
TTCAAGAAAGCGCTTGATCCAAAGAACATATGTAACCCGG
GAAAACTGCTCCCCTCACCCCCTTCGGAGAAGGAAACACC
AAAGGCCACACAGGCCCGTCAGAATCGTGAAATGATGTTT
GACAAAATGGGCATTCCCGGGGCTCTTCAGGCTCACCTCT
GA

AF152173.1 326-3169 Badl Coding
ATGGAAGCGGTTCTTCGCAAGGTGGAAAAGCTCAAACAGA
ACTTCCGGCACAGCGGCGGTGGCTCAAAGTTTTTCAACAC
CGCGTTGCGCGGAGAGGGAACGGCGCTGCAACATGAGCTT
AACAGCAATGATAAGTCGCGCCAAAAGAACGCTGTGAAAC
GCATTATCGCCGGAATGACGATGGGCCGTGCCGTGAGCCA
TCTCTTCATGGATGTCGTGAAACTCGGGCAGACGACAAAT
CTTGCGCTTATGAAGTTGGTTTACCTATACGTTCTCAGTA
TCGCGAACTTCAGGCCTGGGAAGGCTCTCATGGCGGTCAA
CACATTTCTTCAAGACACAACCAACCCTTCACCAGTCGTG
CGGGCGCTCGCCGTGCGAACGATGATGTGCGTGCGTGTGG
ATTCCGTGACGGAGTATACACTGGAGCCCCTCCGTCGCGC
TGTCAATGACTTGGATCCGTATGTTCGCAAGAACGCAGTC
ATTGGTATAGGAAAGCTGTTCCACAACAGCAGTCAATTAT
ACGAGGATCAGGGCTTCAGCACGGAGCTTCTAAAATTGCT
GACTGATAAAGCTGCCGTTGTTGTCTCCAATGCGGCCGCC
GTGGTGATGGAGGTCACCACCAACGCGGGACTCCAATTGT
GTTGGAGCGTCACCACATTTATGCACTTGCTGGACCAGAA
ACCTGGAACCACAGAGTGGGGGCAACTCAACATCTTGGAG
CTTGTTTCTTGCACCGGCCCCGGCGACGATAGATTTGCAG
AGGATGTTGTCTCGCGCGTTATGCTGCAGACCAATCACAC
AAACCAGTCTGTTGTCATGGGAGCCATCAAAGTCATCATC
AACTACTTACCTCACTGTGGTCAAAGCACAGTAAATGAGG
TTGGCGTGCGGATTAACTCAGCCCTCGTGACACTGTCGAG
AGGCGATCCCGAGGCACAGTACGTTGTGTGCAAGAACATT
CACGCCCTGCTTGTCATATTCCCTAACCTTCTGATTAACA
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ACCTGGATTCCTTCTACGTTCGCTTCTCGGACCCACCATA
CGTAAAGCTGGAGAAGTTGCGACTCCTGCTCAAGCTCGTC
AGCAATTCCTCAGCAAATGGCATCCTGAAAGAGCTGGAGG
AATACAGCACCGAGGTGGATCCATTCTTTGTCGAGGAGGT
GGTGAAGGGAATAGCCGAGCTCGCACTTAAGATTGACTCA
GTTGCGCAGAGCTGTGTGGCTCTGTTGCTGCGTATTGTTA
AAAACCGCCCCGAGTTGCTGCCACAGGTGGTGACAAGCTG
CAAAAATATCACCCGCAAGTACCCAAAGTTGCTTGTGCTG
GGCACTCTAATCTCGGAGTGCGGGGCGGACGGCGTAGTGG
AAGAGGAGGCGAAAGTGTCACTCATTTGGATGTTGGGTGA
GTTCTGTGAATTTGTTGAAAACGGGATGGACATCATTCGA
AAATACATTGAGGAACTCATGCTGCATGAGCCACCAGTTC
AATTGAGTATCCTTAGTGCCGTTATCAAGATGTTTTTGCG
CGATCCTCAGGGAATGGAGCCGACCCTCAACACTGTGCTT
GACGCACTGACAACACAAAGCAGTGACCCCGATATACGCG
ATCGCGCCTATGCATACTGGCGGCTGCTTTCCAAAGGTAT
TGGCGTGGCCAAGATGAAAGAGATCGTCCATGGACACCAT
GCTGCAGTTGCCGTGGAGTCCACATTCAGCGATGCTATGA
CAATGGGAGATTTATTAAAAGTCTATCAACACGGCTGCAG
CGGGTATTCGCAAGACCCGCCCAGTCGTTTCTCCCACCCT
ACGGCTTCGTCACTGAGGACGGGTAACGATGAAGAAGAGG
AAGATGAAGAAGCGGAGCCGCAGTCCAGTGAGCCACAGGT
GGGAAGCACCGAAGCTGCGCAACCGTCTCTCTTCGATTTC
GGCCCACCAGCGGCATCGAGTTGCCGGCGGGACCAAAATA
ATGCAGCAGCGGGAGCAGCTGCAACCAGCCATAGGGATCC
CCTCGAAGACCTGCTCGGCGGGGGTCTGCCAGCGGCACCG
CCAAAACCAGTTGTTCAACAGGCGTCAACTCTGGATGATT
TGTTTTCATCAAGGGAAGAGAAGGTTAACGCACCAAATCC
GCAACTGCTCCCCCACCGTTCCTCTTCGTTGTACGTACCT
TTTCCCCTGCTGGACTGTGTGGATGGACTTTGCTTTTCAC
GCCCCGGTAGTTTTGAGTGTTTTCTGTTCTTCTACCCTTA
TTGTTGTTCGCTCTCTTTATTACTCTGTAGAGAGTGGAGG
AGGAGAAGCGCCAAAAAAAAAGAAGACAAATCTAAGTGGG
GGAAGGGAAAAAAGAAAAGAAAAGACAGAACGCTAATCAT
TAAAGTGCCGTGTGCGGAACTGCTACCGATAGTGATGACC
TCACTTCCACTTACTCCTCGAACCTCGTTGCTCGCTTGCT
GGTACATCTTCCTTCTTTATGCTACGTGCCCTGTCCCTCC
CCCCCCACAACTCGTCTTCTTATTCCTTCTAGTGGTTAAT
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CCTCCTGTGGTGGAGAAAAAGAAAGGTATAGTATGTCCGC
ACTTCTTAATGCAGGCAGTGTGGGGCCGTATCCACGCTGA
GATGAGACTTCCAGTACTTAACTCAAATCGTACATTGTCA
GTTAGGTGTTTCATCTGCAGCGGGAAAAAGAATTCACACT
ACATTCAAAATCACTGGCTCACTCTTTTTGGCCCGGAGTG
TGAAATCCAATCACATTACCCACTTTACCTGTGTCAAACG
GTCTGCTATCAAGGGGGGGTTAAATTTCCAACAAAAGCGG
GAATTTTCCCTGCGGAAACTGAGACCCCACCGGACCTAGG
GTAG

AF152174.1 314-1465 Phol Coding
ATGGGCCGCATCACTACCGACCTTCTTCGGCGTCGCGCGG
AGCACAATGAAGGTTGCCTAAGCAACCTGAAGGAGGTGGC
ACTGCATCAGCAGGACATTGAAAGGATCGAGCTCATTGGG
GACGCGTGTCGTGAGCTGGAGATCCTATACTTGTGCAACA
ACTACATTTCCCGCATCGAGGGCCTACAGCATCTCAAGTA
TCTCAAATATTTGAACCTTGCTGTGAACAATATTACTTAC
ATCGAAGGTCTCGAGGGATGTGAGGCCCTGGAGCGTCTGG
ATCTGACGTTGAACTTTGTGGCGGACGTGACATGCGTGGA
GCGCCTGCGGGCGAACGCTTTCTTGGACCAGTTGCATCTT
ACTGGAAACCCATGCACGAAGGTGGCCGGGTACCGTGCCT
ACGTTGTTCACGCGCTGCCGCAACTGCGTGAGCTCGATGG
AGAAGAGGTAATTAAGACAGAGCGGCTGGAGGCGCGTCAA
AGCAAAGACGACATTTCAGTCGCTGTGAATGAGGAGGCAC
TGCGACTGCAGAAGCGGAGCGTATCAAGTCAGAGATGGTT
GCACGAGGCGTTGACCGCCTTTCCGCCACGATACAACGAG
AAGGGTGAGCGTTTATATGGTCATACTCCAGAGGAGCGGC
TCCAGATGCTGCGCGAGAAGGAGGAGGAGGAGAGGCGCAA
AAGGGAAGAGCAACGGGAACGTGAGCGGTCTAGTCAGTTC
GGCGCGATACGTGAAGAGTTGGAAAGGAAGCCGCAGCGTC
TCACTGCGGAGGAGGAAATAGCGAAGCACGGGCGGCTTCT
GCTGAGAAACGAACCCAAACTCCCCTTCACTCTTGACGAG
GAAGCGGATGATGGTGAAGCAGTTGTGTTGACAGTGAAGG
TACCGAGATTCCTCTCCACAACGCTAATTGACGTACAAGT
GGAAGTGAACTACATACGAGTGTTTGTTAAGGAGAAACTC
ATCCAGGTTCCGTTAAGCCAAGAGGTTGCTCCCTCGGGTG
TTAATGTACAACGCAGCTCGGTGAATGGTGAACTGCGAAT
TAGGATACCGTACGCACCACACGTTTTGCAGGAGGTTTCT
GAGGCGAGGCGGCGGCGACAGCGGTTGCTTGGTCTTCTGA
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GTGACGATAAAAATGAGGATGGAACCGGGTGA
AF164200.1 467-2662 CDC47 Coding
ATGGCGGACGGGCCGACGCAAGAGCAGACCAAAAAGGCGG
CATTTGCTGTAGCTGCTACCTCCAAGTATCCCAACTACTT
GGCCGATCGTGATTTGTGCAGACGTTTCTTTGAAGAGTTT
CGTGATGCGTCTGGCGGGATGAAATACATGGATATGGCGG
CTCGGGTAGCCCGTAGGGAGACAAACGTTTTCACTGTTGA
TCTAGATGACATACAACTTTATGGGCAGTTGTACCTGGCG
CAGCGAATCCAAATGAATGTCATGGGGTACCGTGAAGAGG
TGTATCGCGTTGTGGATGAGATAATTCCGGAGGCTTATTT
CGAAGAAGATATGATTGATCACCTTATTTTAGAGGCGCAG
ACAGCGGGACAGCATCTTCCTCCATTACTTACGAGACGTT
ACGAACTGGTTGTGATGCCCTTAACTAGCTTCTCTGAGCC
TGTGCCTCTCAGGCAGTTAAAGGGGGGTTTGATAGGCACA
CTCGTTGTGTTGCGTGGAATTTGTATTGCCGCAACAGCTG
TACGCCCCAAGCTATCAATGTTAGTATCTGTCTGCGAGGT
GTGTGCTGAGACCACATTTCAGCAAGTTATTGGGGATCGC
CTGACCCCGCTAATGGTGTGCCAGTCACAGCGCTGCAGGT
TGAACAATACCGTAGGTCGTCTGCTCCCTCAGTATAAGGC
AAGTAAGTTCACCAAGCACCAGGAGCTTCGTTTACAGGAA
CTTCCCCAGTACGTGCCCCGAGGTGCCATTCCTCGTACGA
TTCGTGTCATTTGTGAGGGTGAGCAGACACGAATAGCAAC
CCCAGGACAGGTTGTAAAGGTTGTGGGGACGTATTGCCCT
GATCCGTCTACTGGGCAAGGCCATGAAGCATTTAGGGCAT
CAACAATGGTGAAGACTCTATTTCGCGCTCTGCGCATTGA
GTTGGAAAGGCGCAGCTATCAGGAGGCTGCAGATGACCTG
AAGATTCAGGTAGATAATGTGAAGCAGCATCCCGACAAGG
AGGTTGTTATTGAGAAGCTGACGCGAAGCGTGGCACCAGA
AATCTGGGGAATGGAGGATGTTAAAAAGGCACTACTCTGT
TTGTTGGTTGGGGGAAGTTCCATTGCCAACGGGATTCGCA
TACGAAGTGACACCAACATATGCTTGATGGGGGATCCCGG
GGTCGCCAAAAGTCAGCTTTTGAAATGGATTGCTTCGGTA
GCCCCTCGTTCTATTTTTACAACAGGGAAGGGCAGTTCTG
GTGTTGGTTTAACGGCGGCTGTGACTAGAGATACTTACAC
CGGAGAGGTGATGCTTGAGGGTGGCGCATTGGTTCTTTCG
GACCGGGGTATTTGCTGTATTGACGAGTTTGACAAAATGG
ACGATAGCGATCGGACAGCGTTACATGAGGTAATGGAACA
ACAGATGGTGTCTATAGCTAAAGCTGGGATAATTACTTCG
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CTCAATGCCCGCACATCTATTTTAGCCGCCGCAAACCCCA
AGTATGGACGTTGGCGCCGCAACTTGACACCGAGTGAGAA
TGTAAATTTACCTCCCGCGCTACTTTCTCGTTTCGATGTC
CTTTGGCTTCTGCTTGACGAATCAAACCGGGAACGGGATG
CAGAACTTTCGATGCACGTAACCTATGTTCATTTGCACGG
TGTGGCACCAGGGACGGTATCCGACAATGGGTTTTACGGT
TTGTCAAGTGACTACTTTGGAAAGGATTTCCTGCAGGCAT
ACGTTGGTGAAGCCAAAAAAATTCACCCTATTGTTGACAG
CTCTGCAGCAAAGGTTATCAGTGACATTTATTGTGAAATG
CGGGCTCAGAGTGTTCGTCACACAAACGTTGTTACCGCGC
GGACACTACTCAGCATCATTCGCCTCTCGCAAGCATGCGC
GCGACTCCGCTTCTCCGACCGTGTCGTTGAAGCTGATGTA
CGAGAGGCTGGTCGGCTTTTAGACTGTAGTAAGATTTCGC
TACAAGAACGTGTGGATACCGGTGGGCGGCGCATGGTGAC
AACATCTGATGCTGCAATTTTCTCGACCATTAAGGAATTG
GCTCGTTCCAGGGGGTCGATTGATTTGGCTGAGGTGCGAC
CGGCTCTTATGATAAAAGGTATTGACGAGTCACATTTACA
ACGCTGTTTGAACACTTACGCGGACGTGGGTGTGTGGGAA
GTGAGCGGGAACACTGTTCACTTTTCACTGGAGTGA
AF164200.2 3102-3563 NDPK Coding
ATGCCCAGCGAGCGGACCTTCATTGCAGTCAAACCCGATG
GCGTGCAGCGTAATCTCGTGGGAGAAATCATCAAGCGCTT
CGAGAACAAGGGCTACAAACTTGTTGGTCTCAAACTTCTC
CAGCCCACTGAGGAACAAGCCAAGCAGCACTACATTGATC
TCGCATCGAAACCCTTCTACAGTGGCCTTGTGTCGTACTT
TTCCTCTGGCCCTATCGTCGGTATGGTGTGGGAGGGCCTC
GGTGTTGTAAAGGGCGGCCGTGTGCTTTTGGGCGCAACGA
ACCCCGCAGACTCGCTCCCTGGCACCATTCGTGGTGACTT
CGCCGTGGATGTTGGCCGCAATGTGTGCCATGGGTCCGAC
AGCGTGGAAAGCGCCAAACGCGAAATCGCGTTCTGGTTCA
AGGCGGAGGAGCTGGTAAGCTGGACGTCCCACTCCGTCAA
GCAAATTTATGGAAGGGCATAA

AF168719.1 1-903 Trypanosoma brucei rhodesiense fibrillarin mRNA,
complete cds. Coding
ATGCGAGGTGGGTTTGGACGTGGAGGCGGTAGTGGATTCC
GAGGCGGAAGAGGTGGCGGTGCACCAAGCCGTGGTCGGGG
TGGCGGTGGACGAGGAGGTGGAAGGGGCGGTAACGCTGGA
CCCCGCGGCCGCGGTGGCCGTGGTGGAGGGGGTCGTGGETG
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GGGGTGCTGGAGCCAAAGTTGTCGTTGAACCCCATTTGTT
GCATCCCGGTGTCTTTATTTCTAAGGGTAAAGCGGATTCA
CTATGCACGCTTAATATGGTTCCTGGAGTGTCAGTATACG
GGGAAAAGCGTGTAGAAGTAGGGGCAACACAGAGTGGTGA
CGAGAAAAAGGAGTATCGGCTTTGGAATCCATACCGGTCA
AAGCTTGCTGCCGCCATTTATGCGGGAATAGGGAGCATCC
ACATGAAACCTGGCTCAAAGGTGTTGTACCTGGGGGCCGC
CAGCGGCACGACTGTGAGCCACGTGAGCGATCTTGTTGGA
CCTGAAGGAATGGTTTACGCGGTAGAGTTCTCCAACCGAA
GTGGTCGTGACCTCGTTGATATGTCGAAGAGAAGGCCTAA
CATCGTTCCTATAATAGAGGACGCTCGTTACCCAATGAAA
TACCGTATGCTGATGCCGATGGTGGACTGCATTTTCATGG
ATGTTGCCCAACCTGATCAGGCCCGGATTCTCGCGTTAAA
TGCTCAGGCATTTCTCAAGAATGGTGGTCATTACGTAATT
TCTATCAAAGCCAACTGTATCGACTCAACCCTCGATGCTC
CCGTGGTTATCGCAGCTGAACTTGATAAGTTGAGAAAGGA
CCGTCTGAAGCCACTGGAGCAAGCCTCACTGGAACCGTTT
GAAAGAGACCACGCAGTTGTCGTAGGGGTGTATCGCTCTA
TGAAGAAAGCAGTACAACAATAA

AF169651.1 124-837 psa7 Coding
ATGTCTGGCTCTGGTCATGACCAGTCAACAGATATATTTT
CTGCTGACGGGCGTGTGTTTCAGGTAGAGTACGCCTGCAA
GGCTGTCGACAATGGCAGCACCGCCGTTGCTGCCTGTTGC
AAGGACGGTGTTGTCGTTGCTGTGGAGAAAATCCTCACAA
GCCGCATGCTGGAGGAAGGGTCCAATAACCGTATTCATGC
GGTAGATCGGCAGGCCGGAATTTGTGTTTGTGGAGTGCTC
CCCGATGGTCTTGCTGTTGTTTCACGCGCTCGTGGTGAAG
CAGAGAACAGTCGAGATATTTTTTCCACACCGATACTAGG
CTCCTTGCTTGCGTCTCGAATCGGCGAGTTTATGCACGTT
TACACGACTCACTACGCCTATCGCCCCTTCGGCTGTTCGG
TCATCATTGCCTCTTATGCTGACGATGGCCCGCAGCTTTA
TGTGGCCGACCCGAGCGGGGCAGTTGCGGGGTACTATGGA
ATAGCGTTGGGGAAGGGCAAAACGGTGGCCAAAACCGAGT
TGGAGAAGCTGGACTTTGCGACTCTGACATGCAGTGAGGC
GGTGGAAAAGCTAACCAACATCCTCCATGAGGTGCATGAC
AAGTCGAAAGATAAAATTTATGAGGTGGAGGTGGCATGGG
TGTGCGACAAGTCCGATCGCACCTTCGTGCATGTGCCGAA
GGAAATGGTACCGCATCCAACCCCCGCATCATAG
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AF169652.1 176-919 psad Coding
ATGAGCTACGATCGCGCAATTACTGTGTTTAGTCCCGATG
GACATTTGTTCCAGGTTGAGTATGCGCAAGAGGCCGTTCG
CAAGGGTCTCTGTGCAGTTGGTGTGAAAGGGAAGGACAGC
ATTATCTTTGCTGTGGAGAAAAAATCAGTGCAAAAGCTGC
AGGACAGTCGTACGACCCGCAAAATATACAAACTTGACGA
GCATATTTATCTCGCTTCCGCAGGTCTCTCTGCCGACGCC
CGTGTGGTTGTGAATCACGCACAACTGGAATGTCAACGCT
TCCGCTTGAGCTACGAAGACGCCATTGACGTTGACCTGCT
CGTGCGGTACGTGGCAAGGGTACAGCAACGTTCTACGCAA
TCAAGCGGCAGCAGACCGTACGGTGTTTCAACCATCATTG
GTGGCTTTAATGAGAATGGGCAGCCGCAGTTGTGGAAGAC
GGAGCCGTCTGGAACGAGTTCAGCGTGGAATGCAGCAGCA
ATCGGCCGAAATGACAAGGTTGTGCTCGAATTTATGGAAA
AAAACTATCAGGATGGCATGACGCGGGATCGTTGCGTGCA
CTTTGCAATTAAGGCGCTTCTTGAGGCTGTTGAAAGTGGG
TCGAAAAACATTGAACTCCTGGTGCTGGAGCGCGGTAAGG
CGGCTTACATGAGCGACACCGAATTGCACAGGTTCGTCGT
TGAGGTAGAAAAAGAGCGCGAGGAGGAGGCCGCAAGGAGA
AGGCGCCTTGCCGAAGAGGATTGA

AF169653.1 130-747 psb3 Coding
ATGTCCATTCTCACGTACAGCGGTGGCTCCTGCTTAGCCA
TGGCTGGCAAGGAGTGCTTTGTGGTGATTTCGGACAATCG
CCTTGGTGAGCAACTTAAAACGATTTCTATGGAGGTTCCG
AAGCTACACGTCATCAACGATGGGATTGTTATGGGACTCA
CGGGGCTCCGAACAGACCAGCAAACCTTCGCTCAGAAAGT
TAACTTCCGGACCGAAATGTACAAACTCCGTGAGGAGCGG
GACATTAACGGGAAGGCTTTCGCAGCTTTAGTGTCCTCTA
TGCTCTATGAGGCTCGGTTCGGCCCATGGTTCGTGGAGCC
TGTGATTGGCACCATCGACCGCAAAACCGGTGAAGTATAT
CTCTGCGCTACGGATCTCATCGGTGCCCCGTGCGAGCCAG
AGGACTACGTCTGCGCTGGCACCTGCGCTGAGAGTCTTCA
CGGTATGTGTGAGGCACTCTGGCGGCCTGGGCTTGAACCG
GAGGAATTGTTTGAAGTTGCTGCGCAAGCAATGCTTTCTG
CATGCGATAGGGATTCCCTCTCAGGTTACGGTGCGGTGGC
TGCAATTGTAACAAAGGACAAATTGGTAACACGTCTCATC
AAGGGTCGCAAAGACTAG
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AF174136.1 1271-2392 RAD51 Coding
ATGAACACTCGCACCAAAAATAAGAAACGCACTAAAGAGG
TGATAGAAGATGAAGTTCACGACATCGATGATACCGCGTT
CGATGATGCCGCAGTGGATGCGGTCAACGACAACACGCAA
GAGATGCAGCAGCAAGTTGGTGACGCTGCCGGTGGGCCTT
CCTTTCGTGTCCTTCAGATAATGGAAAACTATGGAGTTGC
TTCTGCTGATATCAAAAAGTTGATGGAGTGTGGCTTTCTC
ACCGTTGAGTCTGTCGCGTATGCACCGAAGAAATCAATTT
TAGCAGTGAAGGGCATAAGTGAGGCAAAGGCTGAGAAGAT
AATGGCGGAGTGTTGTAAACTCACTCCGATGGGCTTCACG
CGCGCTACGGTTTTCCAAGAGCAACGGAAAGAAACTATTA
TGGTCACGACAGGCAGCCGTGAGGTGGACAAACTCCTTGG
AGGTGGCATTGAAGTTGGTAGCATCACGGAACTTTTCGGT
GAGTTTCGCACAGGGAAGACGCAGCTCTGCCATACCCTTT
GTGTTACATGCCAACTTCCACTTTCGCAAGGTGGTGGTGA
GGGAATGGCGCTTTATATTGACACTGAGGGAACATTCCGT
CCTGAGCGCTTGGTAGCTGTGGCGGAACGGTACAGCCTGG
ACCCAGAGGCCGTTCTTGAAAATGTGGCGTGCGCTCGTGC
TTACAACACGGACCATCAGCAGCAGTTGTTGTTGCAAGCG
TCCGCCACTATGGCTGAGCACCGTGTCGCAATAATCGTTG
TTGATTCCGCCACAGCTCTTTACCGTACTGATTACAATGG
ACGGGGTGAGTTGGCAGCACGGCAGATGCATCTTGGAAAG
TTCCTCCGCTCTTTGCGCAATCTTGCTAATGAGTACAACG
TGGCCGTCGTTGTTACCAATCAGGTTGTTGCCAATGTGGA
TGGTGCTGCCCCCACATTCCAAGCGGATTCTAAGAAACCC
ATTGGGGGCCACATCATGGCACATGCCTCCACTACACGGT
TGAGCTTACGGAAGGGAAGGGGAGAACAGCGTATTATTAA
GGTGTATGACTCACCTTGTCTCGCTGAAAGTGAGGCCATC
TTCGGCATCTATGAGAACGGTGTGGGAGACGTTAGGGACT
AG

AF179372.1 65-1198 RNHII Coding
ATGCGTAGACTTGAAAAGGAAAAGGAGCAGTTAATGGCAC
GCATGCGGAAGAACGGGGTGGTGATTCGGCGAAGTATAAA
AGAAACGTTTTTAACAATTGGTTGTGATGAAGCTGGTCGT
GGACCACTTGCTGGGCCGGTGGTTGGGGCGGCCGTGTGTC
GCATCCCACGCTCAAGTTTTAACAACGATCTAAAGGCACT
GTACGATGCCGATGAGGAGTTTCAGATATTTGACAGCAAG
TCAGTTTCGGAAACCCAACGTAAAGTCGTATATAACAATA
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TCACCGGGTACCACAATTTGTTTTCATTAGTGGAAGACCA
GGACTTCGTGGTTCACCATGCCGGGGGCGATTCGGTGCCC
GATAATGTGCTGAAGAAACGACTTCCTTCACACACCAAAC
TGGGCAAACTGCCTTTTAAGAAGCTTCTCTCCATGCAGAC
GCCGTATTTGATTTCATACCACGGTAGCAATGTTAGCGGT
AATTACTTGTACTTTTGGGCCATTGGTATTGCAAACCACA
CTTACATTGACACGGTTAACATCTATTCCGCCTCTATGAA
CACCATGCATCGATGTTGCCTCGGTGTTTGGGATGCGCTG
AATGATGCGCGTTTTTCCTACCATGTAGCACCTCGACCCA
AAAACTGTTCCATTGCCCAGTATCTGTTCTCGAGGTTTTG
TATAACCGCTGCAAACGATGATCGCCGGCGATATGAGGTT
CCCGACCAAATCGACTTGGTAGAGGGTGCGACTGACTTTT
TTGACGCAGAACCTGTCCAGCCTCCATTGGTCTTAGTTGA
TGGGCACACAGCGCCCTACGAAACGGTTTCCGTTTTCACT
GATGTTCAGACGGGTGGCTGCGTGCAGCCGATCATAGAGG
GCGACAAGCGCAGCCTTACAATAATTGCAGCTGCTTCATG
TCTTGCCAAGGTCTCGCGGGATGAGATAATGGACTATCTT
GATCCATTGTACCCAAAGTATCACTTTGCAGAGAACAAGG
GCTATCCTGTGGATCATCACATGCGTGCTGTGAAGAAACA
CGGTTTGTCCTCCATCCACCGTAGGTCCTACAGACCCTGC
GCGGAAGCGTTGGCAAGGCAAGCGAGGCGCAAAATGAAAG
ATAGCCACTCATAG

AF181287.1 677-2992 TSI1 Coding
ATGGAGGAACTCCACCAACAAATGCGCATGCCAATCTCGA
GACTGCTGTTGATTTTCACTGCAGTTTGTCACTGCTGCGC
TCTGACTTCCAAGGCTGCGGGCAAGGGGACGACGCGTGAG
GCATTTCTGTCCGGCGGTGCGTGGGCTTTGAGAAAGAAGC
TGAGCGAGAAGGATGGTGAAGTGTGGTGGTGGCAGGATGG
ACCCAATTGGAAGGATAAGTATGATAAGGAATGGGAGAGA
TGGTTCAAAGAAGAGAAAGGTCCCTGGGGAGGGTCTGAGA
AGCGTAGCGAATGGTTCGCTCGAATGACAGGTGGGTACAT
AACGCTCGGCAAAACGAAGATACTTTCATCTGCTATTGAG
GGTAGTGATAAGGTAGAGCGCACTGTGCATTCCTTTCGTA
TTCCTTCGTTTGTTGAGGTTGATGGGGTGCTGATGGGTAT
TGGTGATGCCCGGTATCTTACCTCCACGGATTACTTCTTC
ACCGACACCGTTGCTAAATACAGTGCGGACGGGGGCAAAA
CATGGAAAACAGAGGTCATCATTGAAAATGGTCGCGTGGA
TCCCACATACTCTCGTGTTGTGGATCCTACTGTCGTTGCT
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AAGGCGGACAGTGTCTTTGTGCTTGTGGCAAGATACAATG
TCACGAAGGGGTATTGGCACAACGAAACAAACGCAGCGGG
TATAGCGGATTGGGAACCTTTCATGTACAAGGGTGTAGTG
ACTAAGGGTGCCGACGGTAAAACCAGTGATGTGCGGATCT
CTTGGACAAAGACACCACTGAAACCCCTCTACGACTTCAC
TGTTGCAGGAAGCAAGGGCACGCAGTTCATTGGAGGAGCT
GGTAACGGCGTTGTAACATTGAACGGTACAATATTGTTTC
CGGTGCAGGCGAGGAATGAAGACAATGCCGTTGTAAGCAT
GGTTATGTACTCTGTTGACGATGGTGTGAGTTGGCATTTT
GCCCGTGGTGAAACGGCGCTTCTCACATCGGAAGCTTCTC
TTACTGAGTGGAATGGGAAACTGCTGATGAGCGCGCGGAC
AGACACTTCTGGCGTTAACGTAGAAGGTGGGTTCCGCAAG
GTGTTCGAATCTAACAACCTTGGGGCAACGTGGGAGGAAT
CACTCGGAACGATTTCCCGCGTAATTGGGAACTCACCCGA
CCGTACGAAACCGTCTCCAACGGCCAACTATCCCGGTAGT
TCGGGGGCTCTTATTACTGTGACGCTTGGGGATGTGCCTG
TGATGTTGATTACCCACCCGAAAAACACAAAGGGGGCATG
GAGCCGGGACCGTCTACAGCTGTGGATGACAGATGGTAAC
CGTATGTGGCTTGTTGGCCAGATATCGGAGGGCGACGATA
ACAGCGCTTACAGTTCTTTGCTGTTGGCCCGTGATGGACT
GCTTTATTGTCTGCACGAGCGGAACATTGACGAAGTGTAT
AGTCTTCATCTTGTGCACCTTGTGGATGAGTTGGAGAAGG
TTAACGCGACGGTGCGGAAATGGAAGGCNCAGGACGCCTT
ACTTGCTGGCCTTTGCTCTTCATCACGGAAAAAGAACGAC
CCCACCTGCTCCGGTGTCCCTACCGATGGCCTTGTTGGTT
TACTCGCCGGCCCTGTTGGTGCGAGTGTGTGGGCTGATGT
GTACGACTGCGTGAATGCCAGTATCTCTGATGGTGTGAAG
GTTTCGGAAGGCGTGCAGCTGGGAGGCAAAAGAAACAGCC
GTGTGCTGTGGCCTGTGAGCGAGCAGGGACAGGACCAGAG
GTATTACTTCGCCAACACGCACTTTACGCTGCTTGCCACC
GTTCGGTTCGCGGGGGAACCGAAGGCGGAGGCACCGCTGA
TGGGATTTTCAAACGCAGAGGGGAAAACGAGCGAAACTTT
GAGTCTCACAGTTGGCGGCAAGAAGTGGGTCCTAACGTAC
GGCTCCGTCCGTAAAGAGGGCCCAACCACGTCGATGGATT
GGAATCAAACCCATCAGATTGCGCTCACACTGCGTGATGG
TANAGTGGATGCTCATGTCAATGGAGAGCTCATAATAAAA
GAAGTGAGTGTAGGCGCTTCTGAATCTTCTGCACATCTAC
ATCTCTCACACTTTTTTATTGGAGCGCCGGTAAATGACAG
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TGGGGAGGGAGGCAATAATGTGATCGTCAGAAATGTTCTT
CTGTACAATCGAAAGCTCGATGAGGACGAACTGCAACTGC
TATATAGCAACAGGGAAAAGATACAACCGGTCGTCAGTGC
AGTTGGTATCCCCGAAGGTATGAGCGCACCTCGGTTATGT
TGTCTGCTGATCTTAATGTATGTGTTGGCGATTTGA
AF208112.1 AF208113 AF208114 AF208115 2280-4376 ACS1 Coding
ATGGGAATGTACGTCACTAAGCTTCTCTCCCTCTGGAGTC
ACTGGTTTGAGGTGGATGACGAGGTGATCATTGCGAGACA
AAAGTTTGGGCCACTTGCTCACATTTGTGGACCAGCGGAG
GGCGAAAACTGTTCACCTGTTTACCGCTCCATAGGAGTCA
CAGATGAGGAGCAGGCGCGCATTACGAGGGAATGGTATTA
CGGCGAGCACTTTCTGAAACAGTTGGAGCAAACATGCACG
AGCAGAAGAGATACTCTGGCAGTTGCTTACCGCACAATTA
ACAAGGTTGAAAAGGAGTGGCGCGAGGACCATAATGGGAA
GAGGCGCGAATGGCAGGTTACACATCTCAACGATCCGGTC
TACATGACATATGGTGAATTATGGGAGAACTCTGTGGCCT
TTGGAAAGGGTTTAAGGGAGTATGGAGCAAAGGAAGGGGA
CCGTGTTGCCATTTACGAGGATACGCGATGGGAGTGGCTT
GCCTCTGCTATTGGGGTTTGGACGCAGTTGATGGTTACTG
TAACAGTTTACGCTAACCTCTGCCGGGAGGGGCTGATGCA
CGCGCTCAAGGAGACGGAGTGTGCCGCTATTATTTGCAAC
GGCCAAAACATAAAGGATCTCATTACCTTACTGAAGGAGG
TCAATCTCACCAACACCACGTTGGTCTATCTCGACTCTCT
ACCAGATGGGTTAAATGATGAAGGCATGCGCTTAATACCA
TGGAAACAGGTGCTGGAGACGGGAATGAAGAGTAACCTGG
GCTATACCATTCCTGGAAATTGTGACACAACGGCTTTGAT
CATGTACACAAGTGGCACAGTGGCGGCACCCAAGGGTGTC
ATGCACACCTTTGGTTCTCTCACCGCCAGTAAAAATGGGC
TGGCGGACCGCTTCCTTGAGTGTATTGGACCCAAGGAGGA
GGGTGAGACATATGTATCTTACCTCCCCCTTGCTCACATT
TTGGAGTTTATTGCTGATGTGGTGATGCTTAGCCGCGGTA
CCTTGGTGTGTTTTGGTTCGCCACGAACACTCACGGATGA
TACGGCGCGACCACGAGGTGACTTGAAGGAGTTTAAGCCA
GTGTTTATCGTTGGAGTCCCACGGATCTTTGAGACAATAC
GGAAGGTTGTGGAAAGTCGGCTACCACCTGTGGGTAGTTT
TAAGAGGACCCTCTTTGATACTGCCTATGCTGACCGACTC
CGTGCTCTCAAGGAGGGGAAAGATACGCCTTTCTGGAATG
AAAAGGTTTTTAAGGTCCCACGCGACATGTTCGGTGGCAG
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GCTGCGTGGAGTGGTATGTGGTGGCGCACCTCTCGCTGAC
AGGACACAAGAGTTCATGCGGGTTGTCTTCGGCCTTCCGC
TGGGACAAGGCTACGGATTGACAGAAACGTGCTGCAACGG
AAGCATACAACGTTTGGGTGAGTTATATCCATCAGTTGGT
CAACTCCTGAAAGGGGTTGAAGGGAGGCTATTGGATACAG
ATGAGTACAAGCACACTGATAAGCCATTCCCGCGAGGGGA
GCTCTGCCTTCGTGGGTCGTTTATGTTCAAGGGCTACTAC
AAGCAGGAGGCCATGAGCAAAGAAGTGTTGATTCCAGGGG
GTTGGTTCCGCACGGGGGACGTTGTGGAAATTGGTGAAGA
TAATGCCCTGCGAGTCATTGGCCGTGTTAAGGCACTGGTG
AAGAACCTACTCGGAGAATACATTCAGCTGGAGTACCTGG
AAGTGATTTACTCACAGCATCCATTGTCTGCCCCTAATGG
CGTCTGCATTCTTGTAAATCAGCGGCGGGCATACATATGT
GCCCTTGTAATCACCGACGAGGAAAGGGCTAAGAAGTTTG
CCCAAGAAAATGGAATTGGTGGAACGTGGCCCGAGATACT
TAAGGACCCGACTTTCCACCAACGTGCCGCCAAGTCGTTG
TCGAATTTCGGCGCTTCAATTGGTAGAAAACCCTTTGAAC
TGCTCCGTCAGGTACGTGTGATCGCCGATGAGTGGACGGC
AAAGAATGGGATGCTCACTGTCTCGATGAAAATCCGTCGC
AACAAGGTGGAAGAAAGGTACGGCGATGTCATTGAACAAC
TTTTCAAGTATGAGTAA

AF208112.2 AF208113 AF208114 AF208115 5789-7915 ACS2 Coding
ATGAACACCGCTTCTGCGCTGAACGAAATCGAGGTGGCGG
TCCTCCAGCTTATGGATGAGGCCAACAGCCGAGAATCGGC
ACCAAACGAAGACATTGTGCAGCTTCGGAGCAAAGGCTCA
CAGAACGAGGCGATTCCACAGACAGAAACGGAGAATATGT
CGGCCATCTACCGTCGTGCCGGAGTCAGTGGCGAAGAGCA
CACACGACTCTGTCGAGAGTGGTACTACGGTGTGAACATG
CCACAGAAGTTCATGGCAATATGCAAGAAAGGGGGAAGTC
GCAGGGCTTTCGCGTACCGGGTTCTGTCAAACATATCGAA
AGAAGTGCTAAGGGACCAAAATGGGCTTGAACGTTCATAC
GATATAACATACTTTAAGGAAACGTGTTATATTAACTACC
GTGTCCTCTGGGAAAATATCGAGTCGTTTGGGCGAGGTCT
TGTGGAGTTGGGTATTTCACCAAACTCCCGAGTCGCCATA
TACGAGGAGACGCGGTGGGAGTGGTTGGCAACAATTTACG
GTATCTGGTCGCAGAATATGGTTGCCACCACAGTGTACGC
CAATCTTGGGGAAGATGCGCTCGCGTATGCCCTCCGGGAA
ACAGGATCCCGTGCAATTATATGCAACGCAACAAATGTGC
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CAACACTGGTCCGGTTGGTGCAGAGCAACCGCATTCCGCC
CTTGGTGATCATTTACATTGGTCAGCTACCTCCGGATACA
AAAAGCACACATTGCCGCATCATCTCTTGGCTTCATGTCG
TGGACAATGGTCGCCTCTCAGATGAACCACTTCGAATCCC
CACTGACAATGACCAAGTTGCTTTCATCATGTATACGAGT
GGTACGACGGGGGACCCCAAAGGTGTCATTCACACACATG
GCTCACTGATCTCGGGTGTTACTGCTTGTGCCGACTACGT
GAATGAACTGATTGGTCCTTACGAAGAGGGTGAGTCGTAC
TGCGCTTACCTGCCTCTTGCCCACATATTTGAATTTGGTG
TCGTCAACATCTTTCTTGCTCGCGGTTCTTTTGTTGGGTT
TGGAAACCCCAGAACACTTCTCGACACGTACACTCGTCCA
CACGGTGATTACAGGGAGTACAAACCGGTTTTCACAATTG
GCGTGCCGCGAGTGTACGACACGATAAAGAAAACGGTCGA
GTCACAGCTGGCACCCCGAGGGACACTACAGCGCCGTATA
TTCGAACACGCCTTCCAAACGAGACTTCGAGCCCTCAAGA
AGGGTGAGGAGACCCCGTACTGGAACAGGTTAATTTTTTC
TCCATTTCGGTCCATGCTTGGAGGTAAGATGAAAACGATG
CTTTCCGCCGGAGGGCCCCTCAGCGCACCAACGCAAACAT
TTCTTCATGTTGTATTTGGCATCATGCCACAAGGTTGGGG
CCTCACGGAGACGGTGTGTGTTGGCACAAAGCAAGTCGCA
GGTGATATGGAACCGGCCGCTGCAGGCAAGCAAGAGCGCA
CATGTGAAATGCGACTACTGGACGTGGAAGGATACAAGCA
CACCGATGAGCCCGATCCTCGTGGGGAAATTCTTCTGCGT
GGTCCATTCCTCTTCAAAGGGTACTACAAGCAGGAAGAAC
TAACCAAGGAGGTGCTTGATGAAGATGGTTGGTTTCATAC
GGGTGACGTTGGCAGCATCGGCCCCAATGGAACCCTTCGC
ATCATTGGCCGCGTGAAGGCCTTGGCAAAGAATGTTCTTG
GAGAGTATGTTGCCATGGAAGCTTTGGAATCCATGTATGC
ACACAACTCGCTGAGCATGCCCAACGGTGTTTGTGTCCTC
GTGCATCCTGACAGACCGTACATTTGTGCGCTTGTTCTTA
CTGATGAAGCGAAGGTTGTTGCGTTCACGAGGGAGCATGG
ATTGAAAGGTAAATACCCTGAAGTTCTGCAGGACCCCGAG
TTTCAGAAGAAGGCTACAGCATCATTTCAGGAGACGGCTC
GTGCATCTGATCGACAGAAGTTTGAGATTGTACGTCACGT
ACGCCTACTGAGTGATGAGTGGACTCCTGAAAATGGTGTG
CTGACGGCCGCAGGCAAACTGAAGCGACGCGTCATCGATG
AGAAGTACACTGATACTATTGTGTCACTTTTCGTGGAGGA
GTGCTGA
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AF208112.3 AF208113 AF208114 AF208115 9313-11421 ACS3 Coding
ATGGGGGGATGTGTGATTTCCGTCATGGACTACATGAACA
ATCGCTCTGAGGTTGAGAATGAGCATGTGAAAAAATTTCG
TGCGCTTGGCAAGGTTGCTGTCCCTGTGCCCGGCAGCGAA
ACTTCTGATTGCTCTCCCATCTACCGTCTCGTAACTGACG
ACGGCAAAGATATTGAAGAGGTGCGGCGGGAGTGGTACGA
GGGTGAGTGCCTTCCGCAGCGCTTCGCAGCCCTTTGCAAG
CGTCAACCCAAGCAGCGTGCCCTTGCCTACCGCCCAGTGG
ATCGGGTAGAAAAGGCTGTAATTAAGGATCTGCACACGGG
AACAGAGAAGACAGTGAACGTAACACATTTCAAGGAGACG
AAATACCTTGACTACGGCACCTTCTGGGACTACATCGAGT
CGTTTGGGCGAGGTCTCGTGGAGTTGGGTATTTCACCAAA
CTCCCGAGTCGCCATATACGAGGAGACGCGGTGGGAGTGG
TTGGCAACAATTTACGGTATCTGGTCGCAGAATATGGTTG
CCACCACAGTGTACGCCAATCTTGGCGAAGATGCGCTCGC
GTATGCCCTCCGGGAAACAGGCTGCAAGGGGATCATTTGC
AATGCGAAGAATGTGAGTGTTGTTATTAAATTCATGAGTG
AAGGCATCACACCTTCCGCACCCATCATCTACAATGGGAG
CCTTCCTGCCTCTGTCGACCAGGAGGCCTGCCATCTCGTA
TCGTGGGAGGAAGTTGTGAAACTTGGTCGTGAGGCCCGTG
ACCGGCTTCCGTTGAACAACTCTGGAAGGGCAGATGACCT
TGCTCTCATCATGTATACGAGTGGTACGACGGGGGACCCC
AAAGGTGTCATTCACACACATGGCTCACTGATGTCGGGAG
TTCATGCACTTGACCACAGGCTGAACGAGGTAATGGGTTG
CCATGTTAAAGGGGAAACATACTGCGCTTACCTGCCTCTT
GCCCACATTTTGGAGTTAGGAGTCGTTAACATCTTCATTG
CCCGCGGTGCACTGATATGCTTTGGAAGCCCCTTTACACT
GACTGACCTCACTGCAAGGCCCCGTGGTGACCTAGCAGAG
TACAATCCATCACTTTTAATTGGCGTACCGCGCATATACG
ATACGCTGAAGAAGGCAATTCAGGCGAAACTGCCGGCTCC
TGGCACGTTCAAGCGTCGTGCTTTTGACCATGCCTTCCAG
AGCCGCTTGCGTGCCTTTAAGGATGGCAAAGATTCGCCGT
ACTGGGATGCGAAGGTGTTTGCAGCTACCCGTGCCGTTTT
GGGGAAGGGAATACGAATTGCTTTGTCCGGCGGAGGCCCT
CTGAGTACAGCCACACAAGATTTTGTTAATGTGGTTCTGG
CTCGCACGATTCAAGGTTGGGGCCTCACGGAGACGGTGTG
TGTCGGAGGTGTTCAGTTTACAGGCGATATTGAAACCGGT
GCTGTTGGACCCCCGCTGCTATCGGAGGAAGTGAAACTAC
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TGGACGTGGAAGGATACAAACACACCGATGAGCCCGATCC
TCGTCGGGAAATTCTTCTGCGTGCTCCATTCCTCTTCAAA
GGCTACTACAAGCAGCAAGAACTAACCAAGGAGGTCCTTC
ATGAAGATGGTTGGTTTCATACGGGTGACGTTGGCAGCAT
CGACCCCAATGGAACCCTTCGCATCATTGGCCGCGTGAAG
GCCTTGGCAAAGAATCGTTCTTGCGAGAGTATGTTGCCATCG
AAGCTTTGGAATCCATGTATGCACACAACTCGCTGACGCAT
GCCCAACGGTGTTTGTGTCCTCGTGCATCCTGACAGACCG
TACATTTGTGCGCTTGTTCTTACTGATGAAGCGAAGGTTG
TTGCGTTCACGAGGGAGCATGGATTGAAAGGTAAATACCC
TGAAGTTCTGCAGGACCCCGAGTTTCAGAAGAAGGCTACA
GCATCATTTCAGGAGACGGCTCGTGCATCTGATCGACAGA
AGTTTGACATTGTACCTCACGTACGCCTACTGACTGATGA
GTGGACTCCTGAAAATGGTGCGCTGACGGCTGTGGGAAAA
CTGAAGCGACGCGTCATCGATGAGAGGTACACTGATATCA
TAGCACCACTTTTCGTGGAGGAGTGCTGA
AF227501.1 394-1605 Rpt3 Coding
ATGACTTCACTTTTAGCCGCAAACAACAAATCGCCGCAGTTG
CAGGTGGTACCCCCGCGGCGACGTTGAGTTTGTATGAAGA
ACATGAGCGGCTGGTGCGAAGCATACAAAACCTTGAACTC
AAGACGATGATCTGCAAAACAGAAACGCACCATCTCCAAA
AGGAGGAGAGCGCAGCCAAACAGGAAGTGAAACGAATTCA
AGCTGTCCCATTGGTACTTGGCACTTTTGTGCGAGGCAGTA
GAGGCGGGTCGTGGTATTGTAGGTGGTAGTTCGAGCAGCA
ACTACTATGTACGCATTTTAAGCACCTTGGACAAGGAAAA
ACTGAAACCTGGCGCAAGTGTGGGGTTGCATAAGGGCAGC
AATTCTTGCGTCCAGATTCTTCCCAATGAAATAGACTCGG
CGGTCCACGTTCTCCGTAAAGAAGATAGGCCAAACGTGAC
GTACAGTCATGTGGGTGCGCTGCGACATGCAAAAACAAGAA
ATTCGGGAAGCGGTTGAGTTACCTCTTACACATGCCTCAC
TATACGACCAGATTGGAATCGACCCTCCACGTGGCGTTTT
GCTCTACGGCCCACCCGGCACCGGCAAAACAATGCTTGTG
AAACGCTGTTGCACATCACACGAATCGCGGCCTTCATTAGTG
TGGTGGGTTCGGAATTTGTGCAGAAGTACCTTGGCGAGGG
TCCGCGTAAGGTGCGTGATGTGTTTCGACTTGCACGAGAA
AATGCCCCGGCAATTATTTTTATAGACGAGGTTGACAGCA
TTGCAACCAAACGTTTTGATGCGCAAACCGGTGCTGATCG
TCAGGTTCAACCGGGTGTTAATTGAGCTGTTGGCCCAAATG
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GATGGTTTTGATCAGACAACTAACGTGAAAGTTATCATGG
CGACCAATCGCTGGGATACGCTGGACCCCGCAATCCTTCG
GCCTGGACGTCTTGATCGCAAGATCGAATTCCCCTACCCC
GATCGCCGTCAGAAACGGCTTGTCTTCCAGGTTTGTACAT
CTCGAATGAACCTTTCACCTGAGGTTGACTTGGAGGAATT
TGTCACGCGACCGGAACGGCTTACAGGTGCAGATATCCAG
TCCATTTGTCATGAGGCGGGTATGTTGGCGGTGCGGAAGA
ACAGATATGTTGTCCTACCAAAAGACATTGAAAGTGCCTA
TCGTACGGTCACTCGCAAGACGGGTGATGAACAATATGAT
TTTTATTCGTAG

AF234189.1 814-1374 RAB11B Coding
ATGACGAACGGAAACTCTGTGAAAGTTATCCTTCTTGGTG
ACAGTGCTGTGGGGAAGTCTAAGTTGGTAGAGCGGTTTTT
GATGCAACGATACGTGCCTGTGCAAATGTCCACATATGCA
TTGACGCTATTCCACTATGACTTCGTTACTGAAGATGATG
AGGCAATTGATGTTGACATTTGGGACACGGCGGGACAGGA
GCGTTTCTCCACTATGCATCCCGCGTATTACCACGAGGCT
CATGCATGCATTTTGGTTTTCGACGTCACCCGGAAGGCGA
CGTATAAGAATTTGGAGAAGTGGTTGGGTGAGTTACGAAA
CTACCGTGAGCACATTCCATGCATTGTAGCCTGTAATAAG
ATAGATACAGATCCATCCGTCGTGAACAAGGCGTTCGCGT
TCGTGGAGAAGCATAACCTTTCGCTGTTTTATGTATCGGC
AGCTGATGGAACCAATGTGGTGCAGCTCCTCGAGTCGGCC
ATTTCGGAGGCTGTAAAGTACAAGAAGAGCCCCAAAAAGG
ACGACCTCATGTCGCAGGTACTTGGCTTCATCAAAGAATA
A

AF246237.1 805-1086 ACBP Coding
ATGGTGGAGGAAACGCTTGATGAAAAGTTCCAACGGCTCT
CGAAGACGTTAGGGGTAAAGGCTACGCGACCAAGGATGTC
CATTCAGACTAAGTTAGATCTCTACGGCCTCTGGCATCAG
GCGACGGGTGGGTCAGTCAAGACTCCCAAACCGTCGCGCG
TGAATGTTGTGGCATCGGCCAAATGGAATGCACGCAAAAA
GTACGAAAAGTTGAGCAAAGATGAGGCAAAGAGGAAGTTT
GTAGAGCTTGCGGAAAAGGTAGTGCCCCCGTCGAACCTGT
AG

AF253418.1 1077-2090 PKA3 Coding
ATGAAGTCGGATGGGTGCTTGACAAGGAAGGACGTGTCCA
GCTGGAAGCTGCAAGACCTGGAGATCCGAGAGACAATAGG
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TACCGGTACTTTTGGGCGCGTCCGCCTATGTAGACACAGG
GCTTCTGGACAATACGTTGTTTTGAAGATTCTTAAAAAGC
AGGAAATTTTGCGTATGAAACAGGTAGACCATATACTGGC
CGAGTCGAGTATTCTACAGGAGTTGAGCCATCCATTTATT
GTGACAATGTATAAAGGTTTTATGGATGATGACCGATTGT
ACCTCCTCCTCGAGTATGTGGTGGGTGGCGAGCTGTTCTC
CCACCTCCGGAAGGCGGGAAAATTCCCTAATGATGTAGCC
AAGTTCTACTCCGCAGAAGTGGTTTTGGCGTTTGAATATA
TTCATGAGTGCGGCATCGTATACCGTGACTTGAAGCCAGA
AAATGTGCTTTTGGACAAGCAGGGAAACATTAAGATTACG
GACTTTGGGTTCGCGAAACGCGTTAGGGACAGAACGTACA
CGCTATGTGGGACTCCAGAGTATCTTGCGCCGGAGATAAT
CCAAAGTAAAGGTCACGATCGGGCTGTGGATTGGTGGACA
CTCGGAATTCTTCTCTATGAGATGCTTGTCGGTTATCCTC
CTTTTTTCGACGAGAGTCCTTTTAGAACATACGAAAAAAT
TTTAGAGGGGAAACTTCAGTTTCCAAAGTGGGTGGAGATG
CGGGCGAAGGACCTCATAAAGAGTTTTCTAACAATTGAAC
CAACGAAACGCCTTGGGTCAGTAAAACGTGGTGTGCAGGA
CGTTAAGCGACACAAGTTCTACAGTGGGGTTAATTGGAAC
GTTCTCCTACAGAGAGGTGTCGCCGCTCCCATTCACGTGC
GTCTAAACAACGATGGTGACACTAGGTACTTCGATCGTTA
TCCAGAAAGTCCTCGCCATCCACTTCAACCTTTGACTGAG
GCACAGCAGGAGTTATTCTCGGGGTTTTGCGATGGTGAAT
ACACGAGGWTCTGA

AF253418.2 4192-6054 PDE1 Coding
ATGTTGGAAGCGCTCCGAAAGTGCCCGACCATGTTTGCCG
TTACATCTGATGGGTCCTCTACTATGGCCAAGATGGATAA
CTCGGCTCGGCAGCTTGCGCTTTTCGTGGCGACCACTAAT
GGTGAGTTTTATCAAAGCAATTTTGGTGAAGAGGCTCTAG
AGACGATCAAATATCAGCTCGGGAAAGATGCTGGGTGGGG
ACTGTTCTTTGACGTACTTCGGAATGCGTTCAATGGCAAT
TGCGTTAGCATTCTAGCAAGATCGGAGGATACTGCGCACA
TTCTTTGTGGCAAAGAGGACTGTAGCGAGAAGAGTGCGCT
CTGCTTTCCCATTCAAAAAACTGAAGAAGATACCTCGGCG
ACGATTCTCAAATGTTTGGTTGACGCGAATGCCGTTTACG
CAAACCCTAAGGAGGAGAAAAACAAAGTTCAAAAGATAAT
GGAGGAGCTGGAAAAGGCAAAGTTGCAGGTGAGAATGCTG
GAAGAGGAAGTGCGCGTGCTGTGTGAGAACAATATTTGGC
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GTAGAAAGCAGGACACCAAGAATACTCTTAAGATTGGAAA
ATTAAGAGACAATATTTCCCGTTTATCAAATCAAATTAAC
CCAAAAGCAAAGGAAGTGTCGGAGACAAGTGTCGGAGAAA
CCTCGGGTCCACATGCCGAAGACTCGTATATACCGGGAAG
GAAACTTCTCCGCCTGGTATTCGAGAAGAAAGAGTGCAAG
GAATACGATGTGGAACTTCTACGGCTAATCAAGAGTAGGT
GGCCAAAAACTGAAGGATCGAAGGCTTGCAATGCTTCAAA
CTGCTTGATTGATCCCTACACTGAGTCAGAACTACCTGAA
CGTCTTAGTCGAATGAGCAAAAAACACAAAATGGTTTGGG
GGACATTAAACGGGTTGGACGATTGGGACTACAACGTGTT
TGAGCTTCAGGCAGCTATTGATGGGGACGATATCAATTGC
AAGAATGATCAATCTGGCTGCGGCGCACTATTTATAACAA
TGTACGCCCTCGTAGTCAAGTATGGTTTTCTTCGTAAATT
TGAAATCAACGAGCGAATTTTTTTAAACTGGCTCAGTGCC
GTCGAAGGTGGATACCATGCTAATCCGTATCATAACTCGA
TGCACGCGGCAGACGTGCTTCATATCACACACTATCTGTT
AAGCAAAGGCGGTCTGGCGGAGCTATGCAAGTTGAACGAC
AGGCAAGTGCTTGCAGCCCTTTTTGCGGCGGCTATTCACG
ATTACAATCACCCCGGCATTAACAACAACTTTAGTATACT
GACGCAAACGTACAACGCCACGCTTTACAATGATCGTAGT
GTGCTGGAAAATATGCACGTTGCTAGCGTATTTGAGTTAA
TGAGAAATCCGGCGCTAAATATTTTGGCGTGCTTTTCTGA
GGAACACTGGCGAGATTTCCGAAATACCGTTATCGACATG
GTATTGGCCACTGACATGTCTTTGCACGAGAAGTACATGA
CGCAATTTAAGCGTCGTTTAAGCGAGAAGCGACCTTTTAC
GGAGGATTGTGATCAGAACCTCGCATTGGCGATGGCACTA
AAGCTGGCTGATATTTCGAATTGTTGTCGTCCACTTCCGT
TATACCTTAAATGGAGCGAGAGGGTGTCCGACGAGTTCTA
CACGCAAGGTGACCGGGAGCGATCCCTGGGTATGTCATGT
AGTCCGTTCATGGACCGCCAAACCCCTATGATTGCTGAGG
GACAGACGTCGTTCATAAACTATATCTTCATTCCCTTCCT
CGAAGTGATGGCCGAGTTTCTACCCAGTATGGGATTTACA
TTGGGTTTAGCGGCAGTTTGCAAATCCCACCGCCTGGTGG
GTAACACTGGACAGGGAACCTAG

AF263280.1 1770-3227 PDE2A Coding
ATGTATGTGCACGACGTACGCATGTTCGCTGATTATTGTT
ACTGCTTTTTCTGCTTACTGAATGACGTGCCTTATTCTAT
CTGCTGTTATCTGGCGTTTGCTCGTGGTTTACAGGACGAT
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CCGCGCTTCAACCGTGAGGTTGACAAACAACTTGGATACC
GCACGCAGGCCATATTGTGCGAGCCCATCATACTAAATGG
TGAGATCCTTGCTGTCGTGCAGCTCGTGAACAAGCTTGAT
TCATCTGGAGAAGTGACTGTGTTTACGGAGGATGATCGTG
ACACCTTCCGTGTGTTTTCCTTATTTGCAGGTATATCCAT
CAACAACTCTCACCTGCTTGAGTTCGCTGTGAAGGCTGGT
CGTGAGGTGATGGAATTAAATGAACACCGAGCAACATTGT
TTAATAAGAACGTTCCCTCACGTGGAGTTAAACGAGTCAC
TGCCATCACAAATAGAGAAAGGGAGGCTGTTCTACGTATT
GAGTTCCCCAACGTGGATGTTACGGATATTGACTTCGACT
TGTTCCAGGCACGTGAAAGCACAGATAAACCGTTGGATGT
CGCTGCTGCTATTGCATACAGACTACTGCTTGGAAGCGGC
CTTCCACAAAAGTTTGGTTGCTCCGACGAGGTGCTTCTTA
ACTTCATTCTGCAATGCCGTAAGAAATACCGTAATGTCCC
TTATCACAACTTTTACCATGTTGTGGATGTATGCCAAACC
ATTTACACATTCTTGTACAGGGGAAATGTGTACGAGAAGC
TAACCGAGCTTGAGTGCTTTGTGCTGCTTATCACCGCACT
GGTGCATGATCTTGATCATATGGGATTGAACAACAGTTTC
TACCTGAAAACAGAATCTCCACTTGGTATTCTTTCCAGTG
CAAGTGGTAACAAGTCTGTTCTTGAGGTGCATCACTGCAA
CCTTGCTGTTGAGATCCTCTCTGATCCGGAATCTGATGTG
TTTGGTGGTCTGGAGGGTGCAGAGCGTACTCTTGCGTTCC
GATCGATGATTGATTGTGTACTTGCGACAGATATGGCGAG
ACATAGTGAATTTCTTGAGAAGTACCTAGAAATTATGAAA
ACATCTTACAACGTTGATGATTCCGATCATCGGCAAATGA
CAATGGATGTGCTTATGAAAGCTGGAGATATCTCTAACGT
AACGAAACCGTTCGACGTTTCCCGTCAGTGGGCAATGGCT
GTGACGGAGGAGTTCTACCGTCAAGGAGACATGGAGAAGG
AGAGGGGTGTGGAAGTATTGCCCATGTTTGACCGATCTAA
GAATATGGAGCTTGCAAAAGGTCAAATTGGATTCATTGAC
TTTGTCGCAGCCCCATTTTTCCAGAAGATAGTTGATGCCT
GCCTGCAAGGGATGCAATGGACAGTCGACCGTACAAAGTC
GAACCGCGCACAGTGGGAGCGAGTTCTGGAAGCAAGGAGT
ACAGGGGCTTCGTCTTAG

AF263280.2 4693-5073 NHP2 Coding
ATGACGGCTGAAATCAGCGAAAAGGCTTTCCCTCTTGCTG
GCGATCGCCTCACGCAGACCATCCTGGACATAGTACAGGA
AGCCAGTAATGCAAAGATGATTAAGAAGGGAGCCAATGAG
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GCCACGAAGGCGCTCAACCGTGGTATTGCGGACCTGATCG
TGCTTGCGGGCGATACGAACCCCATCGAGATCCTTCTTCA
CCTCCCGCTTCTATGCGAAGACAAAAATGTGCCGTACGTG
TTTGTTCCCTCAAAGACGGCATTAGGGCGCGCGGCGCAAG
TGTCACGGAATGCGGTGGCTCTAGCGATCCTCCAGATGGA
GAACAGCCCCATTTCGGCTAAGATACAGGCGGTTAAATTG
GAGATTGAACGGCTCCTGTAG
AF290945.1 349-1005 Trypanosoma brucei 20S proteasome beta 7 subunit
mRNA, complete Coding
ATGGCATCTGGAGGATCTGTTATTGGTCTGAAATATAACG
GTGGTGTCCTGTTGGCTAGCGACACACTTTTATCGTATGG
ATCCCTTGCGAAATGGCCAAATATCCCGCGTATTAAAATC
ATAGGCCCCCATACCGCCGTGTGTGCTACTGGCGACTACG
CTGACTTTCAAGATATGACTGAACAACTTGAGAGTCATGT
GGAGCGACAGCGGAGATACATCAATGATGTGCTTAGGCCT
GATGAAATATTTTGTTATCTCCACCGGCATATTTACCATA
AACGCTCCAATTTTGAGCCATGCCTTTGCAGTTTTGTTGT
CTGTGGTTGTCAAGGAGGAGTTCCATTTCTTGGTGGAATT
GACAGTGTGGGGACGCAATGGAGGGATGACTGCGTGGCTA
CGGGATATGGAGCATATATTGCAATTCCACTACTACGGAA
GGCGCTTGAAAAACCTGGTGGACTCTCACGTGAGGAGGCG
GTGGAGGTTATCAAAAACTGTCTTCGTGTTCTTTTCTACC
GGGAGTGCCGCGCCATCAACAAGTTTCAAATTGCAGATGC
GACAAATGACGCTGTGGAGATTGGCAAGCCGTTTGAAGTA
GAAACAAATTGGGAGTACGAGGGGTTCTGCTTTGAGAAAA
CAGCCATTATTCGATGA

AF301417.1 178-1464 PAG2 Coding
ATGGTCTCTTTGATTATCCTTTTTCGCTTGACCTTTGCCA
TCGCGAATAGGGTTCGCACGCTCATGAAGGTATTAGTGAT
TGTGTCCTTTTTTGTACTTACTGGTAGCGCCTCCGCGGAC
AGTGGCGCACTGAGTTTGAGTGGAGCTGCGGAGGCGCTCT
GTAATGCGTCGAAGAGGCTGAAATCGGTGTATGCCTTCGT
CCAAGCGAAAACTAAGTATGCAACCGAGAAGGTGAGGGAG
TTTGAGGATATGGTGGAGTTGGTGAGGTTAAAGATTGTGA
GGGTTAGGGGAAATGAAGGGGGAAATGGCAATTGGACCTC
GTGCACGGGGATCGCGAAGTTTTTGAAACGTGTGGGGAGT
AAAGTGAATAGGGTGAAGAGGAGAGAATTGAAGAGGTTGA
GATATCTTGGATACTCAGCGGTAGGGGCAGCAGGGATAGC

38



GGCGGGGAGGTTGGATGAGTTCGTTAGTGTTTTCCAGCAA
CCGAATAACAGAAACGGGGTTGAATTTTTTTCTTGCGCTG
CGGGTGCACGAGGTGAAGCAGCAACTAAGGCGGAGCTTCA
CGATTGTTTTCAAGGGGGGAAAACGGCTGTAGATGCTGCA
GAATTCCTCTCTGTAGAGGATGTTGAAGAGAAAAAGGGTT
CACAAGCGGAGGGCAGAGCAAACCTGGAGGAAGCAATTAG
AAGGCACCTAAAGCTGAGCAATAACGACCCAAGATACACG
GGAGGGGAGTCACAGGGGTGTCAGCTGGTGCGCGGAAGTT
CGGGGGGAGGATACCTGGGAAACGCGAGCCTCACGACTAA
CTTGCTTTGGGGCGATGGAATCTTTGGAGTAAAGAAAGAT
GGAGTTGGCGAAACCGCATACATAGGAGATACGAGGAATG
AGACATATAGTTACGATATGATGTGGGAGGAAAATCCAAC
AACAAACGTCCCCACACTGAGGGCAGCAATGGATGCTTAC
CGGGCGTTTGAAGAGCAGGTAAGTGAGTACGGCGACATAT
ATAGGAGTCTCACGGAGGAGTGGACAGAAAAAACTATTGG
GAGGAGGGCGGATGCCATGAAAATACTAAATGGACTAGGA
AGTCTTCCAATTGAAAACGTTTCCGCGCTGAATAGCCGTA
CTAAACAGGATTGGCTCTCGGCAAGTCAGGTAAAGGATGC
CGACAAAGATCTTCTGATGACGGAGATTGGGTTGTGTGGA
GGGTTGGGGAGGAGGAGCTTCTTCCGAAGAATGTTCAGAA
AGGCGTGGAGGAAGATATTTGGCGGAAATTGGGGAAAGGA
CGACTAA

AF301417.2 1710-2702 PAG4 Coding
ATGCTGAAGAGTGGCGTGTACAGACATGTTTTGACTAAGA
CGGAGGCGGTCGAAAAGATGATGGAAAAGGTGAGTCACAT
GGGGAATTATGCGAAACTGAAGGTATTGAGAAGTAATTCG
AGTGGCTTCGAGTGTACCAAGGCGAAGGTGTTTATAACAT
ATACCCTTGAAGGGAAGAAAGCGATGATAAGGAAACTCGT
GAAGAAACTGTGGGACGTCGGGACAAAACTTGTGGCAGCC
GCGTCACTAGCAGCGGGGAGACTGGATGAAATGTTAAGTG
TTTTCGTGGGGCCTATTGGGGGAAACGATAACAATAGCTA
TTGTGCCAAAGATCGCCAAAACTTCACGGGGTGCTTTGGG
ACGGCAAGTTTCGACGGCACTGGGGCTAGTGAAGACGGCG
GTTTTGATGGTGATGGAAAGGAATTTGCAACCATGTTGGA
TGAAGCACTGCAGCTTAACAACACCGATCCACTGGAAAGC
AGTGGTGCGAACTGCCACCTGACGAAGGGAGGAAATGGTG
GGGGCTATCTTGTGCACATGGATTCCCGTAATAAAGGCTA
CAAAATCGAGCCAACAAAACACATTACCTGGGGTGACGGG
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ATGCTCGGCATTAAGAAGGGCGGGGAAGCCAGCTCTGGAG
CAAAGGGCACAGTTCGTGGAAGTTCTTACAGTTCAGATGT
CGTATGGGAGGAACACCCGACCAAGACAGTGCCGACCCTG
ACATCGACCGCGAAACTTTTTGGAGAGTTTCAGAAGATCA
ACAAGGAGGTGCTGGCAGTGGTTGAGGATGCACTGGAAAG
CTTGCAGGAAAAGAATATGACGACAAGCAAGGACACGAGC
GGTAGCGGGAAACGGCTTCTTGACTACATGATCAGAAGGT
GTGGGAATTTCACACACAAGCGACAAAAGAATTTTTTTGG
GGACTCGGCGGTGCATTCGCATGGTGATTGGAGGGTTCGG
TTGGTAATTTCGCTTGTCGCTGCGATGGTTTAA
AF319546.1 370-2832 Trypanosoma brucei C-terminal kinesin KIFC1 gene,
complete cds. TBKIFC1 Coding
ATGTCTGCGGAACAACCCGAGCAGCAAATAAGTGGACTTC
TGGAGCAGCTGTACCACAGTTCCAACGTGTCCGCAGAGCG
TGAAACCATTATGAACCTGTCGAACGTCGTCAGGCAAGGA
GGCGCAGAGTTTCTGCTTGACGTCGTCAAAACCAATTTGA
AGAGTGGAGTGCCCGAAAAGCAGGAGGCAAGTATGACCAT
TCTGGACGAGGTGACTCTCAACTGTGGTCCGTCGTTTGCT
GTCATGCTTTCCTCGCAAAAGTGGATGGATCGCCTTATCA
AGTTGGCTAAGGCAGGGCCGCCACAAGTAACTACCAAGAT
AATTTCTACTGTCATTGGGTGGCAAAAGCGGTACCACACT
GTTTCCTTTGCCCAGTGCATCAAGAAGCTGTCTCAGAGCA
AAACTACGGGTGAGGCGTGCAAGCAGGCACTGCGTCAGGC
AGGGGATGATGGTACCGGGTCCTCACTGGGTTACGACGCG
AGCTCTCCTGCTTCTCTGCGTTCGACAGGAGTAACCGACA
GCCGGAAAAGTAAGAAGTGCGATGCCGTGTTGGCCGAGCT
TCAGAGTGACCTTGTTTCTCTGGAGTACTCCCTTGAGAAC
CCCAAGTTTGTCCAGGATGATGCCATTGCAAGGGAGTGCA
AGAATCACAAGATGAAGTGCATGCAAATGTTGGAATCAGG
AAGCTATGAAAGCATTGCATCTGATCTTATGCAGTTGATT
GAGCGCTTTTCCCGCGCTCTCGAGCTCTACGAATGCATGA
CAGGCGTTGATTTGGGTGAGGGTGAAGCGGCAAGGTCGCG
GGCTCTGACGAGGGGTAAGGATAATGGCGGTGACAGTGAT
GACGAGTACTCGAAACAACTCCGTGCTCGCGTTGCGCCTA
AAAATGCCCAACAAGTTATGCTTCAGGCTCAGGAAGCTAC
ACAGCAGCTCGTGGAGAAGGAGCGTCATGAAACGATGCAG
CTGCGTACTCAGCTTGAGGAAATGCGCCGTAAGTACGAAG
ACATGCATAACAAATACAAGGATGCTAAGGCAAGAAATAA
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AGAAGCGGTGGGTGCCTTGCAGGAGTATGCTAAACGCATA
GAGGTGCTCGAGAAAAGCGGGGGCGGCGCCGCAGCCGCCG
CTGCCGCACTGCCACCACCACCGCCTATTTCTGAAGAGAA
AGACAAAGGAAAAGATAAATCGGGACCTGCCCTTAATGTG
GGGCCGATAGCAACGGCCATGAGGGACACTGTGCAGGTTT
TACGGCAGTCGCTGCGTGAGGTGCGGGAGCAGTACGTAAG
CGATATCCAAAAGGAAAGCGCATATTACTCCTCTCAGCTC
ACTAGTGCTATTGCTTCGATTGCCGCTGCTGCCGAAAAGG
ATCGCGGTTCTAACAGCCAACTGTTGGTTCGCACCCAGGA
GTTGTATAAGAGGGAAATGAAGCTGCGTAAGCAGTACTAC
AACCAGATTCAGGAGTTGAAAGGCAACATTCGTGTGTATT
GCCGTGTTCGTCCCCTGCTACCAAGGGAAGTTGCTGCTGG
CCATACGAATATTATGGACTTCCCCTCTGCCGACGAGATC
AGGGTCAACGACCCCGCTGGCCGGCAGAAGGTTTACGAGT
TTGATGAAGTGTACCCGCCGCATGCACCGCAGGCCCGTGT
CTTTGAAGACACGTCGCCTCTCATTGACAGCGTTGTGGAT
GGCTACAATGTTTGCATCTTTGCCTACGGCCAAACGGGAA
GTGGCAAGACCCATACAATGGGTGGGTACGGGGAAGACAG
AGGTATCAACACCCGTGCCTTGCAGCGACTGTTTGAGATC
ATTGACGAACGTAAGGACACTGATGAATCTACCGTTACCG
TCTCTGTGCTTGAAATCTATTGCGAGATGATCCGAGACCT
GCTGGTTCCGAAGGAGAAGTCCAAGTCCACGACTTATGAG
GTGAAGCAGGGTGGCCAGTTCGGTACCTATGTGACAAACC
TTTCCGAAGTTCCCGTTCAGTGCGCTGACGAAATTACAAA
GATTATGGAGAACGCAAACAAAAACCGCAGTGAGGGCCAG
ACGAATATGAATGAACACTCTTCCCGATCCCATATGGTTT
TGTATATCACTGTCCGAACAACGAACAAGGAAACCAATAT
GCAGTGCTTTGGTAAGCTCTCGCTTATTGACTTGGCGGGA
AGTGAGCGTCTCGACAAGACAGGTGCAGAGGGACAGATGT
TGAAGGAGGCTGTGGCTATCAACAAGTCGCTATCGTCGCT
GGGAGATGTCATCTCCGGGCTGGCGCAGAACAGCAAGCAC
ATCCCATTCCGTAACTCCGTGCTGACGTACTTGCTGCAAG
ACTCCATGGGTGGACAGGCAAAAGTTTTGATGTTTGTCTG
CGTCAACCCTGCAAGTTACAACGCCAGTGAAAGTAACAGT
TCGCTTCAATTTGCCTCTCGCGCTCGTGGCGTATCTCTTG
GCCAGATCAAGAAGAATCCATAA

AF326975.2 1838-3337 RSU Coding
ATGTCTGAAAAGGGAACATCGTTAAACCTATTCCTCGCCG
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CCTGCCAAAAGGAGGGTGTGAAGCAACCCAACACATTTCT
TGTCGAGTTCTTTACGAAAAAACCTGAACTGTCGGAAGTG
GAGGAAATAGACTTGAGCAAGAACTACATTGGGAACCGTG
GTATTCTTGCCTTACTCGATGTAATTAGCGAGCTGCCATG
CTTTCGCTTCCTCAACTGCTCAAACCAAAAACTGTATAAC
ACGGACTTGAATGAGGATAGCGTTAGAGGTAACGCCACAA
TAGATCGCATCGTCGACGTTTTCAAATCACATCCAACAGC
CAACGCATTAGATCTCAGCCACAATCCTATTTCAAACTAT
GCTGGCCGTAGATTATTGTTGCTTACCCAAAATAACAAGC
GCATCTGCCGTGTGGAATTGGTGGACACTCGCATTGACTT
TGAACTCCGCTCTCGCATTACGCAACAATGTGAAAAGAAT
ACCATCGCTATTTGGGAGTCACAAGCACAAGAAAAGGAGG
AGGAACGCGCCTTTGGTGAAAGTGTCACGTGGGTCCCAAC
ACAAACGTCTGCGGACTTGACGGCAATCGGTGGCGGCCGG
AAGCGACGTACTACAGTGCGAGGTGAGGGAATTGATCCTG
AGAGGGCTAAATCATATGTTGCACCATATTTCGAGAAGAG
TGAAGACGAAACGGCACTCATCTTGAAGTTGTTGACGTAT
AACGTGCTCTTCTCCTTTCTGGACTCACGCGATCTTATGA
CTGTGGCAGGTGCCATGTGGCGTGTGGAGTTCAAGCAGGA
TGATTGCATTATGGAGGCGGGGCAGACAACATGTGACAAA
CTGTATATAATTCAAGATGGTAAAGCAGATATCATTAAAG
AAGGACAGAAGGTGTATCTCAAGGTAGAAGGTACGGCGGT
AGGAGAGCTTGAACTTATGTATCAGACACCAACTGTTGCC
ACGGTGAAGGTTTGCACACCGGAGCTCATCGCATGGGCAC
TCGATCGCGACACGTATCGTCACCTCGTGATGGGTAGTGC
CATCCGCCGCCGTGAGACATATATTCAATTCCTAACAAAT
ATTCCGTTCCTCAGTGGCCTTGACAATTATGAGAAGCTGC
AACTTGCGGATGCCCTCAGCAGCGACGAGTTTGAACCGGG
TGATTACATCATTCGCTACGGAGAGGAGGGCGAATGGCTG
TACATCATTTTGGAAGGTTCTGTTAATGTGGTTGGGCGGG
ATGACGATGGAAATGAAAAGCATGTTTGGGAATTCGGGAA
GGGGGACCATGTGGGTGAGCTGGAATTCCTTAACAATCAC
GCCAATGTAGCAGATGTTGTGGCAAAAACGCATGTTGTCA
CGGCGAAGCTTAACCGTAGGCACTTTGAAATGTGCCTTGG
ACCTGTCATTGATGTACTGAAACGAACCTCGCAGCAGCCA
AACTATGAGTACTACCAGTCGAAACTGAAAACTACTTTAA
GGGCAGAGGGGAGGAAGTAG
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AF355600.1 1-420 Trypanosoma brucei rhodesiense zinc finger protein 2
gene, complete Coding
ATGGCCTTCAACCAACGCTTTGACCGTGGGGCTCAGCCCT
CTTATGCAGCCGTGCAACTTCCCCCCGGGTGGCAAATGGC
TTATTCGGTAGAGGGCGAAGTTTATTACATTGACCACAAC
ACCCGCACAACACATTGGAAAATTCCTCAAGAGGTGCTTA
ATGAGATGTACCATCAGGGTCAAACTTACCGCCCTTCACG
CAGCCGCCGCGGCATCGACCGCTCCAAAATGAAGACGAAG
ATGTGCATGAACATTCAAAACGGCGGTAAATGTACGTGGG
GTAACGCGTGTGCCTTTGCTCACAGTTCGGAGGAACTTGC
GGCAGTACCCCACAATGGCGGTGGCCAGCGCATGAGGATG
GATCCTGGTGCACATCAAGGCAATGATAATGGGTTAGATA
ATAACCATCTGCAGCAGTAG
AF404111.1 316-3051 Rpnl Coding
ATGTCGGACAACAGAAAAGCAGTGGACGTTACCGTTCTGT
CAGAGGATCCTAAGAAGAAAGAAAATGAGAAGAAAGCACG
TGAGGCTGAGTCGCTCAAAATGAGTGAAGAGGATGAACGC
ATAAAAGGCCAAGTTGAACTTCTTGTTACGCGCGTGGGCG
ACAGCAACACTGAGTTGGCAGCGGTTGCGGTTGATCAACT
GATTGATTTGCTGCGGACGCACACAAGCGGCAGCGTGGCA
TCGGTTCCAAAACCACTCAAGTATGTCCGCTCCATGTACG
GGCAATTGGAGAGGGTTCAGAAAGAGACTACTAACCCTAA
GCTCGCTGTTCGCCTCCACGACGTACTTTCTTTCGTGGCT
ATGACTATTGAGTTCCCTGATGGCCAGCGTCCGGCTCTAG
AGCACAAATTGCTAGGTACTCAAGATGATCTCGCCCATTG
GGGTCACGAGTATCTCCGCTTCCTCGCCGGGTGCATTAGT
ACAGAATGGAAGGAACGTGTTAGCAAGGGAGAAAGTGTCG
TCCACTTGGATGGCTTTGTTCAACAAATTGTGAGCTATAT
GGTGAAACACCAGGATGAACCTACAGCCGTCGACCTCCTT
ATGGAAGTGGAGAACATCAAAGCAATCATTCCATTTATTG
ATGGTCACAACCACAGGCGTATTGCATCTTACTTGGCTGC
TGCGAGTAAGTATTTAACTCGTCCAATGGACACTGAGGCT
CTCCGTGTGGTGTATGATATTTATGTAAAAATGGAATCGT
ACACGGAGGCTCTCTTTGTAGCCTTGCAGTTAGGTGATCG
TGCTGCCGTGGAGAACCTCTTCAAAATGTGCGAGAAGTCT
TCTGTAAGCTTGCAGATGGCGCTGAGTTGTGCGCGCTATA
GGTTTTTCCTTCCAAACGACAATGAGGAACAAGGAATTCT
CTCTAGTGCTAACGGTAATATGAAACTTTCAGAGCTGTAT
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CGTCACGTCGCAACGGAGCTTGATGCTATGACTCCGCTGA
CACCCGAGGATATATTTAAGACAGGTCTTGACGGGAAGCA
GTCCAGCAGTGCCTCTGACAGCTCCTTCAAACTTGCATGT
TCCTTCGCTAGTGGTCTCGTAAACTGTGGATATGGTAAGG
ATATGTATTTGACAGGTGAGGAAGCCACGTGGCCCAGTGA
GCAAACTGATAACCGCCTCTTCGCAACAACATCCATGTTG
GGACTTATTCATCTATGGGATCACGCGGACGGTCTACTGG
AAATTGAAAAATACCTCCACTCAGATGCTGTCAATATCAG
AGCTGGTGCTTGCCTGGCCACTGGTATTTCCCTATGCGGG
GTGAGCCATCCCTACGACCCTGCTCTTGGACTCCTCAACG
ATTTTGTGTGTGCCCCGCATAAAGAGGTCAGGATTGGTGC
TATTCTTGGCTTAGGTTACGCTTATGCAGGGTCGATGCGG
GAGGAAATAAGGGAATTGTTGGTACCAATCCTTATCGATG
GCGAACAAACAATGGAGGTTCAGTGTTTGACAGCGCTTGC
ACTTTCAATGGTTTTCGTCGGCTCCACAGACGAGGGGATG
GTCGAGACGATAACGCATATTCTTTTGGAGATGCCAGAAA
AGGACCTAAAGGAATCCGCCACCTGCTACATTATCCTTGC
ACTGGGCTGCCTGTTTCTTGGACGGCAAGAAGCTGCTGAT
ACTCTTCTGGACACTTTGCAAACATCTTCACCTATTATAA
GACGTTATGCAGAGATCGTAGTGCGTAGCTGCGCCTACGC
GGCAACAGGGAACGTGGTTGTCATCCAGAACTTCTTTCAC
GCAATCGCCGAGAACGATGAGCCTGAAGATACTGAGGTTC
CTGCGGCCGAGGGCGACGGAAATGGTCAACAGCAGAAAAA
AAACCGACAGCAGCAGTCCACAGAGAATGCAGCGCATTTA
AACTATAAGGCCGCTGCAGTACTTGGTATTGCATTGGTTG
CCCTTGGAGAGGATATTGGAACAGAGATGGCCAAGCGTTC
TATCATTCATACACTTCTCGTCGACACGGTGAGCAAAGGT
GAGGCAAATATATCGGGCAGGCATGCCATACCCCTGGCGT
ACGCATTGCTTTCAGCATCCAACCCCGGTATGCAGGTCGT
AGAGACACTCAACCGCCTTTTACACGACAGCGACATGCTC
ACTGCAATAAATGCTATTGTGGCCATGGGTATAGTGGCTG
CAGGAAGTAACAACGCCAGGGTTGTGAGCAAACTACGGAA
CCTCGCTTTATATTACCAGAAAGATCGCTTCGCTTCTTAT
CTTTTCTCGGTGAGACTTGCGCAGGGGTTTACAATGATGG
GTAGGGGCCATTTAACCCTTTCCCCATTGTTGAATGACCG
TTCACTGGTTTCCCCCACGGCACTCATGGGGTTGCTTGTA
TTTTTACACAGCGCTCTGAACTTCGAGGAAATCATCCTCG
GTAAGTACAGCTATATGGTCTCCAGTATTGCTCCCAGCAT
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TAACCCGCGCATGGTGCTTGCAGTTGATGATCAGATGGAA
GTTGTTAAAGATGGCGTGCAGGTGCGCGTGGGATTGCCTG
TTGATACCGTCGCTGTTGCTGGGAAACCGAAATCCATCAC
AGGTTTCCAGACTCAAACCACACCAACGCTTATTAGCGTC
ACAGACAAGGTAGAGGTTGCCTCTCAGAAGTACAGGCCGG
TTGCCAGCGTTGTGGAGGGTACATTTGTTGTGGAAGAGAA
ACCAAATGTGGAGTAG

AF421892.1 1413-2579 HDO1 Coding
ATGAATGAGGATGGTGATTGTCGGCGCGTCGCTCTCATTG
ACACATCTTGCTATTCCGCTGATTGTACGCTCTCAGCGTT
GGTTCCTCAGCATGCAATGAAACCGTATAGACTTTTGGTG
ACAATGGAACTAATTGCATCACTGGGGTTAAAGCGGTTTT
GTCGGACGGTTGTCCCGCCACCAATTGGTATTAAAGAGCT
GCTTACCTACCATGCTGAAGATTATGTACTGAATCTGGGA
CTTCATAGTAACCGCAGCTGGTTGTGGAATACAGAGGTAT
CGAAGGTTACCTTTTCCGGAGATTGTCCACCTGTTGAGGG
AATTGTTGAATATTCTCTCTCAACAGTTAGTGGCTCCCTC
ATGGCCGCTGTTTTGCTGAATAGTGGTGCTGTCGATACAG
CGATTCATTGGGGTGGTGGTATGCATCATGCAAAATGCGG
TGAGTGTTCTGGATTCTGTTACGTGAATGATATTGTTATC
GCCATTATTGAGCTACTGAAATGCCATGATAGAGTTTTAT
ATGTTGATCTTGATATGCATCACGGAGACGGAGTCGACGA
AGCGTTTTGCCGTAGCAGAAGAGTCTTTACTCTTTCCCTT
CACAAGTTTGGCGAGTCCTTTTTTCCGGGTACAGGCCATC
CACGGGATGTAGGCATTGGGAACGGGCGCCACTACACTAT
GAACTTAGCCTTGTGGGATGGTGTGGATGACTTCTACTAC
ACCACAGTTTTTGAGCGTGCGCTCAGATCCATTGTAAGAC
GGTTCAATCCAAATGTAGTTGTCTTGCAGTGTGGAGCCGA
TTCGCTCGCAGGAGATCGTTTGGGACATTTTAATCTCTCG
TCATGGGGTCATGGAAAGTGTGTTGAAGAGGTAAAGAAAT
TAGGGCTACCAATGCTTGTGGTTGGTGGTGGTGGTTACAC
CCTGCGGAACGTTGCCAAGCTGTGGGCATACGAAACTAGC
ATACTCTGTGGGAAAAGGCTCCCCTTGAACACTGTCATTC
CTCTACATCGAATGCCTCTTAGTGGATGGCTCTTCGAAGA
ATCGCCACAACTTTTAGTTTCACAGGATGAAGAAAACAAA
CCTCTTCCTGGTGTTAACGTTCAACGATCCTTCCGCGTGA
TTATTGAGCAAATAGACAAGCACTGTCCAAATATAATGAC
TGTTTGA
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AF421894.1 584-2344 HDO4 Coding
ATGTCTGTGAGGGAACGGAATAAAAATCCCTGGGCTCATG
GGCGCCAGCTGGATCTTGACGGTGACGTGACTGTTAGGTG
CCAAGCGGACCCACGACTCTGCACAACCGCTGCTATCCGT
CGTGGAAAGCTGGTGGAGCCGGTTGATCAAGTGGCGCTCC
GTGTAGGTGTGGAAGCTTCAGGTGTTGAAAGTCTCGTCGA
CGCCCAAGGAATCACCTTTTTTGGAAGTCTAAAAAATGGA
ATGGAAGTGTTCGTTTCTGGACCTGCCATGTTGGATGCTG
CCAAGACGGATAATGATAATAGTGACCTGTTTCTACCGGA
CGTGTCAGTTGCATGGGCATACGATCCTAGAGTGCTTGAG
CACGTTCCCCCCGTTGACCGTGTGCCGGAAACACCCTATC
GTTTGCAGCGCGCTGTTGAGGCACTACGCTCGGCGCCGCG
TGCTGCTCATTTTTTGCCTATGGAACTGCAAAGTTCTGGA
GAAAGGTCCCCTCCTCGTGAAGGTGCGCCTGTGGGAACTG
GTGCAACAGCAGGCGAGACGCCGTCCGCGGCGCCCAGCGG
AACTCCGTTATGGATTCCGCCCCGTTTAGCAACGCTAGAT
GAAGTTACATTGTGTCACAATATTCATCGCTACCGATGTT
TTATTGAAGAGGGCACAGCATTACTCCCTCCACTTAAGAC
AGATGTGTATTGCAACGGTAAAACGAGCAGTATAGCGACT
CGGTTGTCTGTCGGTGCGGTGGTTGATGCAGCGCGTCGCG
CCCTCAGTGGCTCTCCGGCATTTGCTTTTTGCCTTGTTCG
CCCTCCGGGACACCATGCCAGCGCTGACACCCCGAGCGGC
TTTTGTTTGGTGAATAATGTTGCGATTGCCGCAATGCAGT
TGTTGCAAGACTGGCACGTTAAATACGATTGTGGCGTTGG
AGGTAGCCGTTCAGTTCCCTCCGAAGAAAGGGATATACCA
GAGCGACCTCGCATAGCCATAGTTGACATCGACGTACACC
ATGGTGAGGGAACTCAGTCATTTGTTGAAGTTGAGCCGCA
ACTTCTGTACCTCTCTCTTCATCGTTATGACCGAGGTTCT
TTTTACCCGTGTGATCCCGCTGGTGCGACCTCCTATGTTG
GCCAACATCGTAATATTTGCAACGTCGCTGTTGACACCGC
GGCTACCGACCCTGCGCGTTGCGAAGAGGTTATAAGTGAT
ATGCTTTTTGCGCGTGTCGTTGACGATGTGTTTTTACCAA
GGTTGGAACAATTCCACCCTAATATCATCCTACTTTCGCT
TGGCTTCGACGCCGCGCACGGCGATCCACTTGGGCGGATG
GCTGTGGAAGGAGGGTTTGCGTATGTGGTTCGTGCGCTAA
AGCGATTTTGCCTGCAGTCGCAAGGGACCATCGGTTTGGT
GGCGGTACTAGAGGGTGGGTACTCACCAGAGGGTGTTTCC
CGTGGCGTTGTCAGCGTCGCGCACGCCCTGTGTTATCCAT
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TTGACGATGTAGCAGTGGTTAATTATGCACGCCTGCGGAC
CCCAAAGACATGGATGGAGCTACGCAGTCGTCTTTCCCGG
CGGATGGAGGTGCGAACGGATGAAACGGGAGGGGCCACGT
CTTTGTCGTCTGGTTTGTCTTCTCAAGGGTTGGGGGATGC
TACGTCAACGGAAAGGGCAATAGCGGACGACGACGTGCTT
ATGGAGCGTCACGTAGCGTGGTGCGACAAGCTTGTTAAAC
GAGTATTGGCTATACATGCGGAGTCCAATATCATCAAGTG
A

AJ005114.1 2196-2852 PEX11 Coding
ATGTCTGAGTTCCAAAGGTTTGTTAAGCTTCTTGAGCAGA
CAGATGGCCGCGACAAGATTCTAAAGGCATTTTCTGGTGT
CTTTAAGGCACTTGGCTCCCTCGACACCTGTCAGAGCCGC
TCAAGTGCGTTTGGCGCCGTCGGGAAGTCTATTGGAGACG
CCCGTTGTCTCCTTCGTATGGCGAAGTGGGTGGGTGATGT
GCCCAAGATGCAGAATGCCATTCAGGATTGCAGGGCAAAG
GGCAAGGTCAACATGAAAGAGGTCTTGAAGTTCCTCCGCG
TGCTGTGCAACTTCCTCTATGTGCTCGGCGACAATGTGGC
CTTCGTCGCCCGCGCAATTCTGGGGATTCTTCCTTGCCGC
TGTACTTGATGTTGTTGCCCTTTACGGTGCGCTTCAGAAG
CGTGCGAGTGACCCCGCCACAAGCAAGAAGGAGATGAAGG
CAGCACTTATCAGTTTCGTAAAGGATGCCTCGGACACCCT
CGTAACAATGGCCTTTGTTGGTTACCTCCGTGAAGTCTGG
CGACCCAGCGCGACAACTTCTGGAGCTCTCACTGCAGTTG
CTGGTGGTGTTGCAACGTATTTGAACTGGAACAAGATCAA
ATAGACAAGGGTCACAGGCTGCCAGCCGCCGGAAACTGGC
CGCTGCGCGACGTGA

AJ131148.1 270-1070 Trypanosoma brucei rhodesiense mRNA for
proteasome subunit alpha-6. Coding
ATGTTTAAAAACCAGTACGACACGGATACCACCACGTGGA
GCCCCACCGGGAGGTTGTTTCAAGTGGAATACGCAAATGA
GGCGGTGAACAATGGCTCCGCTGCGGTTGGAGTTAAGGGC
GCCGATTATGTCGTACTCACGGCCTTGAAACGCAATCCCG
TGTCAGGGCTATCATCCTATCAAGAGAAGGCATTCAAATT
GGATGAGCACGTTGGTATGGCAATCAGTGGCCTCGTGGCA
GACGGCCGTGCGCTCTCTCGTTTTCTACGTACAGAATGTA
TGAATTATCGCTACATGCACGATAGCGACGCTCCACTTGT
TATGCTTGCTGACATAGTGGGCGCGAAGCACCAGCGCCAC
ATTCAATTTGCGGGTAAGCGTCCCTTTGGTGTCGGTCTCT
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TAATTGCCGGTTATGATCGCCAGGGGCCACGCCTTTACCA
AACGGTGCCCTCAGGTGATGTGTTTGATTTTAAGGCAACC
GCGATGGGGTTGCGTTCTCAGGCAGCACGTACCTACTTGG
AGAGGCACTTTAGAGGGTTTCCCGCGTGTGATTTGGACGA
GTTGGTTATGCATGCGTTGAGGGCTCTTGGCGCGGCGACC
TCTGGTGGTGTAGAACTGAACATTAAAAACACCACCATTG
CCATTGTAGGAAAGGGCACCCCCTTTACTATTCTCACGGA
AGAAGAGGCGCGCAAGTATCTGGATGGGTTTAAGACGCGC
CCAGAAGACATCCCCGCCGTTGCCGACAACGAAGAGGATG
ATGATGAATTACACGAGCAACCCCCTGACGTTGAGGAGTG
A

AJ297265.1 1-1350 rhodesain Coding
ATGCCTCGAACAGAAATGGTGCGTTTTGTACGTCTCCCCG
TTGTCTTGCTGGCTATGGCAGCGTGCCTTGCGTCTGTCGC
ACTCGGGTCGCTCCACGTGGAGGAGTCATTGGAGATGCGT
TTTGCTGCGTTCAAGAAGAAGTACGGCAAGGTGTACAAGG
ATGCTAAGGAGGAAGCATTCCGCTTCCGTGCCTTTGAGGA
GAATATGGAGCAGGCGAAGATTCAAGCTGCGGCGAACCCA
TACGCAACGTTTGGTGTGACACCCTTCTCGGATATGACAC
GTGAAGAGTTCAGGGCACGCTACCGTAACGGCGCGTCCTA
CTTTGCAGCTGCGCAGAAGCGGCTACGCAAGACGGTGAAC
GTAACCACTGGCCGTGCTCCTGCAGCTGTGGATTGGCGTG
AGAAGGGAGCAGTGACCCCAGTGAAGGATCAGGGTCAGTG
CGGCTCGTGCTGGGCCTTTTCAACTATCGGCAACATCGAA
GGGCAGTGGCAGGTGGCAGGAAATCCTCTCGTATCCCTCT
CGGAGCAGATGCTAGTGTCATGTGATACCATTGATTTCGG
CTGTGGTGGTGGGCTGATGGACAATGCCTTCAACTGGATA
GTAAATTCAAACGGTGGAAACGTATTCACGGAGGCGAGCT
ATCCCTATGTTTCTGGGAATGGTGAGCAGCCACAGTGCCA
GATGAATGGTCACGAGATCGGTGCTGCGATAACAGACCAT
GTTGACTTACCGCAGGATGAGGACGCTATCGCCGCGTATT
TGGCAGAAAACGGTCCCCTTGCTATTGCCGTTGACGCCAC
AAGTTTTATGGACTATAACGGTGGGATTCTGACTTCATGC
ACCTCCGAGCAATTGGATCATGGTGTGCTCCTCGTTGGTT
ACAATGATAGTAGCAATCCACCCTACTGGATCATCAAAAA
CTCGTGGAGCAACATGTGGGGCGAGGACGGCTACATCCGC
ATCGAGAAGGGCACAAACCAATGTCTCATGAATCAGGCCG
TATCCTCCGCAGTTGTTGGAGGCCCCACTCCACCACCACC
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ACCACCACCGCCGCCTTCAGCAACTTTTACACAGGACTTC
TGCGAGGGCAAGGGTTGTACCAAAGGCTGTTCACATGCCA
CCTTCCCCACTGGCGAGTGCGTCCAGACTACCGGCGTCGG
CTCAGTGATCGCCACGTGTGGCGCAAGCAACCTTACACAA
ATAATCTACCCACTAAGCAGGAGCTGCAGCGGCCTCTCTG
TGCCGATTACTGTGCCACTGGATAAGTGCATACCCATTTT
GATTGGGTCCGTTGAGTATCATTGCTCCACCAACCCACCC
ACTAAGGCGGCCAGGCTGGTCCCACACCAG

AJ308037.1 1-1422 Trypanosoma brucei brucei gene for amino acid
transporter AATP11. Coding
ATGACATTTGAAGCTGCTGCACAAGCGCCAAACAAGTGCC
CTACCAATGAGGCAACAGCGGAACCATTACGCACTCCAAA
TGTTCTCGCAGACAACCTCCTCGCTCGTTCCAACTTGAGT
GAAGGGGAATCACCGGAGAAATCTGGAGAAGCACAAAAGC
CCGAAGAACAAGGCAACGCGTTGATGCGCTGTTTCCACTT
TATCTTACCGCGCGGTGGTGCCCTTTCCGGCATCTTCAAC
CTGGCAAGTGTTACATTGGGCGCCGGTATCATGTCAATTC
CATCCGCTTTCAACACATCAGGCATGATCATGGCAATCAT
CTATTTGCTGCTGGTTACGGTTTTTACCGTCTTCTCCATC
TTCCTGATTGTGTCTGCGGCGGAAAAGACCGGCTACCGCA
GCTTTGAATCCATGGCGCGTAACCTACTCGGTCCCCGTGC
TGATATTGCTGTGGGTTTTCTGTTGTGGCTTCTGTGCTTT
GGCGGTGCCTCTGGATATGTGGTGGCAATCGGTGACGTAC
TGCAAGGATTGCTTTCACATGAAAAGGTACCGGCATATCT
GCAGTCCAAAGGCGGCCGCCGCCTGCTCACGAGTGCCATC
TGGTTTGTCTTCATCTTTCCGTTGACGCTCCCTAAGAGGG
TGAATTCATTGCGCTATGCGTCAGCGATCGGCGTTTCGTT
CATCCTATTCTTCGCCATCTGTGTGGTGGAGCACTCGGCT
GAAAAGATGGTTACCGATGGCGGCATCAAGCAGGAACTTG
TCATGTTCCGTTCCGGTAATGACGCCGTGGCAGGGCTTTC
GCTATTCATCTTCGCTTATCTTTGTCATGTGAACTCATTC
TCCATCTTCTTTGAGATGAAGAAGCGTTCCGTCACTCGTA
TGACCCGCGATGCGGCGGTGAGCTGCTCCATTTGCTGCTG
TGTCTACCTGCTCACCGGATTTTTCGGCTACGCAGAATTC
GGCCCAACGGTGGAGGGCTCCGTTCTGAAGCTTTACGACC
CCTACGCAAATCCCGTCTTCTTTGTTTGCTTCATTGGCAT
CATCGTCAAACTCTGCGCTGGGTTTTCGCTTAACATGCTC
GCATGCCGTACAGCCCTCTTTCAGGTGCTGCGGTGGGACC
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TGGATACCATGTCATATGTTAGGCACAGTATCGTCAGTGT
TTCATTTGCTGTCGGTTCGCTCGTTCTCGGTTTGTTCGTG
CCAGACATCAACGTCATCTTCGGACTTGTTGGTGCCTTCT
GCGGTGGTTTCATTGGCTTTATATTCCCCGCACTCTTCAT
CATGTACGCCGGTGGTTGGACACGCCAAAGCGTGGGCTGG
GTGCAGTATATCTTGACATATGTATTGCTCATTCTGGGCG
TTGTTGCAATTGTCTTTGGTACGAGCGCGTCTGTTTACTA
CACAATTAAGAGGTATTCTTAA

AY009111.1 1-1251 MP48 Coding
ATGTTGCGTCGCCTCGGTGTACGTCACTTCCGGCGAACGC
CGCTCCTTTTTGTCGGTGGGGACGGCAGCATTTTTGAGCG
CTACACAGAAATCGACAACTCCAACGAGCGGCGGATTAAT
GCGCTGAAGGGATGCGGTATGTTTGAGGATGAGTGGATTG
CCACTGAGAAGGTTCATGGAGCGAACTTCGGTATCTACTC
CATTGAAGGTGAGAAAATGATCAGATACGCAAAGCGCAGT
GGCATTATGCCTCCGAACGAGCACTTCTTTGGCTATCATA
TATTGATCCCCGAGTTGCAGCGATACGTAACTTCTATTCG
TGAGATGTTGTGCGAGAAGCAGAAGAAGAAGCTACACGTT
GTGCTCATTAATGGAGAGTTGTTTGGAGGAAAATATGACC
ACCCTAGCGTTCCAAAGACACGGAAAACGGTCATGGTGGC
TGGTAAGCCGCGAACAATAAGCGCCGTGCAGACCGACTCT
TTTCCCCAATATAGCCCAGATCTCCACTTTTACGCATTCG
ACATAAAGTACAAGGAGACAGAGGGTGGAGACTACACTAC
TCTCGTCTATGATGAAGCCATAGAGCTGTTTCAGCGCGTT
CCCGGGCTCCTGTACGCGAGGGCGGTCATTCGAGGGCCAA
TGTCAAAGGTTGCTGCATTTGATGTGGAACGCTTTGTCAC
AACCATCCCCCCTCTTGTTGGTATGGGCAACTACCCACTG
ACGGGCAACTGGGCTGAGGGGCTTGTCGTGAAGCACTCGA
GGCTGGGAATGGCGGGATTCGACCCCAAAGGTCCAACGGT
GTTGAAGTTTAAATGCACAGCGTTTCAGGAGATATCCACA
GACCGAGCACAAGGGCCTCGCGTAGATGAAATGAGGAACG
TACGAAGAGACTCCATCAATCGCGCCGGTGTGCAATTGCC
AGACTTAGAGAGTATTGTGCAAGATCCAATTCAACTCGAA
GCTTCGAAACTACTCCTTAATCATGTGTGCGAGAATCGTC
TCAAAAATGTGCTATCAAAGATCGGCACGGAGCCCTTCGA
GAAGGAGGAAATGACACCAGACCAGTTGGCCACACTTCTT
GCCAAAGATGCCCTGAAAGACTTTCTAAAAGATACCGAAC
CCTCCATTGTAAATATACCGGTACTCATCCGCAAGGATCT
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GACTAGGTACGTTATATTTGAGTCCAGGCGGCTAGTCTGC
TCACAGTGGAAGGACATTCTGAAGCGTCAGTCTCCTGACT
TTAGCGAATGA

AY029070.1 789-3719 Trypanosoma brucei 3’ terminal uridylyl transferase
(3> TUTase) Coding
ATGGTAAGTAAGTACCACCGCTTGCTTCAGCAGGGGCTAC
GTGAGGAAGAAGAAGGAGTCACTGAACGAAATATGGTGGC
AGGCGGTGAACAGCGGCACGGGCACGTGGATGACGACAAT
GCGGAAGGGGATGCTGATTTTTATGACCAGAAAGATGAAC
GGCGAGCGAAAATGTGGAATCCTAAACATGAGTCTGCGAA
TGTTTCCGCGGGCGGGAAGCAAAATAGGTCGGTGAGGGAT
TGCCTCCCCGGTTCCCTTCCTCCCGTAGCCAATACGAGCA
CTGACGCGGCGGTCAGGTTTGATAGGGAACGAAAAAATGC
GGGTCACGGGGTTGATATTTCGTGTGTCGAAGGCGACGGT
GCGCAAATGGGTACGTACGTCTCCACCGGCCGTAGTGACG
CAAAAGCAGGGGGAGGAAGTAGCGCTATAGGCGTCACTGC
CGATGATGAGAGTGATGGGAATTTGGACACGGACGGTAGC
GACGCTTCTGAGGGCGATGAGGTTGAGTCGACAACCGACG
CTGATGTGTATGGGGAGGACGATACCACTGAAGGGCCTCG
TGGTGGTGTGCGGTTGTATTCTTGCGATGCCTGTCCGCAT
GCTGTGTTCACAACTCATGCAGCGTTGCTTGCCCACGCTG
AGGAGCACCATGCGGATCTATTACCAGATCATGCCCGTTT
GCGTCGTATCGCACAAAAACTTAATCCAGTGTGGAACCGC
GCTCTAAATGCCCGTCGTAACACCATTACATCGTGGGGGA
AGAAAATATTCCACGTGGCCGCGCAACGTGATGCGGGGGA
GTCGAAGATGCAGGAGGCTCATCGTGCCCGGGCACAACTG
GAATGTGTTGTGCGCCGCTGGCATGATAAAGCACGTGTCT
TTATATTTGGAAGCTCTGTGGCGATGGGCGTGTGGGACGG
CACAGCAGATATTGATTTTGCCGTCGTTGATGTTGATGCA
ATGGAGCGTGGAAGTTGGCCACCGTTGGAGAAGAACGCTG
TGCGTTCCATCACAGAGCTACTACGCCGGGTGGGGTTTTC
ATTTGTAAATTTGGAGCCAATTAGCCACGCTAGAGTGCCA
ATTATTAAACATCATGCTTCGTCACCAATCCTTACCGTCG
CAAGAAGAGACGCAGAAGACGTTGTAGCTCGAAGCATTCG
CTTTATTTTGAATGGCCCTGCCACGCGCGAGGATCGGTTG
CTACTGGAAGGGAGCGTACGCGACGCTGTGGGCCCCACTG
GGGTGCAACAGGTGTGGTGGAACCGCACCTCCGACATGAT
GTCAGCCACACTCGAAAGTACTACCGCTGCCGTTAGGGCA
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GCAATGTGCAGCCCGGCACTTGCCTCGGCGTCACTGCGCA
CAAAGGTACAGCCGGCGCATGATGAATGCAGGCCAGAGTT
GTATAATATTGACTTCGATCTCAGCTTCCGCGCATTTGGC
ATACGCAATTCAACTCTTCTACGGAAATACTTACTTAGTC
ACCCGTGCGCTCGACCAGGAGCCATTGTACTTAAAGATTG
GAGCAAGACAAGTGGTGTGAATAACTCCGTTAACGGTTAC
TTTACTAGTTATGCAATCAACATAATGTGGATATATTACC
TTGTTCAGAAGGGTTATGTGCCGTACGTGGATCCTCTTGA
AATTCCTGAATCACTCGTAAATTATACCGATTTTGACCCC
AGGTACACCCCGATGATAGACCCAGAGATTACGAACACAG
AGCGGGAGGAGCTGTACAAAGCAGCCGGCGACATGCTTGT
GGGGTTCTTCTATTTTTACTCATTTGAATTCGACTGGGGG
CATAACGTAATTTCCCTTAACCGGCCGGGAATAACAACGA
AGAGGATGCTAGGGTGGCACGTTGAGGACGTTGTACCGGT
TGCTTCCACCTCAGTGAGCAGTGGTGGTGGAGGTAGCAAT
GTGAAGCGACACCCTACAAGGTACGAGCTTTGTATCGAGG
ATCCCTATGAAGAAAACTTAAATTTGGGCCGACACATCGG
AGTAACGAAGTCGTTGCGTGTGCGGACGGAACTCTACCGC
GGTCTCTTATCCTTATTGAAAGAGGGGGAGACAAGGTCGT
GCGTCTTCGCCGCAGCAGATTCATCAGGCACGCCGGCGGC
TGGGGGTAAGCAGTCGGCCGCTCTACCAGCTCGAGCACTG
TTCAAACTGATGGCCTTAACAACTCAGGCTATATCAGAAT
CAAGGCGTCTCCCACAAAGTAATAGTGACAATAGCGGTCG
CATTGCTAACGGTGATAATGAATCCCTTACGGAGGTCGGC
GGCGGCCACAGGGTTGAAGGCGCTGGTGTCGATCCAGCTT
CCTGCGCAGGGGCGTCGCTTTCCTCCTTCGGTGAGCCACC
GATTGGAGTTCATGAGAAAACGCTTGAAAGCATATTTGTT
GAGAAGGCCCCTATGGAGTTTCAGTTGGTACGAAAGGTAT
GGAACTGGCACCAACTGATCCATCGGCTCGGGTACAAAAT
ACACCGAGGTCACGTGATGCCACGGCGTGAAGTTGGGGTA
CGTTGCACCGCCCGGCGCGATGCGGAAGAAACAACAACAG
AACTGGCTTCGGGCGTTGACACAACTAAGAGCCTGAGACC
TGGGCGAGGTCTTACAGACACCATGCTGCGAGACCTGAGC
CGCGGCTACATGACGCTCACACCGGAATGGGTTGCTTGGT
CAGCGCCATGGGTAAGCCAACACTTGCGCGGATACAGCCG
CTTAACGACAGTGCGTTCCGCAGTGGCCGATGAAACCCCA
CCCGCCCTGGCGACGGTTCCGTCTGTCGTGAAACCACCGA
CTGGAGAGGCGGTTATGGGTGCGATGAGGACCACCCGCCG
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AAATGCTGCACCTGCTCGTAGGGTGGAGCTGCTGAAGTTA
TGGCTTTGGCGCGGCATCAGCAAGGTTACTCCATTCAAGA
GCCCTCGTTGA

AY034830.1 718-2436 PUF1 Coding
ATGTCGTCGGATGAGGAAACCATCACAACTCTTTACTTAC
GGCGCCAGAACATCTTAAAGCAGTTGAGCGAGGTTAACAA
CGAGATAAGAACTGCTGAACAACAAATAAACGAGAAGTCA
AATAACAATGAAACTAGGAGGGTCGAGGAACTGGTAGTAA
AATTCGGTGGAGATGATGACCGGGAGAGTTACCTGTTGGA
TTTTTGCATGCGGGATGCCAACGGTTTGCGGGAAGCGATC
CGGTACGTCGATGCATTGAAAGCGCTGAAGGAGTGCACAA
GTGATGACGAAGTCAATAGGAAAAAACACCTGTCTCGCAA
CACGTTCGTACACGCGATGATTGCCAGGTCGGGTGAGCTG
ATGGTCGATGCCAACGGGAGTGAGTTGATCCAACATGCCC
TCGGGATGTTGAAGAGTGGAGGCAAAGTCGCCCCTGTACT
GTACTCCACAGACTACATAGCGGCTTCAGAAAGCGATCTT
TCTGAGTTTCTTTTGCTTCTTGAGGTACTGAAGGACAAAA
TACCTCAGATCTGCTGTGATACCAATGGAAGTAGGGCGAT
GCAAAAGGTTTTTGACTCCTTGAAAAGTTTGGAGGAGGTC
GAGTTCAGCGCACAGTGCTTCTCGGAGTGTATTATCGAAC
TTTGCAAAGACATTGACGGTAACCACGCGGTTTCGCGACT
GCTGGCGGCGGCTCGAGGCACCCCGCTGTGGGAAAGTGGT
GCGGCGGGTGACGATTCTTCGTCAAAGCTGGCGCATATAC
ACCAGCTGCTCTACGGCAAATTCCCTGAAAGCTGCGTGGA
TGTGTGCGGGAACCGACACGGATGTTGCGTCATTCAGAAA
TGCCTTCAGTGGGCGCCAGAGCCATACTTCTCAACATTGA
TGGACACAATCGTCCACGATACCATCAAGCTCGTTCACGA
TCCGTTTGGAAACTATGTGATTCAATTCATTTTGGATCAT
GAGCAGGAGCTCTCGCAGCGGTCAAGTACAGGCAGCGAGG
GGGCTGATTACACAAACCGGATAATAAGGCAAATGCTCCA
CAACGTGGCGGCACTTTCATGCAATAAGTTTTGCAGCAAC
GTTATTGAAAAGTGCCTGAAGAGTGCGACACCAGATGTGC
GGCAGCTTCTTGTGGATGAACTGACTGATCCGCAGATCCT
GCCGAAGCTCTTGACGGATAGTTTTGCAAACTACGTTATC
CAAACAGCGATAGTGACTTCTACCGAGGAGAAGCAGTTCA
CTCAGCTGCGGGACTCCATTATGCCACTGCAAAGGATGCT
TAAGAACTCTCCCCATGGTGTGAAGGTGGAATCAAAACTG
GTGCGCCAGCAGCGTGAGCTGGCTCGAAAGAACGGCAATC
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AAAAGAATAAGAAACGATGGGCCCAACCTGCACCGCAAGT
AATGGAGAAGGGAATGCATGAGGGTTTCATTGGTACTCAC
ATACTCCCCGGTATGGCTGGTATTCCAACGATTGTGGGAA
CGGATGAGTTTGGTGGACCTGCCTTGTCGCTTCCGGGTGT
AGCAAAAGAAGCGGTTCCCATCATGACTCCCACTCAATAC
ATGCCTTTAATGCTTCCGGGACAGCAGACACTCATTGGTC
TGCCGCAGGGTTATCCACAACAGCAGTTTCCAATGGATAT
TATGAAAGGAGGTAACATATGGGACCCACAGCAAGGTTTT
ACGTTACTGCATCATCCGGAAAGCAAGAAAGGAACATAG
AY046919.1 552-1178 Trypanosoma brucei cell cycle associated protein
Mob1-1 gene, Coding
ATGGAAAAGCATAAGGAAGGAACTGAACGTTACAACCTCC
ACAAGTTTGCCAAATCACTTGTGCGCTCAGGTGACCTCAG
TGCTGCTGTAAAGCTACCGCAAGGCACAGATCTGAATCAT
TGGCTTTCCGTACACACTGTAGATTTCTACAACATCACTA
ATGTTTTGTACGGCTCTCTAACAGAGTTTTGCACGAACAG
CAGTTGTCCTGTCATGTCGTCAGGTCCACGCTATGAGTAT
TTATGGCGTGACCCGCCGGAATATCCAAAAGCAACGAAGG
TGAGCGCACCGGAGTATGTGAGATTGTTGATGGAGTGGAT
CGAACGGCAGATCAATGATGAACGTGTGTTTCCGTCTGAG
GATCGTAATCCCTATCCACCAGATTTCGCGGATAGGGTGA
AGGCGTGCTTCAAGCGACTGTTCCGCGTTTATGCACACGT
TTACTATTCCCACTTTGCGAAGATTCGTGAGTTGCAGGAG
GAATCTCACATCAACACCGCACTGAAACATTTTATGTATT
TTGTGTGGGAGTTTGATCTGATTCCTCGTGAGGAGGTGTC
TCCGCTGCGTGAATTGCTGGTAAACTTAATGGGTCAGCGC
GCGAAGGAAAAGTTGGAGGTTCCGTAA

AY046920.1 320-997 Trypanosoma brucei cell cycle associated protein
Mob1-2 gene, Coding
ATGAAGCGTTTTAAGGCAAAGCTCTTCGACTCCGACAGAA
CATACAAACCTAAGAAAAAGCATAAGGAAGGAACTGAACG
TTACAACCTCCACAAGTTTGCCAAATCACTTGTGCGCTCA
GGTGACCTCAGTGCTGCTGTAAAGCTACCGCAAGGTGCCG
ATCTGAATCATTGGCTTTCCGTACACACTGTAGATTTCTA
CAACATCACTAATGTTTTGTACGGCTCTCTAACAGAGTTT
TGCACGAACAGCAGTTGTCCTGTCATGTCGTCAGGTCCAC
GCTATGAGTATTTATGGCGTGACCCGCCGGAATATCCAAA
AGCAACGAAGGTGAGCGCACCGGAGTATGTGAGATTGTTG
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ATGGAGTGGATCGAACGGCAGATCAATGATGAACGTGTGT
TTCCGTCTGAGGATCGTAATCCCTATCCACCAGATTTCGC
GGATAGGGTGAAGGCGTGTTTCAAGCGACTGTTCCGCGTT
TATGCACACGTTTACTATTCCCACTTTGCGAAGATTCGTG
AGTTGCAGGAGGAATCTCACATCAACACCGCACTGAAACA
TTTTATGTATTTTGTGTGGGAGTTTGATCTGATTCCTCGT
GAGGAGGTGTCTCCGCTGCGTGAATTGCTGGTAAACTTAA
TGGGTCAGCGCGCGAAGGAAAAGTTGGAGGTTCCGTAA
AY049059.1 1-309 Trypanosoma brucei rhodesiense ZFP1 mRNA, complete
cds. Coding
ATGCACATTTCAACACCCACTCTTTCCGACGTGCGGTCAG
AAAACAGCCTCAGCTTCAGTGGCTCACGTAATGGACGCAG
GGGTGTTGACGCCAGCAAATTCCGCACGCAACCGTGCCGT
AATTATCGGTTCGGTGCGCATTGCTCGTTTGGGTCCCGTT
GCGCCTTTTCACATGGTGAGAAACCCGACCTTCCGCCACC
ACCTCCATACAGCGCTGCTGTGCAAAATGAAATGGTTCTC
CCACCCGCTTATGCCTCACGCTTCCGCCATGATCCGTACA
GTTTTTACAGCGTAAGGTTGGAGGATTGA

J02865.1 528-2021 T.brucei disulfide isomerase-like protein of unknown
function (BS2) disulphide isomerase-like protein Coding
ATGCGCGCTATTTTTCTTGTTGCTCTTGCGCTCGCCACCA
TGCGCGAGTCGACTGCGGAATCCCTGAAGCTCACCAAAGA
GAACTTCAACGAGACCATCGCAAAGAGTGAAATATTTCTC
GTGAAGTTTTATGTTGACACCTGTGGATACTGCCAGATGC
TCGCACCAGAGTGGGAGAAGGCGGCCAATGAAACTATTGA
CAATGCACTTATGGGCGAAGTCGACTGTCACTCACAACCT
GAATTGGCGGCTAACTTTTCCATCAGGGGATACCCAACAA
TCATTCTCTTTCGTAATGGCAAGGAGGCGGAGCACTACGG
TGGTGCCCGCACGAAGGACGATATTATCAAGTACATTAAA
GCGAACGTTGGACCGGCAGTGACGCCAGCGTCCAATGCTG
AAGAGGTGACAAGGGCAAAGGAGGAGCATGATGTAGTGTG
CGTTGGCCTGACAGCCAACAATAGCACTTCACTTTCTACC
ACACTGGCCGAGGCCGCGCAGTCGTTCAGAGTCAGCCTCA
AATTCTTTGAAGCAGAACCTAAGCTTTTCCCCGACGAGAA
GCCCGAGACCATTGTGGTGTACAGGAAGGGAGGCGAAAAG
GAGGTTTACGATGGCCCCATGGAAGTAGAGAAGTTGACAG
AATTCCTTCAAATTTCTCGCGTTGCCTTTGGGGGTGAAAT
TACCCCGGAGAACTATCAATACTACTCAGTTATAAAACGG
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CCCGTAGGATGGGCTATGGTCAAGCCTAATGAAACTGCCT
CGATCGAGTTGAAAGAAAGCCTCACAGAAGTGGGTAAAAA
AATGCGATCCCATATGGTAGTTCTCTGGGTTAACATTTCG
AAACATCCGGTTTGGAGGGACTTCGGTGTCCCGGAGGACG
CCAAGTACCCCGCCTTTTTGGCTATCCACTGGGGCGCCAA
TTACTTGCATTCCACAGCGGAGGTTGTGACCCGCGAGTCC
CTTGAGAAGTTCATCCTGGAGTTTGCTGCAGGTCGTGTCG
AGCCCACCATCAAGTCCCTCCCTGTCCCCGAGGTGGAGAC
TGTTGATGGCAAAACCACCATCGTGGCAAAAACAATGCAG
AAGCACCTTACGTCGGGAAAAGACATGCTCATCCTTTTCT
TTGCCCCTTGGTGCGGTCACTGCAAGAATTTCGCTCCAAC
CTTTGATAAGATCGCGAAGGAGTTCGATGCAACCGACCTT
ATCGTTGCCGAGCTTGATGCCACAGCCAATTACGTTAACT
CGTCTACTTTTACAGTTACAGCATTTCCGACGGTGTTCTT
CGTCCCGAATGGAGGGAAACCCGTTGTTTTCGAAGGTGAA
CGCTCATTTGAAAACGTCTACGAATTTGTTCGCAAACATG
TGACAACGTTTAAGGTGAGTGAGAAACCAGCTAATGTGAC
AGAGGAGAAGAAAAGCGAGGAAGAGAACAAGAGCAGTAAG
AGCAATGAAAGTAATGATAGCAATGAGAGCAATGTTGATA
AACAAGATCTGTAG

J03157.1 777-6074 T.brucei RNA polymerase ITA largest subunit
(rpII197A) gene, RNA polymerase ITA largest subunit Coding
ATGTCAGGTGGTGCGGCTCTACCGGTTTCCCAGATGGAGT
TGCACAAGGTGAATGAAGTGCAGTTCGAGATATTTAAGGA
AAGGCAAATCAAAAGTTACGCCGTGTGCCTTGTCGAGCAC
GCCAAGTCGTATGAACGCGGCCGACCAGTCCGGGGAGGCA
TCAATGATTTGCGTATGGGTACCACTGACTTCGAATTCGC
ATGCGAGACATGTCATAGGAAGCACCCAGAGTGCCCTGGA
CACTTCGGATACATCGAGCTCGCAGAGCCTGTCTTTAATA
TTGGCGTCTTCGATCTTGTACTGCTGGTGTTGAAGTGTGT
TTGCAAAACGTGCGGGGCTCTCCTCCTTAACACGCGCGAA
CAGGACGTACATAAGAAGTTGCAGCACATGACAGGCCTCA
ACCGTCTTCGGCAAGTTGCGAAGATGGCTGAGGCAAAGTG
CCGCGTCTCCACCAGCACCGAAGACGATATGGGGATTGAC
GGCTTTGATAGTGCCCCTTTCAATGGCGGATCAGGAATGG
GGCCAGGCGCGACACGGGGTTGTGGTGCGTCTCAACCCCG
CGTAAGTCGCTTTTATGGTATCTACCCAACACTCGTTATC
AAGGCAGTACATGAGGAACAAGACGCCGAGTGGCACGCTG
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ATAAGGTGCGACAGGTGCTTGACCGCGTGTCCGATGATGA
TGCTCGCTTGATGGGCTTCGACCCTCAACGTTGCCACCCA
CGGGATCTTGTGCTCACTGTGCTTCCAGTTCCACCCCCGC
AGGTGCGGCCCGCAATATCCTTCGGCGGTCTCAGGTCAGA
TGATGAACTCACGCATCAGATCATGTCCATTGTGAAACGC
AACAACCAACTACGCAGGGATAAGGAGTCAGACGTGCAGG
CAGCAATTGACCGGAGCCGGGCGTTATTGCAAGAACATGT
GGCGACATATTTCAATAACGCTTCCACATACTATAAGCCA
ACGAAGGTGAATGACACAAAGAAGCTAAAGTCATTAACGG
AGCGCTTGAAGGGGAAGTACGGTAGACTGCGTGGAAATCT
AATGGGGAAGCGGGTGGACTTCTCCGCTCGAACCGTCATC
ACAGGCGATCCGAACATTGACGTGGATGAAGTAGGTGTAC
CCTTTTCTGTCGCGATGACGCTTACATTCCCCGAGCGAGT
GAACACAGTAAATAAGAAGCGACTGACAGAGTTTGCCCGG
CGCACGGTCTACCCGTCGGCGAATTACATACACCATCCGA
ATGGCACCATAACAAAACTCGCGCTCTTGCGTGACCGCTC
CAAGGTGACGCTAAACATCGGTGACGTTGTGGAGAGGCAT
GTGATTAATGGGGATGTCGTCCTGTTCAACCGGCAGCCGA
CATTGCATCGCATGAGTATGATGGGCCACAGGGTTCGGGT
TCTCAACTATAACACTTTCCGGCTTAATCTCTCTTGTACC
ACACCATACAATGCTGACTTCGATGGTGACGAAATGAATT
TGCACGTGCCGCAGAGTCTCTTAACGAAAGCAGAGCTGAT
TGAAATGATGATGGTTCCAAAGAACTTCGTCTCGCCCAAT
AAGTCTGCTCCGTGCATGGGTATTGTGCAAGACAGTCTGC
TGGGTAGTTACCGGTTGACGGACAAGGACACATTCCTCGA
TAAGTACTTTGTGCAAAGCGTGGCACTTTGGCTGGATCTT
TGGCAGTTACCCATTCCCGCCATTCTGAAACCCCGACCCC
TCTGGACCGGAAAGCAGGTATTTTCACTTATCCTTCCTGA
GGTTAACCATCCAGCAACACCACAGGACCGGCCCCCCTTT
CCTCACAATGATTCCGTAGTGATGATACGACGTGGTCAGT
TGTTATGTGGACCAATCACTAAGAGTATCGTTGGTGCTGC
ACCGGGATCACTCATTCACGTTATATTTAATGAGCACGGA
TCTGATGAAGTGGCACGCTTCATCAACGGCGTGCAGCGCG
TGACGACGTTTTTCTTACTTAACTTCGGTTTCAGCGTTGG
GGTTCAAGACACCGTAGCTGACAGTGACACCTTGCGGCAG
ATGAATGATGTCCTCGTGAAAACACGGAGGAATGTTGAAA
AAATTGGTGCGGCTGCCAACAACCGTACACTGAACCGCAA
GGCTGGTATGACACTTCTGCAGTCATTCGAAGCAGATGTC
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AACAGCGCACTGAACAAGTGCCGCGAAGAGGCAGCAAAGA
AGGCACTGAGCAACGTCCGTCGCACTAACAGCTTCAAGGT
GATGATTGAAGCAGGCAGTAAGGGTACAGATCTGAACATA
TGTCAAATTGCCGTCTTTGTTGGGCAACAAAACGTCGCGG
GAAGCCGTATTCCATTCGGTTTTCGTAGGCGCACGCTTCC
ACACTTTATGCTTGACGATTATGGTGAGACGTCACGCGGC
ATGGCAAACCGTGGTTACGTTGAGGGTCTGAAACCGCACG
AGTTTTTTTTCCACACAATGGCTGGTCGTGAGGGTTTGAT
CGATACTGCGGTGAAAACCTCTGATACAGGGTACCTGCAG
CGTAAGCTTATCAAGGCGCTAGAAGATGTCCACGCAGCCT
ACGACGGTACTGTACGAAATGCAAACGATGAACTAATTCA
GTTTATGTACGGCGAAGACGGTCTTGACGGGGCCCGTATA
GAGGGTGGGCAGCTGTTCCCTCTTCCCTTTCGGGACGATA
AGGAGATGGAAGACACGTACAAATATGAGTACGACGTGGA
TGGCACCTTCAGTGGGAAGGTTGGTGGTAACTATATGGAT
CCCCACGTTAGGAAGATGCTACGCGCTGATCCCCAAAATG
TTCGGAAACTTCAGGAAGAATATGAACAGCTTACGGCGGA
CCGCGAGTGGTCACGCAAAATGCTTGACCTCGAGGATCGT
GATAAACTGAAGCTTAACCTCCCTGTTAATCCAGGTCGAC
TTATCCAAAACGCGCGCAGTACTATGGGCAAACGTAGTCA
AGTGTCCAACCTGAGCCCCATCACTATTATCGACCACGTG
CGGAAGCTTCAAGAAGATCTCATGAAACTCTTTCCATCTT
ACCACCGGGGAGGGGATGGATACATCAGGAATACGTTGAG
TCGTGAACGCATTGAAAGTGCGCTTACTCTCTTCAACGTT
CATTTGAGGCAGCTACTTGCGTCAAAAAGGGTGCTGAAGG
AATATAAACTTAACGATAGGGCTTTTGAGTATCTTCTCAA
GGAAATTAGAACCAAGTACCACCAGTCACTCACCACACCG
GGTGAGAACATTGGGGCAATCGCTGCGCAGTCGTGTGGTG
AACCTGCCACACAAATGACACTTAACACGTTCCACAATGC
GGGAATTTCCTCAAAGAACGTTACCCTCGGTGTGCCACGT
TTACTGGAGCTTCTAAACGTCTCACGAAACCAAAAGCACG
CGAGCATGACAGTGTCTCTGTTTCCACCATATGATGAAAA
GCGAAATGCGCAAAAGGCCCAGCATCTCATTGAATACTGC
ACGCTGGAGAGTATCACAAGGCGCATACAGTTCATCTACG
ACCCTGACCCACGTCACACCGTTGTGGAGGCTGATCGTGA
CATCCTAGAACTAGAGTGGAATGTTATGGATGAAAGCGAT
GCAGAGCTAAGAATACAGGAGGTAGTGGCAGGTTCGCCAT
GGGTGGTGAGGTTGGAGCTCGACGTGGATATGGTCACCGA
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CAAGGCCCTCGATATGAAGGATGTGAAGCAAGCTATCCTG
CGAGTGGATGAAAGCTACATAATTGAAACGGGAATGGCTA
ACAATGTGCGCCAGCGGACCATAAGAATGCGGTCCAGATA
TAACGAAGGAGCTGACTCGATCCCAAAGCTTAAGCGTGAA
ATCCCAGCCCTTCTTGCGCGGGTTCACTTGCGTGGTATTC
CCGGTGTGCGTCGGGCGCTGCTGAAGGACACCACCGAATT
CACTGTAGATCAGGCAACGGGGAAAATGAGTGGCAACAAA
ATATGGGCAATAGACACGGACGGCACGGCATTGCGACGTG
CTTTTATTGGTGTCGTAGGTGAGGATGGTAAGAACATTAT
TAATGCGGTGAAAACGAGTAGCAACAAAGTGCCTGAGGTA
TGTAGTCTTCTTGGTATTGAGGCGGCGAGATCAAAGATGT
TGACGGAACTTCGTGAGGCTTACCTGGCCTATGGTCTCAA
TATTAACTACCGCCACTATACTATACTGGTGGATACGATA
TGTCAGCATGGGTACCTGATGGCTGTTTCTCGCTCAGGAA
TCAACCGCTCCGATACGTCGGGTCCGTTGATGCGCTGTTC
ATTTGAAGAAACTGTTAAGGTGCTTATGGCGGCTGCATCT
TTTGGCGAGTGCGATCCCGTGCGTGGGGTATCAGCAAATC
TTGTGCTCGGTAACCAAGCGCGCGTTGGTACGGGGCTTTT
CGATCTTGTTCTCAACATGGCAGCGCTGCAGCAGGCTGTA
CCGCAGGCAGAAGCGGTTGCACCCGGAAAGGATGTAAATG
TGTATCACAGTCTCGGGTCCACGCTGCAGCAAAATATCCA
ATCCTCCATTGCGTACCGACCAAGAGATCATGATGCAACA
CCGTTTGTAAACAATGCCAGTCTGTTTCTCCGCCAGGGTT
TCGGTGGGGGCTCCTCCTCCGCACCAGTAACGGCCTCGGC
CCCATACAACCCTTCGACGACGTACCACGGCGGTCGGCTC
GAAGCGAGCGCAGTGCACAGGAGTCAAGCTTATTCTACAT
CCCCCGCTTTGGAATACGGAGGGCGGGAAGCAAGCGCCTC
ACAAATGTACAGCGTTATGTCTTCCGCCAGCGCGTTCAAC
CCAGTTTCAACGCGGATGTCGTCAGTGGCGCACAGTTATT
CCGAATACAGTGAAGCCTCTTCTTACCACCTGCAACACAG
CGTGGCGCCAACTTCCATGCAAGCTTCACTACCAAGAACC
GACAACTCTATGACCATGCAAGGTATCGGTAGTGTTTCAG
TACCGTACACGCCCCATGCCATGTCCAGTGCTGCCCCACC
GTCGCAGGTATACGCCAGCACAGAAGTCGGCCGGTCGCAC
AGCGAGGACTCGCGGTCCCAGTCAGCTCTCTACGTTCCGA
CACTCTCACCCACCCACGCGGGTTACGCTATACGAGGTGA
TGAGCCATCCACACATCGTAGTGACTCAAATGTCATGTGG
CGGGAGGCTGGCGGGGGAAGGGAACAGGATGAGGAAGATG
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ACCTCTCCACGAATTATATGCCCACTGCAAAGACACCCCA
GCAGGCGGCACCGCCGACAGCCGCAGAGTTTGGGGACGAA
GAAGAGGAAGAACAGTAA

J04124.1 240-1316 T.brucei glycosyl-phosphatidylinositol-specific
phospholipase C Coding
ATGTTTGGTGGTGTAAAGTGGTCACCGCAGTCATGGATGA
GTGACACGCGGTCTTCCATTGAGAAGAAATGTATTGGTCA
AGTATATATGGTAGGAGCACATAATGCAGGAACACACGGC
ATACAAATGTTTTCCCCGTTTGGATTAGATGCCCCTGAAA
AGTTACGGAGCCTCCCTCCATATGTGACCTTTCTTTTAAG
ATTTCTTACTGTTGGTGTGAGCAGCAGATGGGGACGTTGT
CAAAATCTTTCTATTCGACAGCTTTTGGATCATGGGGTGC
GTTATCTCGACTTACGCATGAACGTAAGTCCGGATCAGGA
AAATAAAATTTACACAACTCATTTCCATATTTCTGTTCCA
CTACAAGAGGTTCTGAAGGATGTCAAGGATTTCTTGACCA
CACCTGCAAGCGCCAACGAATTTGTCATTCTCGATTTCTT
GCATTTCTACGGATTTAATGAGAGACATACGATGAAGCGC
TTTGTTGAGGAGCTGCAAGCACTTGAGGAGTTTTACATTC
CCACAACCGTCTCTTTAACCACACCACTTTGTAACCTCTG
GCAGTCAAACAGACGTATTTTTCTTGTTGTGAGACCTTAT
GTAGAATACCCTTATGCACGACTCCGCAGTGTTGCGCTTA
AATCCATTTGGGTTAATCAAATGGAGTTGAATGATCTTCT
CGACCGGTTGGAGGAACTCATGACTCGTGATTTGGAAGAT
GTCAGTATTGGCGGGGTTCCATCTAAAATGTACGTCACGC
AAGCTATCGGTACGCCGCGAAATAACGACTTTGCGGTGGC
AGCGTGTTGTAGCGCGTGTCCCGGTTCACATCCCGATTTG
TATTCCGCTGCAAAGCATAAAAATCCACATCTTTTGCAGT
GGTTTTATGATTTAAATGTTAATGGTGTTATGCGAGGGGA
GCGTGTGACTATAAGACGGGGAAACAATACACATGGAAAT
ATACTTTTGCTTGATTTCGTGCAAGAAGGCACTTGTACCG
TTAAGGGAGTCGACAAACCGATGAATGCCGTTGCATTATG
CGTTCATTTAAACACCAACCAAACCGCAAGGTCATAA
J04841 717-6014 T.BRUCEI RNA POLYMERASE IIB LARGEST
SUBUNIT (RPII197B) GENE, RNA POLYMERASE IIB LARGEST
SUBUNIT CODING
ATGTCAGGCGGTGCGGCTCTACCGGTTTCCCAGATGGAGT
TGCACAAGGTGAATGAAGTGCAGTTCGAGATATTTAAGGA
AAGGCAAATCAAAAGTTACGCCGTGTGCCTTGTCGAGCAC
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GCCAAGTCGTATGAACGCGGCCGACCAGTCCGGGGAGGCA
TCAATGATTTGCGTATGGGTACCACTGACTTCGAATTCGC
ATGCGAGACATGTCATAGGAAGCACCCAGAGTGCCCTGGA
CACTTCGGATACATCGAGCTCGCAGAGCCTGTCTTTAATA
TTGGCGTCTTCGATCTTGTACTGCTGGTGTTGAAGTGTGT
TTGCAAAACGTGCGGGGCTCTCCTCCTTAACACGCGCGAA
CAGGACGTACATAAGAAGTTGCAGCACATGACAGGCCTCA
ACCGTCTTCGGCAAGTTGCGAAGATGGCTGAGGCAAAGTG
CCGCGTCTCCACCAGCACCGAAGACGATATGGGGATTGAC
GGCTTTGATAGTGCCCCTTTCAATGGCGGATCAGGGATGG
GGCCAGGCGCGACACGGGGTTGTGGTGCGTCTCAACCCCG
CGTAAGTCGCTTTTATGGTATCTACCCAACACTCGTTATC
AAGGCAGTACATGAGGAACAAGACGCCGAGTGGCACGCTG
ATAAGGTGCGACAGGTACTTGACCGCGTGTCCGATGATGA
TGCCCGCTTGATGGGCTTCGACCCTCAACGTTGCCACCCA
CGGGATCTTGTGCTCACTGTGCTTCCAGTTCCACCCCCGC
AGGTGCGGCCCGCAATATCCTTCGGCGGTCTCAGGTCAGA
TGATGAACTCACGCATCAGATCATGTCCATTGTGAAACGA
AACAACCAACTACGCAGAGATAAGGAGTCAGACGTGCAGG
CAGCAATTGACCGGAGCCGGGCGTTATTGCAAGAACATGT
GGCGACATATTTCAATAACGCTTCCACACACTATAAGCCA
ACGAAGGTGAATGACACAAAGAAGCTCAAGTCATTAACAG
AGCGCTTGAAGGGGAAGTACGGTAGACTGCGTGGAAATCT
AATGGGGAAGCGGGTGGACTTCTCCGCTCGAACCGTCATC
ACAGGTGATCCGAACATTGACGTGGATGAAGTAGGTGTAC
CCTTTTCTGTCGCGATGACGCTTACATTCCCCGAGCGAGT
GAACACAATAAATAAGAAGCGACTGACGGAGTTTGCCCGG
CGCACGGTCTATCCGTCGGCGAATTACATACACCATCCGA
ATGGCACCATAACAAAACTCGCACTCTTGCGTGACCGCTC
CAAGGTGACGCTAAACATCGGTGACGTTGTGGAGAGGCAT
GTGATTAATGGGGATGTCGTCTTGTTCAACCGGCAGCCGA
CATTGCATCGCATGAGTATGATGGGCCACAGGGTTCGGGT
TCTCAACTATAACACTTTCCGGCTTAATCTCTCTTGTACC
ACACCATACAATGCTGACTTCGATGGTGACGAAATGAATT
TGCACGTGCCGCAGAGTCTCTTAACGAAAGCAGAGCTGAT
TGAAATGATGATGGTTCCAAAGAACTTCGTCTCGCCCAAT
AAGTCTGCTCCGTGCATGGGTATTGTGCAAGACAGTCTGC
TGGGTAGTTACCGGTTGACGGACAAGGACACATTCCTCGA
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TAAGTACTTTGTGCAAAGCGTGGCACTTTGGCTGGATCTT
TGGCAGTTACCCATTCCCGCCATTCTGAAACCCCGACCCC
TCTGGACCGGAAAGCAGGTATTTTCGCTTATCCTTCCTGA
GGTTAACCATCCAGCAACACCACAGGACCGGCCCCCCTTT
CCTCACAATGATTCCGTAGTGATGATACGACGTGGTCAGC
TGTTATGTGGACCAATCACTAAGAGTATCGTTGGTGCTGC
ACCGGGATCACTCATTCACGTTATATTTAATGAGCACGGA
TCTGATGAAGTGGCACGCTTCATCAACGGCGTGCAGCGCG
TGACGACGTTTTTCTTACTTAACTTCGGTTTCAGCGTTGG
GGTTCAAGACACCGTAGCTGACAGTGACACCTTGCGGCAG
ATGAATGATGTCCTCGTGAAAACACGGAGGAATGTTGAAA
AAATTGGTGCGGCTGCCAACAACCGTACACTGAACCGCAA
GGCTGGTATGACACTTCTGCAGTCATTCGAAGCAGATGTC
AACAGCGCACTGAACAAGTGCCGCGAAGAGGCAGCAAAGA
AGGCACTGAGCAACGTCCGTCGCACTAACAGCTTCAAGGT
GATGATTGAAGCAGGCAGTAAGGGTACAGATCTGAACATA
TGTCAAATTGCCGTCTTTGTTGGGCAACAAAACGTCGCGG
GAAGCCGTATTCCATTCGGTTTTCGTAGGCGCACGCTTCC
ACACTTTATGCTTGACGATTATGGTGAGACGTCACGCGGC
ATGGCAAACCGTGGTTACGTTGAGGGTCTGAAACCGCACG
AGTTTTTTTTCCACACAATGGCTGGTCGTGAGGGTTTGAT
CGATACTGCGGTGAAAACCTCTGATACAGGGTACCTGCAG
CGTAAGCTTATCAAGGCGCTAGAAGATGTCCACGCAGCCT
ACGACGGTACTGTACGAAATGCAAACGATGAACTAATTCA
GTTTATGTACGGCGAAGACGGTCTTGACGGGGCCCGTATA
GAGGGTGGGCAGCTGTTCCCTCTTCCCTTTCGGGACGATA
AGGAGATGGAAGACACGTACAAATATGAGTACGACGTGGA
TGGCACCTTCAGTGGGAAGGTTGGTGGTAACTATATGGAT
CCCCACGTTAGGAAGATGCTACGCGCTGATCCCCAAAATG
TTCGGAAACTTCAGGAAGAATATGAACAGCTTACGGCGGA
CCGCGAGTGGTCACGCAAAATGCTTGACCTCGAGGATCGT
GATAAACTGAAGCTTAACCTCCCTGTTAATCCAGGTCGAC
TTATCCAAAACGCGCGCAGTACTATGGGCAAACGTAGTCA
AGTGTCCAACCTGAGCCCCATCACTATTATCGACCACGTG
CGGAAGCTTCAAGAAGATCTCATGAAACTCTTTCCATCTT
ACCACCGGGGAGGGGATGGATACATCAGGAATACGTTGAG
TCGTGAACGCATTGAAAGTGCGCTTACTCTCTTCAACGTT
CATTTGAGGCAGCTACTTGCGTCAAAAAGGGTGCTGAAGG
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AATATAAACTTAACGATAGGGCTTTTGAGTATCTTCTCAA
GGAAATTAGAACCAAGTACCACCAGTCACTCACCACACCG
GGTGAGAACATTGGGGCAATCGCTGCGCAGTCGTGTGGTG
AACCTGCCACACAAATGACACTTAACACGTTCCACAATGC
GGGAATTTCCTCAAAGAACGTTACCCTCGGTGTGCCACGT
TTACTGGAGCTTCTAAACGTCTCACGAAACCAAAAGCACG
CGAGCATGACAGTGTCTCTGTTTCCACCATATGATGAAAA
GCGAAATGCGCAAAAGGCCCAGCATCTCATTGAATACTGC
ACGCTGGAGAGTATCACAAGGCGCATACAGTTCATCTACG
ACCCTGACCCACGTCACACCGTTGTGGAGGCTGATCGTGA
CATCCTCGAACTAGAGTGGAATGTTATGGATGAAAGCGAT
GCAGAGCTAAGAATACAAGAGGTAGTGGCAGGTTCGCCAT
GGGTGGTGAGGTTGGAGCTCGACGTGGATATGGTCACCGA
CAAGGCCCTCGATATGAAGGATGTGAAGCAAGCTATCCTG
CGAGTGGATGAAAGCTACATAATTGAAACGGGAATGGCTA
ACAATGTGCGCCAGCGGACCATAAGAATGCGGTCCAGATA
TAACGAAGGAGCTGACTCGATCCCAAAGCTTAAGCGTGAA
ATCCCAGCCCTTCTTGCGCGGGTTCACTTGCGTGGTATTC
CCGGTGTGCGTCGGGCGCTGCTGAAGGACACCACCGAATT
CACTGTAGATCAGGCAACGGGGAAAATGAGTGGCAACAAA
ATATGGGCAATAGACACGGACGGCACGGCATTGCGACGTG
CTTTTATTGGTGTCGTAGGTGAGGATGGTAAGAACATTAT
TAATGCGGTGAAAACGAGTAGCAACAAAGTGCCTGAGGTA
TGTAGTCTTCTTGGTATTGAGGCGGCGAGATCAAAGATGT
TGACGGAACTTCGTGAGGCTTACCTGGCCTATGGTCTCAA
TATTAACTACCGCCACTATACTATACTGGTGGATACGATA
TGTCAGCATGGGTACCTGATGGCTGTTTCTCGCTCAGGAA
TCAACCGCTCCGATACGTCGGGTCCGTTGATGCGCTGTTC
ATTTGAAGAAACTGTTAAGGTGCTTATGGCGGCTGCATCT
TTTGGCGAGTGCGATCCCGTGCGTGGGGTATCAGCAAATC
TTGTGCTCGGTAACCAAGCGCGCGTTGGTACGGGGCTTTT
CGATCTTGTTCTCAACATGGCAGCGCTGCAGCAGGCTGTA
CCGCAGGCAGAAGCGGTTGCACCCGGAAAGGATGTAAATG
TGTATCACAGTCTCGGGTCCACGCTGCAGCAAAATATCCA
ATCCTCCATTGCGTACCGACCAAGAGATCATGATGCAACA
CCATTTGTAAACAATGCCAGTCTGTTTCTCCGCCAGGGTT
TCGGTGGGGGCTCCTCCTCCGCACCAGTAACGGCCTCGGC
CCCATACAACCCTTCGACGACGTACCACGGCGGTCGGCTC
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GAAGCGAGGGCAGTGCACAGGAGTCAAGCTTATTCTACAT
CCCCCGCTTTGGAATACGGAGGGCGGGAAGCAAGCGCCTC
ACAATTGTACAGCGTTATGTCTTCCGCCAGCGCGTTCAAC
CCAGTTTCAACGCGGATGTCGTCAGTGGCGCACAGTTATT
CCGAATACAGTGAAGCCTCTTCTTACCACCTGCAACACAG
CGTGGCGCCAACTTCCATGCAAGCTTCACTACCAAGAACC
GACAACTCTATGACCATGCAAGGTATCGGTAGTGTTTCAG
TACCGTACACGCCCCATGCCATGTCCAGTGCTGCCCCACC
GTCGCAGGTATACGCCAGCACAGAAGTCGGCCGGTCGCAC
AGCGAGGACTCGCGGTCCCAGTCAGCTCTCTACGTTCCGA
CACTCTCACCCACCCACGCGGGTTACGCTATACGAGGTGA
TGAGCCATCCACACATCGCAGTGACTCAAATGTGATGTGG
CGGGAGGCTGGCGGGGGAAGGGAACAGGATGAGGAAGATG
ACCTCTCCACGAATTATATGCCCACTGCAAAGACACCCCA
GCAGGCGGCACCGCCGACAGCCGCAGAGTTTGGGGACGAG
GAAGAGGAAGAACAGTAA

K02836.1 1-1329 T.brucei rhodesiense alpha (complete) and beta tubulin
genes 1n 3.7 beta tubulin Coding
ATGCGCGAAATCGTCTGCGTTCAGGCTGGCCAATGCGGTA
ACCAGATCGGCTCAAAGTTCTGGGAGGTGATCAGTGACGA
GCACGGTGTGGACCCCACAGGTACCTACCAGGGTGACTCT
GACCTGCAGCTGGAGCGCATCAATGTGTACTTTGATGAGG
CAACGGGAGGTCGCTATGTGCCCCGCTCCGTGCTGATTGA
TCTGGAGCCAGGTACAATGGACTCCGTACGTGCTGGCCCC
TATGGTCAGATCTTCCGCCCCGACAACTTCATCTTTGGAC
AGTCTGGCGCCGGCAACAACTGGGCAAAGGGCCACTACAC
GGAGGGTGCGGAACTGATCGACTCTGTGCTCGATGTGTGC
TGCAAGGAGGCGGAGAGCTGTGACTGCCTCCAAGGCTTCC
AGATCTGCCACTCCCTTGGTGGTGGTACTGGCTCCGGCAT
GGGTACGCTGCTCATCTCGAAGCTTCGCGAGCAGTACCCT
GACCGTATCATGATGACTTTCTCCATCATCCCATCCCCCA
AGGTGTCCGACACTGTCGTCGAGCCGTACAATACGACTCT
CTCCGTGCACCAACTTGTGGAAAACTCCGATGAGTCGATG
TGCATTGACAACGAGGCACTGTACGATATTTGCTTCCGCA
CCCTGAAACTGACAACACCAACGTTCGGTGACCTGAACCA
CTTGGTGTCTGCTGTTGTGTCCGGCGTCACCTGCTGCCTG
CGCTTCCCTGGTCAGTTGAACTCTGACCTCCGTAAGTTGG
CTGTGAACCTTGTCCCATTCCCGCGTCTGCACTTCTTCAT
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GATGGGCTTCGCCCCGCTGACCAGCCGCGGCTCGCAGCAG
TACCGCGGTCTCTCCGTGCCCGAGCTAACGCAGCAGATGT
TCGATGCGAAAAACATGATGCAAGCTGCAGATCCTCGTCA
CGGCCGCTACCTGACAGCGTCTGCACTCTTCCGCGGCCGC
ATGTCGACGAAGGAGGTTGATGAGCAGATGCTGAACGTGC
AGAACAAGAACTCGTCCTACTTCATTGAGTGGATCCCGAA
CAACATCAAGTCCTCTGTTTGCGATATCCCACCCAAGGGA
CTCAAGATGGCTGTCACCTTCATTGGCAACAACACCTGCA
TCCAGGAGATGTTCCGCCGTGTGGGAGAGCAGTTCACCCT
CATGTTCCGTCGCAAGGCGTTCTTGCACTGGTACACTGGC
GAGGGTATGGACGAGATGGAATTCACGGAGGCAGAGTCCA
ACATGAACGATCTCGTGTCTGAGTACCAGCAGTACCAGGA
TGCCACGATTGAGGAGGAGGGCGAGTTCGACGAGGAGGAG
CAATACTAG

K02836.2 1961-3316 T.brucei rhodesiense alpha (complete) and beta
tubulin genes 1n 3.7 alpha tubulin Coding
ATGCGTGAGGCTATCTGCATCCACATTGGTCAGGCTGGTT
GCCAGGTTGGTAACGCCTGCTGGGAATTGTTCTGCCTGGA
ACACGGCATTCAACCCGATGGTGCGATGCCCTCTGACAAG
ACGATTGGCGTTGAGGATGATGCGTTCAACACCTTCTTCT
CTGAGACTGGTGCTGGCAAGCACGTTCCCCGCGCGGTGTT
CTTGGACCTGGAGCCAACAGTGGTGGATGAAGTGCGCACT
GGCACGTACCGCCAGCTGTTCCACCCCGAGCAGCTGATCT
CCGGCAAGGAGGATGCGGCCAACAACTACGCTCGTGGCCA
CTACACCATTGGTAAGGAGATCGTCGACCTCTGCCTGGAC
CGCATCCGCAAGCTCGCTGACAACTGCACTGGTCTTCAGG
GCTTCCTCGTGTATCACGCCGTCGGCGGTGGCACTGGTTC
TGGCCTGGGTGCGCTGCTCTTGGAGCGCCTCTCCGTGGAC
TATGGCAAGAAGTCCAAGCTCGGCTACACGGTGTATCCAT
CACCGCAGGTGTCGACGGCTGTCGTGGAGCCCTACAACTC
TGTGCTCTCGACACACTCACTTCTGGAGCACACCGATGTT
GCTGCGATGCTTGACAATGAAGCAATTTATGATTTGACTC
GCCGCAACCTCGATATTGAGCGCCCCACGTACACCAACCT
GAACCGCCTCATCGGTCAGGTGGTTTCCTCGCTGACAGCG
TCCCTCCGCTTCGACGGTGCATTGAACGTGGATCTGACAG
AGTTCCAGACAAACCTTGTGCCGTACCCACGTATCCACTT
CGTGCTGACAAGCTATGCACCAGTCATCTCCGCAGAGAAG
GCCTACCACGAGCAACTCTCTGTCTCTGAGATCTCGAACG
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CTGTGTTTGAGCCCGCCTCCATGATGACAAAGTGCGACCC
CCGCCACGGCAAGTACATGGCGTGCTGCCTCATGTACCGT
GGTGACGTTGTGCCAAAGGATGTGAATGCTGCCGTCGCGA
CCATCAAGACGAAGCGCACGATTCAGTTCGTGGACTGGTC
TCCCACAGGCTTCAAGTGCGGTATCAACTACCAGCCACCC
ACGGTGGTGCCAGGTGGTGACCTTGCCAAGGTGCAGCGCG
CGGTATGCATGATCGCCAACTCCACGGCCATCGCAGAGGT
GTTCGCCCGTATTGACCACAAATTCGATCTCATGTACAGC
AAGCGCGCCTTCGTGCACTGGTACGTCGGTGAGGGTATGG
AAGAGGGTGAGTTCTCCGAGGCCCGTGAAGACCTTGCAGC
ACTTGAGAAGGACTACGAAGAGGTTGGTGCCGAGTCCGCG
GATATGGACGGTGAGGAGGATGTGGAGGAGTACTAG
L03778.1 605-1900 nrkA Coding
ATGGCCGAACCGTTCTCGACGATCCTTGGAACCGACGGCA
GCGGTGGTCGGTGTAAATACCTGAACAAAGGGATTGTAGG
ATTGGGTTCCTATGGTGAAGCATATGTAGCGGAGAGCGTG
GAGGATGGGTCTCTTTGTGTAGCAAAAGTCATGGATTTAA
GCAAGATGTCTCAGCGGGATAAGCGGTACGCGCAGAGCGA
AATCAAGTGTCTGGCCAACTGTAATCATCCAAACATTATT
CGTTACATTGAGGACCACGAGGAAAATGATCGGTTGCTTA
TTGTCATGGAATTCGCTGACTCAGGCAACCTTGATGAGCA
AATAAAGCTTCGGGGCTCAGGAGATGCGCGCTACTTTCAA
GAACACGAGGCCTTGTTTCTCTTCTTACAACTGTGTCTTG
CCCTTGACTACATCCACAGCCATAAGATGCTGCACCGCGA
TATCAAATCTGCCAATGTACTGCTCACATCAACAGGACTA
GTTAAGCTGGGAGACTTTGGATTCAGTCATCAATATGAAG
ACACCGTATCAGGCGTCGTTGCAAGTACGTTCTGTGGCAC
ACCGTACTACCTGGCACCAGAGCTGTGGAATAATAAAAGG
TACAATAAGAAGGCTGATGTGTGGTCGTTGGGTGTTTTAT
TGTACGAAATTATGGGCATGAAGAAACCGTTTTCAGCAAG
TAATTTGAAAGGTTTGATGTCGAAGGTTCTTGCTGGCACA
TATGCTCCCTTGCCGGATAGCTTCTCGTCCGAATTTAAAC
GTGTTGTTGATGGTATCCTTGTAGCGGACCCTAATGACAG
ACCAAGTGTAAGGGAAATTTTTCAGATACCGTACATCAAT
AAGGGTCTTAAATTATTTGTGCAAGCACTGAAGAAAAACG
AACGAATTTCGGACTCGGTGAAGGAGGTCCTCGTAACACA
GGTCAGCGAAATCTTATCCTCGGAAGTGAGCCCTGATGCA
CATCGTTTCCTGGTATCACAAATTAACTACGACGTTACAC
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ACCGAGGACATGTAAACAAACTGGGTGGTGGAAACGGGAA
GTCGTGGAAACCGAGGTTTTTGCAGATTGTTCGCGGACAG
CTCATTTTAACAGATGATGAAGAAGGAAATAATCCAAAAG
GCCTAAACCTTGAACAAGTGCAGGGTGCTTGCCCGGTGCC
TCACAGTACTGCAAAGAGAGATTTTGTGTTTGCCCTCAAT
ACGGTCGGCGGAAAGGGTATGTGGTTTCAGGCTGTATCAC
ATGGGGACATGGAAATGTGGGTTCACGCGATTCAACGTGG
TATAGGTGTCGCCTAA

L10721.1 247-879 Trypanosoma brucei hypoxanthine-guanine
phosphoribosyltransferase Coding
ATGGAACCAGCTTGCAAATACGACTTCGCAACGAGTGTCC
TCTTTACAGAGGCAGAACTACACACTCGCATGCGCGGTGT
GGCGCAGCGTATTGCCGATGACTACAGCAACTGCAATTTG
AAGCCACTTGAAAATCCTCTGGTAATTGTGTCTGTATTGA
AGGGCAGCTTCGTCTTCACTGCTGACATGGTTCGCATTCT
TGGTGATTTTGGCGTCCCCACACGTGTGGAATTCCTGCGG
GCCTCGTCATATGGTCACGATACTAAAAGTTGTGGTCGAG
TTGACGTGAAGGCTGACGGTCTTTGTGACATCCGCGGAAA
ACATGTCCTTGTTTTGGAGGATATACTTGATACTGCGCTG
ACGTTGAGGGAAGTGGTGGACAGCTTGAAAAAGAGCGAAC
CCGCGAGCATTAAAACCCTCGTGGCTATCGACAAACCCGG
TGGGCGTAAAATACCTTTCACTGCGGAATACGTTGTGGCG
GATGTTCCCAATGTGTTCGTGGTTGGCTACGGGTTGGATT
ACGACCAATCATACCGTGAGGTGCGTGATGTTGTAATCCT
AAAACCGAGCGTGTATGAAACATGGGGAAAGGAACTTGAG
CGGAGGAAGGCCGCTGGAGAAGCCAAGCGGTAA

114477 262-2223 TRYPANOSOMA BRUCEI BIP/GRP78 GENE,
COMPLETE CDS. CODING
ATGTCGAGGATGTGGCTGACCACTGCAGCGGTGTTCCTGA
CTGTGACGGTTGCAGCCGTCTCAGCAGCACCCGAAAGTGG
CGGCAAGGTGGAAGCACCATGCGTGGGCATCGACCTCGGC
ACAACATACTCCGTTGTGGGTGTGTGGCAGAAGGGTGATG
TGCATATCATCCCGAACGAGATGGGTAACCGCATCACACC
TTCCGTCGTCGCCTTTACCGACACAGAGCGGCTGATCGGT
GACGGTGCGAGGAATCAGCTTCCACAGAATCCGCATAATA
CAATCTACACCATCAAGAGGCTGATTGGCCGCAAGTACAC
GGATGCGGCAGTGCAGGCTGACAAGAAACTGCTGTCGTAT
GAGGTCATTGCGGACCGCGACGGGAAGCCGAAGGTACAAG
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TGATGGTGGGTGGGAAAAAGAAACAGTTCACACCAGAAGA
GATCAGTGCCATGGTGCTGCAGAAGATGAAGGAAATTGCA
GAAACGTACCTTGGCGAGAAAGTGAAAAACGCTGTTGTAA
CGGTACCTGCGTACTTCAATGACGCACAACGGCAGTCGAC
AAAGGATGCTGGGACCATCGCCGGTTTGAACGTAGTGCGC
ATCATCAATGAGCCCACCGCAGCCGCCATCGCATATGGGC
TAAACAAAGCCGGTGAGAAGAATATCCTGGTGTTCGATCT
TGGTGGTGGTACCTTTGATGTGTCACTGCTGACAATCGAT
GAGGGCTTCTTCGAAGTTGTGGCGACAAACGGTGATACGC
ACCTTGGTGGTGAGGACTTTGATAACAACATGATGCGACA
CTTTGTGGACATGCTGAAGAAGAAAAAGAATGTTGACATC
AGTAAGGACCAAAAGGCACTGGCACGTCTTCGCAAGGCAT
GTGAGGCTGCGAAGCGACAGCTGTCGTCTCATCCCGAGGC
GCGTGTGGAGGTGGACAGCCTTACGGAGGGCTTCGATTTC
AGCGAGAAAATCACACGTGCGAAGTTTGAGGAGCTGAACA
TGGACCTCTTCAAGGGGACACTCGTGCCCGTGCAACGTGT
GCTGGAGGATGCGAAGCTGAAGAAGAGTGACATCCACGAG
ATTGTGCTCGTTGGTGGATCCACACGTGTGCCGAAGGTAC
AACAACTGATCAGTGACTTCTTCGGTGGGAAGGAACTGAA
CCGTGGTATTAACCCCGATGAAGCCGTAGCATATGGTGCC
GCTGTGCAAGCTGCGGTGCTAACCGGTGAAAGCGAGGTTG
GCGGGCGCGTTGTGCTTGTAGATGTGATCCCACTGTCGCT
TGGTATTGAAACTGTAGGTGGTGTCATGACAAAACTCATC
GAGCGTAACACACAGATCCCCACCAAGAAGAGTCAGGTCT
TTTCTACCCATGCGGACAACCAGCCGGGTGTGCTTATCCA
AGTGTATGAGGGTGAGCGCCAGCTGACAAAGGATAACCGC
CTCCTGGGCAAATTCGAGTTGTCGGGAATTCCTCCTGCCG
CGCGTGGTGTGCCACAAATCGAAGTGACATTTGACGTCGA
CGAGAACAGCATCCTGCAGGTGAGCGCTATGGACAAGTCG
TCTGGAAAGAAGGAAGAGATCACCATCACCAACGACAAGG
GTCGCCTGAGCGAGGAGGAGATTGAGCGTATGGTGCGCGA
AGCGGCAGAGTTCGAGGACGAGGACCGCAAGGTGCGCGAG
CGTGTGGATGCGCGTAACTCGCTGGAGAGCGTTGCGTATT
CCCTACGCAACCAAGTGAACGATAAGGATAAGCTTGGTGG
GAAACTTGACCCCAATGACAAGGCTGCAGTGGAGACCGCT
GTTGCGGAGGCGATCCGCTTCCTTGACGAAAATCCGAACG
CCGAAAAGGAGGAGTACAAAACTGCCCTGGAAACTCTGCA
GAGCGTGACCAACCCCATCATCCAGAAGACTTACCAATCC
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GCCGGCGGAGGCGACAAGCCACAACCCATGGACGATCTGT
AA

M14697.1 449-2434 T.brucei heat shock protein 70 (hsp 70) mRNA, (gene 4
in heat shock heat shock protein Coding
ATGACATACGAAGGCGCCATTGGTATCGACCTCGGTACGA
CGTACTCGTGCGTTGGTGTGTGGCAGAACGAACGTGTGGA
AATCATTGCAAATGACCAGGGTAACCGTACGACGCCGTCC
TACGTTGCCTTCACGGACTCTGAGCGCCTGATCGGCGATG
CGGCGAAGAACCAGGTGGCGATGAACCCTACGAACACGGT
GTTCGACGCGAAACGACTGATCGGACGGAAGTTCTCCGAC
TCTGTCGTGCAGTCCGACATGAAGCACTGGCCCTTCAAGG
TCGTCACCAAGGGCGACGACAAGCCAGTGATCCAGGTACA
GTTCCGCGGTGAGACGAAAACCTTCAATCCTGAGGAGATC
AGTTCCATGGTACTATTGAAGATGAAGGAGGTTGCGGAGT
CGTATCTTGGGAAGCAGGTGGCTAAGGCTGTCGTAACAGT
GCCTGCATACTTCAACGACTCGCAGCGCCAGGCAACGAAG
GACGCGGGGACGATTGCTGGTCTGGAGGTGCTGCGCATCA
TCAACGAGCCAACGGCTGCTGCAATTGCCTATGGCCTGGA
CAAGGCTGATGAGGGGAAGGAACGCAACGTGCTCATCTTC
GATCTTGGTGGTGGCACCTTCGATGTGACATTGCTGACGA
TTGACGGCGGCATCTTCGAGGTGAAAGCCACAAATGGTGA
CACCCACCTTGGTGGAGAAGACTTCGACAATCGCCTTGTG
GCTCACTTTACCGAGGAATTCAAGCGCAAGAACAAGGGCA
AGGATCTCTCATCGAACTTGCGCGCCCTTCGCCGCCTTCG
TACGGCTTGTGAGCGCGCCAAACGCACACTTTCTTCCGCT
GCGCAGGCAACCATCGAGATCGATGCACTCTTCGAAAACA
TTGACTTCCAGGCGACCATTACCCGTGCTCGTTTCGAGGA
ACTGTGCGGTGACCTGTTCCGTGGTACATTGCAACCCGTA
GAGCGTGTGCTGCAGGATGCCAAGATGGACAAACGCGCCG
TGCACGATGTGGTCCTGGTTGGTGGTTCCACCCGTATCCC
CAAGGTGATGCAGCTTGTGTCTGACTTTTTCGGTGGCAAG
GAGCTTAACAAGAGCATCAACCCCGACGAGGCAGTNNNGT
ACGGCGCTGCTGTACAAGCTTTCATCTTGACCGGTGGTAA
GAGCAAGCAAACGGAAGGTCTCCTCCTTCTGGATGTCGCC
CCGCTTACGCTCGGCATCGAGACGGCAGGTGGCGTGATGA
CGGCACTGATCAAGCGCAACACGACGATCCCCACCAAAAA
GAGCCAAATCTTCTCCACATACTCAGACAATCAGCCCGGT
GTGCACATTCAGGTCTTTGAGGGTGAGCGTACCATGACGA
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AGGACTGCCATCTCTTGGGCACCTTCGATCTCTCTGGAAT
CCCCCCGGCACCCCGCGGCGTGCCACAGATAGAAGTGACC
TTCGACCTAGACGCTAATGGTATTCTTAGCGTTTCTGCGG
AGGAGAAGGGCACTGGCAAGCGCAACCAGATTGTCATCAC
AAACGACAAGGGTCGCCTGAGCAAGGCTGATATCGAACGC
ATGGTGTCTGATGCTGCGAAGTATGAGGCTGAGGATAAGG
CGCACGTGANNNGCATTGATGCTAAGAACGGTCTTGAGAA
CTACGCCTTCTCGATGAAGAACACTATCAATGACCCCAAC
GTTGCTGGCAAGCTTGACGACGCCGACAAGAATGCTGTCA
CCACTGCCGTGGAGGAGGCACTGCGATGGCTGAACGACAA
CCAGGAGGCCAGTTTGGAGGAATACAACCACCGCCAGAAG
GAGCTCGAAGGCGTGTGTGCTCCCATCTTATCAAAGATGT
ACCAGGGCATGGGCGGTGGCGACGGGCCTGGCGGTATGCC
CGAGGGTATGCCCGGTGGTATGCCCGGTGGTATGCCCGGA
GGAATGGGTGGTGGGATGGGAGGCGCTGCGGCATCGTCCG
GGCCTAAAGTCGAGGAGGTTGACTAA

M20570.1 307-1725 T.brucei glycosomal protein p60 gene, complete cds.
glycosomal protein Coding
ATGGCTCCTATAATTCACAAGAATCTCACCGCCCCCGAGT
TGGTGGAGTGGGCTCTTAAGCTTGAAAAGGACTCCCAACT
GACGGCTCGTGGCGCCCTGAGCGTACGCTCATACGCAAAG
ACTGGCCGCTCTCCTCGCGACAAGCGTATTGTAAACACCA
CTGACGTTACTGACAATGTGGACTGGGGCAGCGTAAACAT
GAAGCTGACCGAAGAATCATTTGAGAAACTGAAGACAATC
GCAAAGGATTACTTCGCCACCTGCAAACACCTGTTCGTCA
TGGACTGCTTTGCCGGCCACGATGAACGGTACCGCCTGAA
GGTGCGCGTGTACACTACCCGCCCTTACCACGCACTTTTC
ATGCGCAACATGCTAATTGTGCCTACGTTAGAGGAGCTGC
AGAGTTTTGGTGAACCGGACTATGTCATCTACAACGCCGG
AGAGGCAAAGGCTGATCCGACGGTCCCCGGTGTTACCTCA
ACAACGTCAGTGGCCCTGAACTTTAAGACCCGCGAACAGG
TCATTCTTGGGACAGAGTACGCTGGTGAAATGAAGAAGGG
TATTCTGACTGTGATGTTTGAATTGATGCCACGCATGGGA
CACTTATGCATGCATGCAAGCGCTAACGTGGGTAAGAGCG
GTGACGTGACGGTCTTCTTTGGACTCAGCGGAACCGGCAA
AACGACTCTCTCTGCGGACCCGCGCCGCAACCTCATTGGC
GATGACGAGCATGTGTGGACGGACCGTGGTGTGTTTAACA
TTGAAGGCGGGTGCTATGCTAAGGCGATTGGTTTGAACCC

70



CGAAACCGAGAAGGATATTTATGAGGCTGTGCGCTTTGGC
GCTGTTGCCGAGAATTGTACTCTTGACAGGAGAACCCATG
AAATTGACTTTAATGATGAATCTATCTGCAAAAACACCCG
CGTTGCCTACCCTCTCATGCACATCGACGGTGCGCTTTCG
AAGGCTGTTGCGGGCCACCCGAAGAACATCATTTTCTTGA
CGAACGATGCCTTTGGCGTGATGCCTCCCGTGGCACGCCT
AACGAGTGCTCAAGCTATGTTCTGGTTCGTGATGGGCTAC
ACGGCTAACGTCCCTGGTGTGGAAGCAGGAAGCGCTCGCG
TCGCTCGCCCCATTTTTTCCTCGTGCTTCGGTGGGCCATT
CCTTGTTCGTCATGCCACTCATTATGGCCAGCAACTGGCT
GAGAAGATGGAAAAGCACAATAGCCGCGTTTGGCTGCTGA
ACACGGGTTATGCAGGCGGCCGTGCTGACCGCGGGGCTAA
GCGCATGCCTTTGCGCGTCACCCGTGCCATCATTGATGCT
ATTCATGACGGTACACTTGACCAGGCGGATTATGAAGTGT
ATCCCGGATGGGCCTTCACATTCCTAAGAGGGTTGCGAAC
GTGCCCGCAAGCCTGTTGA

M26803 76-3741 T.BRUCEI DNA TOPOISOMERASE II (TOP2) GENE,
COMPLETE CDS. DNA TOPOISOMERASE II CODING
ATGGCGGAGGCACACAAGTATAAGAAGCTCACACCTATTG
AGCATGTACTCACACGACCAGAGATGTACATTGGTAGTCT
CGACACAACGGCAACCCCCATGTTTATATACGATGAACAG
AAGGGTCACATGGTGTGGGAGACGGTGAAACTGAATCACG
GTTTGCTGAAAATCGTGGATGAAATTCTGCTAAATGCATC
TGATAACATCTCCAACAGAAGTGCGCGCATGACGTATATC
CGCGTGACCATCACGGACACGGGTGAGATTACTATAGAGA
ACGACGGTGCTGGGATCCCCATCGTACGCAGTCGGGAGCA
TAAATTATATATACCAGAGATGGTATTCGGTCACCTACTT
ACCAGCTCTAATTATGATGACGATAACCAAAATGCAGTTG
CTGGTCGCCACGGTTACGGTGCAAAGCTAACCAACATTCT
TTCCCTGAGCTTTTCCGTCTGCTGCCGCACAAATGGGAGG
GAGTTTCACATGAGTTGGCAGGATCACATGAGGAAGGCAA
CGGCTCCACGCGTTTCAAACGTCGGCACAAAAGAGAAAAA
TGTCACGCGTGTGAAGTTTCTCCCCGACTACGAGCGATTT
GGCATGAAGGAGAAGAAAATTTCAAACGACATGAAGCGTG
TGCTCTACAAGCGCATTATGGACCTTTCCGCAATGTTTCC
GAATATTCAAATAACCCTGAACGGCTCATCCTTTGGCTTC
AAGTCCTTTAAGGACTATGCGACTCTGTACAGTGCCATGA
CCCCAAAGGGAGAGAAACCACCGCCACCATACGTATACGA
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GAGTAAAAGCGGTTGCGTTGCCTTCATTCCTTCAGTAGTC
CCCGGGGTGCGGCGGATGTTTGGTGTGGTCAACGGTGTGG
TAACGTATAATGGCGGTACGCATTGCAATGCTGCGCAGGA
TATATTGACCGGCTGCCTCGATGGCGTGGAACGGGAATTA
AAGAAGGAGAACAAAGTGATGGACACTAATCGAGTGCTTC
GTCACTTCACTATTCTAGTTTTCCTCGTGCAGGTGCAGCC
AAAGTTTGATTCTCAGAATAAAGCTCGACTTGTTTCTACC
CCCACGATGCCCCGTGTTCCTCGGCAAGATGTGATGAAAT
ATCTTCTGCGCATGCCTTTTCTCGAGGCTCATGTGAGTAC
TATTACGGGGCAGTTAGCGCAGGAACTAAATAAGGAGATC
GGCACCGGACGCCGTATGAGTAGCAAAACCCTCCTGACCT
CCATAACGAAACTGGTAGATGCAACTTCTACACGCCGTGA
CCCAAAACATACCCGCACGTTAATTGTTACTGAGGGTGAC
TCCGCAAAGGCTCTCGCGCAGAACTCTTTATCGAGTGACC
AAAAGCGATATACAGGCGTATTTCCGCTTCGGGGTAAGCT
GCTAAACGTGCGTAACAAGAATCTTAAGCGACTGAGGAAC
TGCAAGGAGTTGCAGGAACTGTTTTGTGCCCTGGGGCTTG
AGCTAGATAAAGATTACACCGACGCCGATGAATTACGGTA
CCAACGCATACTTATCATGACAGATCAGGACGCAGATGGC
TCACACATTAAGGGTTTGGTTATCAACGCGTTCGAGTCTT
TGTGGCCCTCGTTGCTGGTACGCAATCCTGGGTTCATCTC
TATATTCTCCACACCCATCGTAAAGGCACGACTGCGCGAC
AAGTCGGTGGTATCCTTCTTCAGCATGAAGGAGTTTCACA
AGTGGCAGCGCTCAAATGCAAATACACCATACACATGTAA
GTACTATAAGGGTCTCGGTACTTCTACCACTGCTGAGGGA
AAAGAGTACTTCAAGGATATGGAGAAACACACAATGCGCT
TACTCGTGGACCGCTCCGATCATAAGCTTCTTGACAATGT
TTTCGACTCACAGGAGGTAGAATGGCGAAAGGACTGGATG
ACCAAGGCGAATGCTTTTACCGGCGAGGTAGATATTGATC
GTAGCAAGAAAATGCTAACGGTCACAGATTTTGTGCATAA
GGAGATGGTTCATTTCGCCCTTGTTGGTAATGCCCGTGCG
CTTGCGCACTCTGTAGACGGGCTTAAGCCTTCTCAGCGAA
AGATTATTTGGGCTCTTATGCGGCGGTCCGGTAATGAGGC
GGCGAAGGTGGCACAACTATCAGGTTACATATCAGAAGCT
TCCGCTTTTCATCATGGTGAGACTTCATTGCAGGAGACGA
TGATTAAGATGGCGCAGAGCTTCACTGGTGGTAACAACGT
CAACCTTCTCGTCCCTGAGGGTCAGTTCGGTTCTCGTCAG
CAACTCGGTAATGATCATGCGGCGCCCCGTTACATTTTCA
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CAAAGCTTTCAAAAGTAGCCCGCTTGCTTTTCCCTAGTGA
AGATGACCCATTGCTAGACTACATTGTGGAAGAGGGTCAG
CAGGTGGAGCCGAACCATTACGTTCCAATCCTACCGCTGC
TCCTCTGCAACGGAAGTGTGGGCATCGGTTTCGGGTTTTC
GTCGAATATTCCACCATTCCACCGGTTGGACGTATCTGCA
GCGGTACGAGCGATGATTAGCGGCGAACGTGCCAAGTCGG
TTGTCCGTCGACTTGTGCCGTGGGCTGTAGGCTTTCAGGG
TGAGATACGTCGTGGCCCCGAAGGAGAGTTTATTGCTGTG
GGAACGTATACTTACTGTAAGGGTGGTCGTGTGCATGTTA
CGGAGCTTCCTTGGACGTGTAGCGTTGAAGCATTCCGTGA
GCACATTTCTTACCTCGCCACAAAGGATATTGTTAACCGC
ATTGCCGACTATTCCGGCGCCAATCACGTTGACATTGATG
TGGAAGTTGCTCAGGGTGCGGTGAACACGTATGCTGAGTG
CGAGTCGGAACTTGGCCTCACGCAACGTATTCACATCAAC
GGTACAGTCTTTTCACCGAATGGAACTCTTTCACCTCTGG
AAAGTGACCTCACACCCGTCCTCCAGTGGCACTACGACCG
CAGACTTGATTTATATAAAAAGAGGCGACAACGTAATTTG
ACGCTGTTGGAGCAGGAATTGGCCAGAGAGAAGTCGACAC
TCAAATTTGTGCAACACTTCGGTGCCGGCCACATTGACTT
TGCGAATGCTACGGAGGCAACACTTGAAAAGGTGTGTTCA
AAGTTAGGGTTAGTACGTGTAGATGACTCGTTCGACTACA
TTTTGCGTAAACCCATCACGTTCTATACCAAAACAAGTTT
TGAAAATCTTCTCAAGAAGATCGCGGAGACGGAGCGGCGC
ATTGAAGCTCTCAAGAAGACAACCCCTGTGCAGTTGTGGT
TGGGCGAACTTGATCAATTTGATCGCTTCTTTCAGGACCA
TGAGAAAAAGATGGTGGAGGCTATTTTGAAGGAAAGAAGG
CAGCGATCACCCCCGAGCGACCTTCTCCCTGGTCTTCAAC
AGCCGCGTCTGGAGGTGGAGGAGGCAAAGGGTGGTAAAAA
ATTTGAGATGCGGGTTCAGGTGCGAAAGTACGTCCCTCCA
CCAACCAAGCGGGGAGCAGGGGGCCGTAGTGATGGTGACG
GAGGCGCAACTGCGGCCGGTGCTGCTGCAGCCGTGGGGGG
AAGAGGTGAAAAGAAGGGCCCGGGACGAGCCGGTGGGGTT
CGACGTATGGTACTCGACGCCCTTGCGAAGCGTGTGACAC
GTTTGCTGCCGCGTCTGCTGTTCTAG

M27163 J05074 271-4863 TRYPANOSOMA BRUCEI RNA
POLYMERASE III LARGEST SUBUNIT (RPIII170) RNA
POLYMERASE III CODING
ATGCTAAAAGGAAGTAGCAGTACATCTTTCCTGCTTCCGC
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AGCAGTTTGTTGAACCGCTTCCTCACGCACCTGTAGAGAT
TAGTGCACTACACTACGGCCTTCTTTCTCGTAACGATGTG
CATCGTCTTTCCGTACTTCCATGTCGCCGTGTTGTTGGTG
ATGTTAAAGAGTACGGTGTCAATGACGCCCGTCTTGGCGT
ATGCGACCGTCTTTCCATCTGCGAAACTTGCGGACTCAAC
AGCATCGAGTGTGTTGGACACCCGGGTCACATTGACCTCG
AGGCACCAGTTTTTCATCTTGGTTTCTTCACCACAGTGTT
GCGAATTTGCCGTACTATATGCAAACGCTGCTCGCATGTG
TTACTAGATGATACTGAAATCGATTATTATAAGAGGCGTT
TGTCGTCTTCATCCCTCGAACCGCTGCAGCGCACGATGCT
CATTAAAACGATACAAACGGATGCATATAAGACACGTGTG
TGCCTTAAGTGTGGCGGTCTGAACGGCGTAGTACGGCGTG
TGCGACCAATGAGGCTTGTTCACGAAAAATATCACGTGGA
GCCTCGCCGTGGTGAGGGGCCTAGGGAGAACCCTGGTGGT
TTCTTTGACGCTGAGCTGCGAACTGCATGTGCTTACAACA
AGGTCGTCGGCGAGTGTAGAGAGTTCGTCCACGACTTCCT
TGACCCCGTACGTGTCCGGCAGCTATTTCTTGCGGTTCCA
CCTGGGGAAGTCATACTGTTAGGCCTAGCTCCTGGAGTTA
GTCCTACGGATCTACTCATGACAACACTTCTTGTGCCTCC
CGTGCCCGTGCGGCCACGAGGGTGTGCGGGGACAACGACC
GTTCGCGATGATGATCTCACAGCTCAGTACAACGACATCC
TGGTCAGCACAGATACCATGCAGGACGGATCTCTTGATGC
CACTAGGTATACGGAGACGTGGGAGATGTTGCAGATGAGG
GCAGCGAGGCTACTTGATTCGAGTCTTCCGGGGTTTCCAC
CAAATGTCCGTACCAGTGATTTGAAATCATATGCTCAAAG
ACTAAAGAGCAAACATGGCAGGTTCCGCTGTAACCTCAGT
GGGAAACGTGTAGACTACTCGGGTCGCTCCGTCATTTCAC
CCGACCCAAATCTTGATGTGGATGAGCTCGCAGTGCCCCT
TCATGTTGCCCGTGTGCTGACCTACCCTCAAAGAGTTTTC
AAGGCCAACCATGAGCTAATGCGTCGACTTGTGCGCAACG
GCCCGCACGTTCACCCTGGCGCCACTACCGTTTACCTGGC
GCAGGAAGGCTCAAAGAAGTCCCTCAAGAACGAGCGGGAC
CGACACCGCCTGGCAGCACGCCTTGCAGTTGGAGACATTG
TTGAGCGACATGTGATGAATGGTGACTTGGTTTTATTTAA
TCGCCAGCCTTCGCTTCATCGTGTTTCAATGATGGCCCAT
CGTGCTCGAGTGCTGCCTTTCCGCACGTTTCGTTTCAATG
AGTGTTGTTGCGCACCTTATAATGCTGATTTCGATGGTGA
CGAAATGAATGTGCATTTTGTTCAAACCGAAAAGGCTCGG

74



GCAGAAGCTCTTCAACTTATGTCCACCGCGAGGAACATCA
TTTCAGCGAAAAATGGTGAGCCAATTATTGCGTGTACACA
AGATTTTTTGGCCGCTGCATACCTTGTAACATCTCGCGAT
GTTTTTTTTGACCGTGGCGAGTTCTCGCAGATGGTGTCGC
ATTGGCTCGGCCCAGTAACGCAATTTAGACTGCCCATTCC
CGCTATATTGAAACCCGTAGAGCTATGGACGGGAAAACAG
TTGTTTGAACTCATTGTACGCCCCTCACCTGAGGTGGATG
TACTGTTGAGTTTTGAGGCTCCAACAAAGTTCTACACGAG
GAAGGGTAAGCACGACTGTGCAGAGGAGGGCTATGTGGCA
TTCCTTGATTCCTGTTTTATATCAGGCCGCCTCGACAAGA
AGTTATTAGGTGGAGGAGCAAAGGATGGACTTTTTGCACG
GCTGCACACCATTGCTGGGGGTGGGTACACAGCGCGTGTT
ATGTCTCGCATTGCACAGTTCACTTCACGGTACCTAACAA
ATTATGGGTTTAGCCTGGGCCTCGGCGATGTTGCGCCAAC
CCCAGAGTTGAACAAACAGAAAGCAGCAGTTCTAGCGCGC
TCTGTAGAGGTATGTGATGGTTTAATCAAATCAGCGAAGA
CGGGGCGGATGATACCCCTTCCGGGTCTTACTGTCAAGCA
ATCACTGGAGGCGCGTCTCAATACGGAGTTGTCGAAGGTG
CGTGACGAGTGCGGTACCGCAGCCGTGCAAACACTTTCCA
TCCACAACAATACGCCACTGATCATGGTGCAATCGGGTAG
TAAAGGTAGTGCCCTGAACATTGCTCAAATGATGGCCTGC
GTGGGCCAGCAGACTGTAAGTGGGAAGCGTATTTTGGACG
CCTTTCAGGACCGCTCGCTCCCACATTTCCACCGTTTTGA
AGAGGCACCTGCAGCCCGTGGGTTTGTGGCTAACTCGTTT
TACTCTGGCCTCTCCCCGACAGAGTTTTTCTTTCACACAA
TGGCAGGACGTGAGGGTCTCGTCGATACGGCAGTCAAGAC
GGCAGAAACGGGGTATATATATCGGCGCCTGATGAAGGCA
ATGGAAAACTTGAGCGTACGGTACGACGGCACGGTGCGTA
ACACGAAGGGAGACGTAATACAGCTAAGGTTTGGTGAAGA
TGGCCTTGACCCTCAGCTCATGGAGGGTAATAGCGGCACA
CCTCTGAACTTGGAGCAGGAATGGCTTAGTGTTCGAGCGG
CGTATGCACGTTGGGTCGTGGGACTGCTTGCTGGAAGTAA
GACGGCAAGTGACGGAAATGCAATACGAGATAATGAAAAT
TACTTTAACGAGTTTATTTCGATGCTTCCAACAGAGGGAC
CTTCGTTTGTAGAAGCGTGCTTGAATGGGGATCAAGAGGC
GCTAAAAGTTTGTGAGGAACAGGAGTCTCGAGAAGATGCT
TTGCATAACAGCAACGGGAAAACTAATGATAGGGAGAGCA
GGCCACGTACAGGAAGACTGCGTCGGGCAGTGTTAATTTC
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CCATCTGGTTAAAGTTTGCAGTAGAAAGTTCAAAGATGAT
ATCCAAGACTTCTTCGTGAAAAAGGTGAGGGAACAGCAAC
GGATCCGCAACCTGCTCAACCTTCCCAACACGAGTCGTGA
GCGAACGGAGGGGGGAGGTGACAATAGTGGGCCTATTGCA
AATAAGAGAACCAAAAAGAGAGCACCGTCACTGAAGGTCA
AAGACAGCAAAGAAGGGGGAAGGGTTTCCGAGTTGCGGGA
CCTTGAGATGCTTCAGACCGAACTACTTCCGCTGACACGC
GGAATGGTAACACGATTCATTGCTCAATGCGCAAGCAAGT
ATCTGCGTAAGGCATGTGAGCCTGGTACCCCGTGCGGCGC
CATTGCTGCCCAATCTGTTGGTGAGCCAAGTACCCAGATG
ACTTTGCGTACCTTTCACTTTGCTGGTGTGGCGAGCATGA
GCATTACGCAGGGTGTTCCTCGACTAGTGGAGGTCATCAA
CGCCAATCGCAATATTGCTACACCCGTTGTCACAGCTCCA
GTACTACTTATGGAAGGCGAGGAAAACCATTGCGAAATAT
TCAGGAAGCGGGCACGGTTCGTGAAGGCCCAGATTGAGCG
CGTGCTGTTACGTGAGGTTGTGTCCGAAATTGTGGAGGTG
TGCAGTGACACTGAATTTTACCTCCGTGTGCACCTTAATA
TGTCCGTTATTACAAAACTGCATCTACCCATCAACGCCAT
CACCGTTCGTCAGCGCATTCTTGCGGCCGCTGGGCATACC
ATGTCTCCCCTTCGGATGCTAAACGAGGATTGTATAGAGG
TATTCAGCCTCGACACACTCGCTGTATATCCCCACTTTCA
GGATGCCCGTTGGGTTCACTTTAGTCTCCGACGCATCCTC
GGGTTACTCCCCGAAGTTGTAGTTGGGGGCATCGGAGGCA
TTAACCGTGCGATGATATCCTCAAACGGCACTGAAGTGTT
GGCAGAAGGCGCGGAGCTGCGTGCCGTAATGAATCTTTGG
GGTGTCGACTCTACTCGGGTGGTCTGTAATCACGTGGCCG
TGGTGGAGCGTGTGCTGGGTATTGAAGCTGCGCGCCGTGT
GATCGTGGACGAGATACAAAACATACTCAAGGCATACAGT
CTAAGCATTGACGTTCGGCACGTGTACCTCCTTGCGGATC
TCATGACTCAACGAGGTGTGGTGCTTGGAATTACGCGATA
CGGCATTCAAAAAATGAACTTCAACGTTCTTACCATGGCT
TCATTTGAGCGCACCACGGACCATTTGTACAATGCCGCAG
CCACTCAACGAGTTGACCGGGATCTCAGTGTGTCAGACAG
TATTATCGTAGGGAAACCTGTCCCATTAGGGACAACATCC
TTCGATCTCTTGTTAGACGGTTCCATAAGCAACGATGTTC
TCCCTCCTCAGCGTTGCGTGAAACGCGGGATGGGCCCCAA
CTTCCACACCGCAAAACGACATCATCTGGTACCTCTTGCC
GCTGAGGGTGTTTTTCGTTTGGATCTTTTTTAA
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M32139.1 331-2361 T.brucei heat shock-related protein gene, complete cds.
heat shock-related protein Coding
ATGACATACGAAGGCGCCATTGGTATCGACCTCGGTACGA
CGTACTCGTGCGTTGGTGTGTGGCAGAACGAACGTGTGGA
AATCATTGCAAATGACCAGGGTAACCGTACGACGCCGTCC
TACGTTGCTTTCGTCAATAATGAGGTTCTTGTTGGCGATG
CGGCGAAGAGCCACGCCGCTCGTGGCTCGAATGGTGTTAT
ATTCGACGCGAAACGGCTGATCGGACGGAAGTTCTCCGAC
TCTGTCGTGCAGTCCGACATGAAGCACTGGCCCTTCAAGG
TCGAGGAGGGCGAGAAAGGTGGTGCTGTGATGAGGGTAGA
GCATCTTGGAGAGGGGATGTTACTGCAGCCCGAGCAAATA
TCTGCCCGTGTCCTTGCGTACCTGAAGTCTTGTGCGGAGT
CGTATCTTGGGAAGCAGGTGGCTAAGGCTGTCGTAACAGT
GCCTGCATACTTCAACGACTCGCAGCGCCAGGCAACGAAG
GACGCGGGGACGATTGCTGGTCTGGAGGTGCTGCGCATCA
TCAACGAGCCAACGGCTGCTGCAATTGCCTATGGCCTGGA
CAAGGCTGATGAGGGGAAGGAACGCAACGTTTTGGTGTTT
GACTTTGGAGGTGGAACGTTTGACGTCTCAATTATTTCAG
TAAGCGGCGGTGTTTTCGAGGTGAAAGCCACAAATGGTGA
CACCCACCTTGGTGGAGAGGATGTGGACGCCGCACTGCTG
GAGCACGCACTTGCTGATATAAGGAACCGTTATGGAATAG
AACAGGGCTCTCTGTCCCAAAAGATGCTATCCAAGCTGCG
TTCACGGTGTGAGGAAGTGAAGCGAGTACTGTCACACTCG
ACAGTGGGGGAAATTGCACTCGACGGGCTGCTTCCCGACG
GCGAAGAATACGTGCTCAAGCTAACGCGAGCGAGGTTGGA
AGAGCTATGCACGAAAATTTTTGCTCGCTGTTTGAGTGTG
GTACAGAGGGCGTTGAAGGACGCTTCAATGAAGGTTGAGG
ATATTGAGGATGTTGTGCTTGTCGGGGGAAGTTCTCGGAT
TCCTGCTGTGCAGGCTCAGTTAAGGGAGCTATTCAGAGGT
AAGCAACTCTGCAGCAGTGTGCACCCTGACGAGGCAGTGG
CGTATGGGGCTGCATGGCAGGCGCACGTACTTTCCGGTGG
ATATGGGGAGAGCTCTAGGACAGCAGGTATAGTGCTTCTG
GATGTTGTGCCCCTTTCAATCGGCGTTGAAGTGGACGACG
GTAAGTTTGATGTGATAATTCGTCGGAACACAACCATTCC
ATACCTTGCGACCAAGGAGTACAGCACTGTGGATGACAAT
CAGAGTGAAGTGGAGATACAGGTTTTCGAAGGTGAGCGCC
CCCTCACGCGTCACAACCACAGGCTAGGCTCCTTTGTTCT
TGACGGTATTACCCCGGCAAAGCACGGTGAACCGACTATC
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ACCGTTACTTTTAGTGTTGACGCCGACGGGATCCTGACCG
TTACAGCCGCAGAAGAACTCGGGAGCGTAACAAAAACACT
TGTTGTGGAGAACTCAGAGCGACTTACCAGTGAGGAAGTA
CAGAAGATGATTGAAGTTGCACAAAAGTTTGCCTTAACGG
ACGCCACCGCTCTGGCGAGGATGGAGGCCACCGAGAGGCT
CACGCAGTGGTTTGACCGACTCGAAGCTGTAATGGAGACC
GTCCCGCAACCATACTCAGAGAAGCTTCAAAAGCGTATTG
CCTTTCTTCCGCACGGGAAAGAGTGGGTCGGCACACAGCT
TCATACGTACACTGACGCGGCGTCGATAGAGGCGAAAGTA
GCGAAGATTGAACGGCTTGCAAAGAGGGCCCTGAAATCGG
CGCGTCGTGAAGGAAAGGATGGATGGGCACCGGGCAATGA
GGACAATGGAAGCGGTGATGACAACGACGGTGACGATAAC
AGTGATGAGGAGGACGAGCTCCAAAGGGGGAGGGGCGTGA
CAGAGGGATCGGGGAGGTCCCCGATAAGGAAACGCGACCG
CATAGAGGCTATCAACGCAAACACAGAGTAA

M36124 223-657 T.BRUCEI RIBOSOMAL PROTEIN S14 (RPS14)
GENE, COMPLETE CDS. CODING
ATGTCCAAGAAACAAGAGGTGAAGTACTACGGCTCCAGCG
CGGGGAAGGACCAGCTGGTTTATGGCGTTGTGCACATCTA
TGCATCCTTCAACGACACCTTCGTTCATGTCACTGACATG
TCTGGTCGTGAAACATTCTGCAAGGTGACGGGAGGTATGA
AGGTAAAAGCAGATCGCGATGAAAGCTCACCATACGCTGC
GATGATGGCTGCTCAGGATGTTGTTGCCCGTTGCAAGGAG
TGCGGCATTAACGCTCTGCACGTGAAGATGCGCGCCACTG
GTGGTGTTGGCACTAAAAGCCCCGGGCCTGGCGCTCAGGC
CGCCCTCCGTGCACTCGCCCGTGCAGGCATGAAGATTGGC
CGCATTGAAGACGTCACACCGGTGCCAACGGACTCCACTC
GCCGCAAAGGTTCCCGTCGTGGCCGCCGCTTGTAG
M60653.1 708-2024 T.brucei posphoprotein gene, complete cds. putative
Coding ATGCGTCGCTTATTGTGTCTCTCACGCACTCGTGTTTCCT
TCATGAGGTGGAAGTTCGACGAAGTGGCACATCTTCGGGA
CCAGGTTAAGGCCTTGGACAACCGCATTGCATTCATTGAG
GAGAGTCAGACCATCAAATCACTTCTTGCTTTCTACAGCT
CCCGCCCACTGAGTAATATAAACACACCAAGCAAGTTCAT
CAGCTATTATGCTGAGTCTGATCACAATGCCAAGGTTTTT
TGTCATGCAGAACTACCAACGCTACTAGCAAGACTCATCA
CAACAATAGACTCGTTCCCGTGCGGTCTTAACGCGATGCT
GCCCATCGTGTCGGTGAGGAACACTTTTCTCGATTCCTTT
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AAAAAGCTTATAAAGTGTGATTTCCCCGAAGATGGTGCGA
AGAGTGAGCAGTTTCTGGATGTTGTCAAGGAAATCGAGGA
GGCTCATATGAAGAGGGAAGTGTTGCTTACAATAGGCACC
GGTCTTTTGCAGTTGAAGGATCTTCTTTCGTGTCATAAGC
GCTTTATTCTACGAAACAAGTGGTCTGGTTCATACAAAGA
AATGGAGGCATCATCCAATGACTGGCTGTTGGATCTCACA
GGGCCACTGGATGACTTCTGTTTCCGTATGGTGAACTACA
ATTTCCTCTCACGAATGCTGTTGAACTCAGAAGTTGTGAA
GAATAACATGGTTGATCTGGTTGATCTGCAAATAGATCTC
GAGAAGGTTGTTCGCAATGCTGGTAGAGGATGCTCAATCT
ATCTGCACCAATTTTTACGGCTCCTGCCGGGGGTGAAGTT
TATTATTTTGAAGGATGAAAAACCAATGAAGTTGGCGTAC
CTGAGTTCAACTATATCGTACGTTGTTATCGAGTTAATGA
AGAATGCGTTCAGGGCAACTGTCGAATCGCATTCAGACCT
TACATCACCCACCATTGATTGTGATGACGCACCTCAGGTG
GAAGTTTTAGTGAATATAAAAGAGGGCTCCAGTCACGAAT
GTATACGTATTTCAGATGAGGGTCTCTGGGATGACGGTAG
CACAGGCGAAAATGGCGATGAGCTATGCTCATCACGTCAG
CAAAAGTGCCTCATTGGCTCCCACCTTGGACAAGAGGACG
GTGGCGACAACGTAGGCGTGGCTGGTTACGGTTTCGGTCT
TCCCATGTCGAGAGTTTATGCCCGGCACTTTTTTGGAGAT
CTTCTACTGAACACACGATGGAGGGGTACGGGACCAGTGT
CTATTATTTTATCCAAATTTGAGGGAATCTTATTAGGTTT
TGATCGATACCCGAGCACTATTTTGATGTTTAGTTAA
M73769 M37894.1 388-3423 T.brucei P-type ATPase gene, complete cds.
Coding ATGCTACCCGAGAACCTTCCAACTGACCCCGCGGCGATGA
CACCTGCGGCGGTGGCGGCTGCGTTGCGTGTAGATACGAA
GGTTGGACTGAGTTCCAACGAGGTGGAGGAACGTCGCCAA
GCGTTTGGAATAAACGAACTGCCAAGTGAACCACCAACAC
CATTTTGGAAGCTAGTGCTGGCCCAGTTTGAAGATACGCT
CGTCCGTATTCTTCTGTTGGCCGCGACAGTAAGTTTTGCC
ATGGCCGTTGTGGAGAATAACGCCGCAGACTTTGTAGAGC
CGTTCATCATTTTACTCATTCTCATTCTCAATGCTACCGT
TGGGGTTTGGCAGGAGAACCGTGCGGAGGGGGCTATTGAA
GCGCTCAAATCATTTGTGCCTAAAACCGCCGTTGTTCTTC
GTGATGGAGACATCAAAACCGTTAATGCGGAGGAGTTGGT
TCCAGGCGATGTCGTTGAGGTTGCTGTTGGCAATCGAGTC
CCTGCAGATATGCGTGTTGTGGAGTTACATAGCACGACAC
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TCCGTGCTGATCAATCTATTCTTAATGGTGAGTCCGTGGA
GGCGATGAAACAAATCGAAGCAGTGAAAGGACGACAGGAG
CGGTTTCCAGCTTGTATGGTTTACAGCGGTACTGCTATCG
TTTACGGCAAAGCGCTATGTGTAGTCGTTCGCACTGGTGC
CTCGACAGAGATCGGAACGATTGAGCGCGACGTGCGTGAG
CAGGAGGAAGTAAAGACACCACTCCAGGTTAAACTGGATG
AGTTTGGTGTGCTCTTGTCGAAGGTCATTGGGTATATTTG
TCTTGTTGTGTTCGCCGTTAACCTGGTGCGCTGGTACGCA
ACCCATAAACCCACAAAGAATGAGACGTTTTTCACGCGGT
ACATTCAGCCTAGTGTGCACTGCCTCAAAGTTGCCGTTGC
ACTTGCGGTTGCGGCTATTCCCGAGGGTCTTCCCGCGGTT
GTGACAACTTGCTTGGCACTGGGGACTCGACGGATGGCGC
AGCACAATGCCTTGGTACGGGATCTTCCAAGCGTAGAGAC
ACTGGGTCGCTGCACTGTCATTTGCTCGGATAAAACGGGA
ACACTTACAACGAACATGATGTCTGTTTTGCATGCCTTTA
CTCTTAAGGGGGACGGGAGCATCAAGGAATATGAGTTGAA
AGACTCCAGGTTTAACATTGTGTCAAACTCTGTGACATGC
GAAGGAAGACAAGTGAGTTCACCGCTGGAGCAAGATGGTG
CCCTCACCAAGCTTGCGAACATCGCTGTGCTTTGCAACGA
TGCATCCCTGCACCACAACGCAGCCACAGTTCAGGTTGAG
AAGATTGGCGAAGCGACTGAGGCAGCCCTTTTGGTAATGA
GTGAGAAATTCGCAAATATAAAAGGTGACTCTGCGGTAAA
CGCCTTCCGTACACTTTGCGAGGGGAAATGGAAAAAGAAT
GCCACATTGGAGTTCACGCGCAAGCGTAAGTCGATGAGTG
TGCACGTCACAAGCACAGTAACGGGATCACCGGCCTCAAG
CACAAACAATCTTTTTGTGAAGGGAGCACCGGAAGAGGTC
TTGCGTCGTTCCACACACGTCATGCAGGACAATGGTGCCG
TTGTACAACTCAGTGCCACACACCGGAAGCGCATTATAGA
ACAATTGGACAAAATATCAGGTGGTGCCAACGCTCTTCGT
TGCATTGGATTTGCCTTTAAACCGACAAAGGCAGTTCAGC
ACGTGCGCCTGAACGATCCTGCAACTTTCGAGGATGTCGA
ATCTGACCTTACATTTGTTGGTGCATGCGGTATGCTTGAC
CCGCCACGTGAGGAAGTGCGCGATGCTATCGTGAAGTGCC
GCACCGCGGGCATCCGTGTTGTCGTCATCACTGGAGACCG
CAAGGAGACGGCGGAAGCGATTTGCTGCAAACTGGGACTA
TTGTCTTCTACAGCGGACACCACTGGGCTGAGTTATACGG
GACAAGAGCTCGATGCAATGACACCGGCGCAGAAACGTGA
AGCAGTATTGACAGCCGTACTTTTCAGTCGCACGGATCCA
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TCCCACAAGATGCAGCTTGTGCAACTACTGAAGGATGAGC
GACTCATTTGCGCTATGACAGGTGATGGTGTAAATGACGC
TCCGGCACTCAAAAAGGCAGATATTGGTATTGCCATGGGA
AGTGGAACCGAGGTGGCGAAATCAGCGAGTAAAATGGTCC
TTGCGGACGACAACTTTGCCACCGTTGTCAAAGCGGTGCA
AGAAGGACGAGCCATCTACAACAACACAAAACAGTTCATC
CGGTACCTTATCAGCAGTAACATTGGTGAGGTTGTGTGCA
TCCTTGTAACAGGCCTCTTCGGTTTACCTGAGGCGCTCTC
ACCAGTGCAACTCCTGTGGGTAAATCTCGTTACAGATGGT
CTTCCCGCAACTGCCCTTGGCTTCAATGCTCCAGACCGCG
ACATCATGGAGCAGAGGCCGCGCCGCATGGAAGAGCCGAT
TGTGAACGGCTGGTTGTTTATGCGCTACATGGTTATTGGT
GTATACGTTGGACTGGCTACAGTCGGTGGGTTCCTTTGGT
GGTTCCTGCGACATGGCTTCAGCTGGCATGACTTAACCAC
GTACACGGCATGCAGTGACATGACGAACGGCACTTGCTTG
CTTCTTGCTAACCCGCAGACGGCGAGAGCCATCGCCCTCT
CCATTCTCGTCGTGGTTGAGATGTTGAACGCACTGAATGC
ACTGAGCGAAAATGCGTCGCTCATCGTGTCCCGACCAAGC
AGCAATGTGTGGCTTCTTTTCGCTATTTTTTCATCTCTTT
CTCTGCACCTAATCATAATGTACGTGCCGTTCTTCGCCAA
GCTGTTCAACATTGTGCCACTCGGAGTAGATCCGCATGTT
GTGCAACAGGCACAGCCGTGGAGTATTCTCACCCCAACAA
ACTTTGATGACTGGAAGGCGGTGATTGTGTTTAGCGTACC
AGTCATCTTTCTTGATGAATTGCTGAAGTTTATTACGCGG
CGTATGGAGAAGGCCCAGGAAAAGAAGAAGGACTAG
M74167.1 413-1453 Trypansoma brucei protein phosphatase 1 catalytic
subunit mRNA, Coding
ATGAACTGTGACGAAATCATAAAGAAACTCTTGCTCAATC
CGGTACACAACACTGCTGCTACGGCGGGCCCTGCCAGTGA
GAACTGCGAGAGCAAGCAACGAACGTACACTCGCATCTCA
CGCCTTGCCGCGTTCCAGAGCGCCCAGACACAAGAAAGCA
CTCCTAAAACCAATGGAACCGGACGGGCAACGACAGAGGG
GTTAACGGAGGCTGAGGTGCGGTGGTTAGTGATGGAGTCC
CGGGCGCTGTCCATGTCGCAGCCGATGCTAGTAGAAATTG
CCGCCCCCGTGAGAATTTGCGGGGATGTGCACGGACAGTA
CACCGACCTCCTGAGACTCTTCGACTTGGGAGGCTTCCCT
CCAGATGCAAATTACATTTTTCTCGGGGACTATGTAGACC
GTGGCGACCAGTCATTGGAAACAATCTGTCTCTTGCTCGC
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ATATAAGTTGAGCTTCCCTGAGACCTTCTTCCTCCTACGT
GGCAACCACGAGTGTAGTAGCATCAACCGTATATACGGTT
TCTTCGATGAGTGCAAGAGGCGGTATAGTGTCCGCTTGTG
GAAACAGTTCACCGATACTTTCAACTGCATGCCAGTGGCT
GGATTAGTTGAAGGACGTATCCTCTGTATGCATGGTGGGC
TCAGTCCTGAACTCACTGATCTCGATCAGATACGTCGCAT
TTCTCGCCCCACGGACGTGCCCGATAGTGGACTGATATGC
GATTTGTTATGGTCTGATCCCAGCACGAATATGGAGAGTA
ACTGGAGTGAGAATGACCGCGGCGTGTCGTGGACCTTTAG
TGAGAGTGTCGTGAAGTCTTTCAATAAGAAGTTTGACCTC
GACCTCATTTGCCGTGCGCACCAGGTGGTGGACGCGGGTT
ATGAATTCTTCGCAGCACGGCAGCTTGTGACAGTTTTCTC
TGCGCCGAACTACTGCGATGAGTTTGACAACGCCGGTGCA
TTTATGTGTGTGGATGAAAATCTGATGTGTAGCTTCGTAC
AGATTGAACCAACACGTACGCTGCTGAGGTACTTCTTTTA
G

U06644.2 1471-2127 Trypanosoma brucei 427-60 calflagin gene, complete
cds. Coding
ATGGGTTGCTCTGCATCGAAGGATACAACGAACTCCAAGG
ATGGTGCCGCCAGTAAGGGTGGAAAGGACGGGAAAACTAC
TGCGGACCGGAAGGTTGCGTGGGAGCGTATTCGGTGTGCG
ATTCCCCGTGACAAGGATGCTGAGTCGAAAAGCCGTCGCA
TTGAACTCTTCAAGCAGTTTGACACGAATGGGACTGGAAA
ACTCGGCTTCAGGGAGGTGCTTGATGGTTGCTACGGTATA
CTCAAGTTGGATGAGTTCACGACTCACCTTCCTGACATTG
TCCAGCGTGCGTTTGACAAAGCGAAGGACCTCGGCAACAA
GGTAAAGGGTGTGGGTGAAGAGGATCTTGTGGAGTTCCTT
GAATTCCGCCTGATGCTTTGCTACATCTATGATATCTTTG
AGTTGACTGTAATGTTCGACACCATGGATAAGGATGGAAG
TTTGTTGCTTGAGTTACAGGAGTTCAAGGAAGCCTTGCCG
AAATTGAAGGAGTGGGGTGTTGATATCACTGACGCTACCA
CTGTGTTTAATGAGATCGACACTAATGGATCTGGTGTTGT
GACATTCGATGAATTCTCATGCTGGGCTGTCACTAAAAAG
TTGCAGGTATGTGGCGATCCTGATGGTGAGGAGAACGGAG
CAAATGAAGGTAATTGA

U10562 55-1404 TRYPANOSOMA BRUCEI ELONGATION FACTOR-1
ALPHA MRNA, COMPLETE CDS. CODING
ATGGGAAAGGAAAAGGTGCACATGAATCTTGTGGTGGTGG
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GCCACGTCGATGCCGGTAAATCCACTGCAACGGGTCACTT
GATCTACAAGTGCGGTGGTATTGACAAACGTACGATCGAG
AAGTTCGAGAAAGAAGCTGCCGACATTGGTAAGGCCTCAT
TCAAGTACGCATGGGTGCTGGACAAGCTGAAGGCTGAGCG
CGAACGTGGTATCACGATCGACATTGCACTGTGGAAATTC
GAGTCACCCAAGTCTGTCTTCACTATTATTGATGCTCCTG
GGCACCGTGACTTCATCAAGAACATGATCACCGGCACATC
GCAAGCCGACGCAGCCATCCTCATCATTGCCTCTGCGCAG
GGTGAGTTCGAGGCTGGTATCTCCAAGGATGGACAGACCC
GCGAGCACGCGTTGCTGGCCTTCACTTTGGGTGTGAAGCA
GATGGTTGTGTGCTGCAACAAAATGGACGACAAGACTGTG
AACTACGGACAGGAGCGGTATGACGAGATTGTGAAGGAGG
TGTCTGCTTACATCAAGAAGGTTGGGTACAACGTGGAGAA
GGTGCGCTTCGTCCCCATCTCCGGATGGCAGGGCGACAAC
ATGATTGAGAAATCCGAGAAGATGCCATGGTACAAGGGTC
CAACGCTCCTGGAGGCACTAGACATGCTGGAGCCACCAGT
GCGTCCGAGCGACAAGCCCCTGCGTCTGCCACTGCAGACG
TGTACAAAGATCGGTGGTATTGGCACCGTGCCCGTTGGTC
GTGTGGAGACCGGCGTGATGAAGCCTGGTGATGTGGTGAC
GTTTGCCCCCGCCAACGTGACGACCGAGGTGAAATCGATC
GAGATGCACCACGAGCAGCTCGCTGAGGCGACCCCCGGTG
ACAACGTCGGCTTTAACGTGAAGAACGTTTCTGTAAAGGA
CATCCGCCGTGGCAACGTCTGCGGTAACACCAAGAACGAC
CCCCCAAAGGAGGCCGCCGACTTCACGGCACAGGTGATCA
TCCTGAACCACCCCGGACAGATTGGAAACGGTTATGCGCC
CGTGCTGGACTGCCACACATCGCACATTGCCTGCAAGTTC
GCGGAGATCGAGTCGAAGATCGACCGTCGCTCTGGCAAGG
AGCTGGAGAAGGCTCCCAAGTCGATCAAGTCTGGCGACGC
CGCGATCGTGCGCATGGTGCCGCAGAAGCCTATGTGCGTG
GAGGTCTTCAACGACTACGCGCCACTCGGCCGCTTTGCCG
TGCGTGACATGCGCCAGACCGTCGCTGTCGGTATCATCAA
GGCCGTGACCAAGAAGGACGGTTCTGGTGGTAAGGTGACG
AAGGCTGCGGTGAAGGCTTCGAAGAAATAA

U20092 294-1406 ADOMETDC CODING
ATGTCCTCTTGCAAGGACTCTCTTTCGCTCATGGCGATGT
GGGGTTCCATCGCTCGTTTTGACCCAAAGCACGAGCGAAG
CTTCGAAGGGCCTGAGAAGCGCTTGGAGGTGATAATGCGG
GTGGTGGACGGGACGCACGTTAGTGGTTTACTTGCACACG
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ATGACGATGTGTGGCAAAAAGTTATTGATGCTATATGTGC
ACACATTGTTTCTCGTGAGTTTAATGAATACATTCGCTCC
TACGTGTTATCGGAGAGCTCATTGTTTGTAATGAAAGATC
GCGTGATTCTCATAACTTGTGGTACCATCACTCTTTTGAA
TTGCGTGCCGCTCATATGCGAGGCGGTGAGTACTGTTTGC
GGCGAAGTAGAATGGGTTTCCTTCATGCACAAAAACTACA
GTTTCCCGTGGGAGCAGAAGGGACCGCATCTTTCGATGGC
GGAAGAATTTAAGACACTTAGGTCCCATTTTCCGTCGGGA
CAACCATTCATATTTGGTCCGATTGACAGCGACCACTACT
TCTTGTATTTGGACAGTGATGTTGTTCAACCCAGCTGCAG
TGACGATGCACAACTCAGCATGACCATGTATGGGCTTGAT
CGCAATCAAACGAAACACTGGTACTCGGATAAGATGTTGC
CTACGGGTCCTGAAACCGCAGTGATACGGGAGGCAACGGG
GCTCAGTGAAGTTGTAGATGATTCATGGATCCTTCACGAC
CTTCAGTATGAGCCATGTGGCTACAGCATAAATGCGATAC
GTGGTAGCGAGTATCAAACGATACACATAACACCTGAGGA
GCACTGTTCGTTTGCATCATATGAGACGAATACGTGTGCT
CTTAATTACTCGAAGTGTATCTGTGGAGTATTGAGAGTGT
TCGACCCTGAACGGTTTTCTGTGATTGTATTTATTGACCC
TGATAGTGCTGTGGGGAAGTCTTACCATAGTGGGGGAACG
ATTGGTGTGGAACCCGAGTATTATCCGAACTATGAAGCGC
ATCACCGTACAGTGAACGAGTATACACCGGGTCACTGGGT
TCTGAAGGTAAACTATGTAAAACGTGCGGTTGGCACTGTA
GGGACTTCCGCAGCTTCTGGAGCGAAGGAATGA

U20781 170-1753 TRYPANOSOMA BRUCEI DIHYDROFOLATE
REDUCTASE-THYMIDYLATE SYNTHASE CODING
ATGCTCAGTCTTACGCGTATCCTCCGCAAGAAAATTCCTG
TTCATGAGTTGGCGGGGAAAATTTCCCGCCCTCCCCTGCG
ACCCTTCTCTGTTGTTGTAGCGTCGGACGAGAAGGGTGGG
ATTGGGGACGGTGGTACGATCCCCTGGGAAATACCTGAGG
ACATGCAATACTTCAGAAGGGTAACGACAAACCTTCGGGG
GAAAAATGTAAAGCCATCGCCAAGTAAACGGAATGCTGTT
GTGATGGGGCGGAAAACATGGGACAGTCTTCCACCAAAGT
TCCGTCCACTGTCTAACCGCCTTAATGTTGTGCTGTCACG
AAGTGCGACAAAGGAACAGTTGTTGGCTGGTATCCCTGAT
CCCATCAAACGAGCGGAGGCTGCGAATGATGTGGTTGCTG
TGAACGGTGGGCTTGAAGACGCACTTCGGATGTTGGTAAG
TAAGGAGCACACATCTTCTATCGAAACGGTGTTTTGCATT
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GGTGGCGGGACTATATATAAACAAGCCCTTTGTGCCCCAT
GCGTTAATGTGTTGCAAGCTATCCACCGGACGGTGGTCCG
ACCAGCCTCAAATTCGTGTAGCGTTTTCTTTGACATCCCA
GCCGCAGGGACAAAGACCCCGGAAGGACTTGAGTTGGTGC
GGGAAAGCATAACGGACGAACGGGTATCAACCGGAGCTGG
CGGAAAGAAATATCAGTTTGAGAAGCTTGTCCCCCGAAAC
AGCGAAGAGGAGCAGTATTTAAATCTCGTTGGCCGCATAA
TTGATGAGGGATGTACGAAATGTGACCGCACGGGTGTTGG
TACCCGCTCCCTCTTTGGGGCCCAGATGCGTTTCTCTCTC
CGCAACAATCGCCTGCCGTTACTAACCACGAAGCGTGTCT
TTTGGCGTGGAGTATGTGAAGAGCTGTTGTGGTTTCTTCG
GGGAGAAACAAATGCAAAGTTGCTGAGCGACAAGGGGATT
CACATATGGGATGGGAATGGCTCACGAGCATTCCTTGACA
GTCGTGGCTTGACTGATTATGATGAGATGGACCTCGGACC
TGTTTATGGCTTCCAGTGGAGGCATTTTGGTGCCGACTAC
ATTTCTTGCAAAGTGGATTCCGAGGGGAAGGGTGTTGATC
AGATTGCAAACATTGTGAAGTCATTGATAGAGAATCCGGA
TGACCGTCGCATGATTTGTACAGCTTGGAATCCGGCCGCC
TTGCCACGCATGGCGCTCCCACCATGCCACATGATGGCGC
AATTCTACGTGAGCAATGGGGAACTCTCATGCATGTTGTA
CCAGCGGTCATGTGATATGGGTCTTGGCGTCCCCTTCAAT
ATTGCTTCGTATGCACTGCTTACATTCCTCATGGCAAAAG
CTTCTGGACTTCGGCCGGGCGAATTGGTGCACACCCTTGG
CGATGCACATGTTTACAGTAACCATGTGGAGCCGTGTCGG
AAGCAATTGAAACGCGTGCCCCGCCCCTTCCCTTTCATCG
TGTTCAAACAAGACAAAGAGTTCCTGGAAGACTTTCAGGA
AAGCGATATAGAGGTCATCGATTATTCTCCGTACCCCGTA
ATTTCTATGGAGATGGCGGTGTAG

U22048 528-1835 TRYPANOSOMA BRUCEI PUTATIVE RNA BINDING
PROTEIN TBRRM1 GENE, CODING
ATGCAACAATATACCCTTCGGGTGGCTGGACTTGCCGACG
GAACCGCCGACGACGCGGTTCGTGAATTTTTTACCCGCTT
TGGTGAAGTGACGGAATGCGTCGTCGCTGGGACGGAGGCG
ACAGTTTCCTACAAGAACCAAGACGATTACGCGGAAGCTC
TAAGAATGGATGGTTGTGAATTCGATGTTGGAGTAACACT
GAAAGTGGAGGCCGTGGAAAAGACGACGGAGGATGTTCCG
CAGGCAGACGGCGCGGGGGCGGGTTCTGCTGAGGATGCCG
CGGGAGAGGTCTCCAATGGGGCAAATCGTGATGGCCTGTC
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GGATACGGGAAATACAGAGGAAAGCAATAAGCAGAAACGC
TTTCGTGACGACTACAAGGTTGCTGTACGTCACCTTCCTG
ATGACGCAACGGAACAGCAACTACGGAATATGTTTCAAAG
CGCAGGTACTATTTTGGATTTCTTTCTGGAACCCCGTCGT
CGCTACGCCTTTGTTGGGTTTGACAGCCGCGAAGCTGTTG
AAGCTGCTCTAAAAATGACCGGCACAGAACTCAACGGCAC
CATCATTAATGTCGAGCTCAAGCGGACAGTGAGTCGGGAG
AGTCAACTGGAGATGAAGGTCGTCGTCAAGAACCTTCCAC
CAGATGTAACAGAGAACTCTATTCGCAATTTTTTCGCGGC
AGTTGGCGAGCCGGTGGATATTTTTATTCATGAAAGGAAG
ATGTTCGCCTTTGTTGGTTTCGCAGACGAAAGTGCCTGTG
CGGCTGCCATTCAGATGGACGGTACGGAGATGGATGGGCA
CCGTGTGCAGATTGAGAGGCGTCAGCGACAACGGTGCTTC
AAATGTAATAAAGAGGGTCACGTTGCCACTCAGTGCCGTG
GTGAGCCAACCTGCCGCACCTGCGGTCGTCCGGGTCACAT
GGCGAGGGATTGTCGCATGCAGCCCGGCTCGTACGACCGC
AACCGTGGGGGTAATATGGGCGCAATGGGACGTATGGGAC
ATGCACCTCCTGGTGGTTATTACATGGGTCCTATGGGTGG
TGACAGACGAGGGGATGTTGGCAGAAGGCCTCCTTACAAT
GACCGTCGTGTGGGTGGTGAATACGACAGGCGGCGGCCCC
GTTCCCGGTCCCGCTCACCCTCGTACGAACGCCGGCACCG
ACGCCGCAGCCGCAGCCGCAGTCGCAGTCGAACTCGCAGC
CGCAGTCCCAAGCGATTCACACGGGAGCGGGAACGGGGCC
GTGACCGAAGTCGCAGTCCATCACGCCGAAGGTACCCGCG
TGAGGGGGAGCGGCCCCGGCGTGCGTGA

U24677.1 43-639 Trypanosoma brucei rhodesiense ras-related protein
RAB-4 mRNA, Coding
ATGTCAGAGAGATATCAACAGTTAATGAAGTTAATTGTTG
TTGGAGATAGCGGCACAGGTAAATCGTCTCTTTTACACCG
CTTTGTTGAGGACACATTTTCAGAGGAACGAGCGCAAACT
ATTGGTGTTGAGTTTGGATCAAAGATTATTGAGTTATCAG
GACGTAGGATCAAATTACAAATATGGGATACAGCCGGTCA
AGAAAGATACAAATCAGTTACAAGAAGTTATTACAGGGGA
GCAGTTGGCTGCCTCATTGTGTATGACATTACAGAACGCA
CCTCCTATGAAAGTGTTCCACAGTGGCTGAACGACGTTCG
GCAACTTGCAGGACCGGATGTAGTTGTCATGCTGATTGGA
AACAAGAGTGACATGTCAAAAAATAGAGCCGTTCAACATA
ACGAGGCTTCTTTGTTTGCCCTAGAGAACAAACTACTCCA
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TTTTGAGACGTCTGCTTCCACCGGCGAGTTTGTGACTGAT
GCTTTTTTAAAAGTAGCCAAAACTGGTTTGAGTTTGGGCA
CCGATGACAACGACGGGGAAAATGGGCATGCAGAAACTTT
GTATGATGGTCCGAAACGGTTTTCGTGTGCTTGTTAG
U24678 210-902 TRYPANOSOMA BRUCEI RHODESIENSE
RAS-RELATED PROTEIN RAB-5 MRNA, CODING
ATGTCGGTGTCAGCGACACCATACAAACGACAGGATGCAA
TAACCGCCAGAACTGTTTTGCTCGGGGAGAGTGCAGTAGG
AAAGAGTTCCATTGCTCTACGGTTTGCGCGCAACGAGTTC
TCCTCGAACCAAGAAACCACTATTGGCGCCGCCTTCCTCT
CGCGAAGCGTTACGGTATCGGCAACTTTACAATCCGGTGG
CGGGGGCGCAGTAGCAAATGCCGCTAGTGGGACAATCAAA
TTCGAAATATGGGATACAGCAGGGCAGGAGCGCTACCGCT
CTCTCGCCCCCATCTACTACCGTGGAGCGTGTGGCGCACT
TGTGGTGTACGATATAACGAGCGCAGAGAGTCTTAAAAAA
GCGCAAATGTGGATGCGAGAGTTGCGAGCCAATGCAGACC
CAACTCTTCTCATCATCTTGGTGGGAAATAAGAAGGACAT
GGAGTCTTTGCGACAGGTGTCGTACGAGGACGGTGCAGCA
GTGGCTCAAGAGGAGGATGTCAACGGTTTCTTTGAGGTCT
CTGCCAAAGAAAACGTGAACGTGGAAGAGGTTTTTGCAAA
ACTTGCGCGGCTTCTTCTTGAGCACGGTTTGGGTGCAAAT
TCAGGTCCCGGCTCTTTGTCTGGACCTCGTGGTGCGCAAC
GTCTGGAGCCCCCGACGCGTCAACAGAAAAAGGAAGGCGG
GTGTGCCTGCTGA

U26666 93-692 TRYPANOSOMA BRUCEI RHODESIENSE ALKYL
HYDROPEROXIDE CODING
ATGTCCTGCGGTGATGCGAAACTCAACCACCCTGCGCCTC
ACTTCAATGAGGTGGCGCTGATGCCTAATGGCACTTTCAA
GAAAGTTGATCTCGCCTCTTACAGGGGAAAGTGGGTGGTA
CTATTCTTTTATCCTCTCGACTTCACGTTTGTGTGCCCCA
CTGAAATCTGCCAATTCTCTGACCGCGTGAAGGAGTTCAA
CGACGTCGATTGTGAGGTTATTGCATGCTCAATGGACAGC
GAATTCTCACATCTTGCATGGACGAATGTTGAACGCAAGA
AGGGTGGATTGGGGACGATGAACATTCCCATCCTCGCTGA
TAAAACGAAATCAATCATGAAGGCTTATGGTGTACTTAAG
GAGGAAGACGGTGTTGCATACCGCGGTCTTTTCATCATTG
ACCCCCAACAGAACCTTCGTCAAATTACCATCAACGATCT
TCCAGTTGGTCGTAATGTTGACGAAACACTTCGACTTGTG
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AAGGCCTTCCAGTTTGTGGAAAAACACGGTGAGGTGTGCC
CCGCTAACTGGAAACCTGGAAGCAAGACAATGAAGGCTGA
TCCCAACGGATCCCAAGATTACTTCAGCAGCATGAACTAA
U28866 105-998 TRYPANOSOMA BRUCEI REISKE IRON-SULFUR
PROTEIN PRECURSOR GENE, CODING
ATGTTCCGCAGGTCCTGCATATCAGCTTTCCAACCCACGG
CATTCCTTCGCGTATCGCTGGTCTTTAAGCAACTTGAAGG
TTCCAACCCATTAACTGTAAAGGACAGACCCGTGAATTCA
TGGTCCGACGAATTTCTAAAACCACCCGTATCGAAAGAGA
TGGCAGACAAGTACGGCCGATACGCCAAATACTCCGACCC
AACGTTGTGTTCAGTGGATACCTCTTCTGAGGTTGTTCTC
AACACATATCCGGAGGGATCTCGTGAGGGACGCATTGAGG
CCACAGCCGGCGTCGCTCTCAAGGATTACGACGCTTCCAT
GTGGGACGAGGAGTTTTTCCGCAAGTACATATTGAAACCA
AAGTTGCCTAATGAATTAGAGGACCGTGCGCGCGTCACAG
ACTATGCGCTGAATTCTGCATTGTTGGGATTTGTTATTCT
TATGGTGCGGTATGCCGTGTTGCCGCTGTGGTACGTTGGA
CAGCCGGCCATGTCCATGGTTGGTCAAATGAACATTGAGG
CTGAGGTGGGTGAGCTAGAGGACCGTGAATGCAAGACTGT
AGTATGGCGGGGCAAACCCGTGTTTGTTTATCGCCGCTCA
GAGCGCCAAATGAATGATGTGCTGGGGACTCCACTCAGTG
CACTGAAGCATCCCGAAACGGACGAGGCCCGCTTCCCTGA
CCATCGTGAAATGGCTGTTGTCATCGCTATTTGCACTCAT
CTCGGGTGCATTCCCATTCCTAACGAGGGTCTCTTTGGTG
GCTTCTTCTGTCCGTGTCACGGCAGTCATTACGACGCTTC
AGGTCGTATTCGTCAAGGTCCCGCCCCTCTTAACTTGGAG
GTACCGCCGTACCGCTGGGTGGATGATAAGACGATATATT
TGGGAAAACTATAG

U29199 272-1978 HEL64 CODING
ATGGAGGAGACGTACAGTCCCTTTACGGGACGTCAAGGCC
AGTACAATCAGGGCTACAATGGTGGAGGGCGACGAGATAG
CCGCGGCGGTATGGGAGAAAGAATAAAACCCGTTGACTGG
GGGAATGTTTCTCTCGTTCCCGGAAACTGGAAGGTTCTCG
ATGGTAAGGCGATCAAAAAGGCAGGGGAGATAAAGACATC
CACCCCAGAAGCGGGACAACTCAGCGAGGAGGAGGCGACG
AAATGGCGAGAAGAACATGTGATCACCATATTTGGTGATG
ATTGTCCTCCACCTATGTCATCGTTTGATCACCTGTGTGG
AATCGTTCCACCATACCTTCTAAAGAAGCTCACCGCCCAG
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AATTTCACTGCACCAACTCCCGTGCAAGCGCAGTCATGGC
CCGTTCTTCTATCTGGTCGTGACCTTGTGGGGGTTGCGAA
GACAGGCTCCGGAAAGACGCTTGGCTTCATGGTCCCTGCC
CTCGCCCACATTGCAGTGCAGGAACCCCTACGCTCCGGTG
ACGGTCCAATGGTTGTTGTACTGGCTCCCACCCGCGAACT
CGCTCAGCAGATTGAAGAAGAAACAAAAAAGGTTATCCCC
GGGGACGTGTATTGCGGTTGCGTTTATGGAGGAGCACCAA
AAGGACCCCAGCTTGGGTTGCTGCGGAGAGGTGTGCACAT
TCTCGTCGCCACACCAGGTCGTTTGATAGACTTCTTGGAT
ATTAAACGCATTAACTTGCATCGTGTCACCTATCTCGTTC
TAGATGAAGCAGATCGCATGCTTGATATGGGATTTGAGCC
GCAGGTTCGCAAAATATGCGGCCAGATAAGGCCAGACCGG
CAGACAGTCATGTTCTCCGCCACTTGGCCACGTGAGATTC
AGCGACTGGCAGCAGAATTTCAGAAGCAGTGGATACGCAT
CAGTGTGGGCAGTACGGAACTTCAGGCTAACAAGGACGTC
ACTCAGCGTTTCATTCTCACACAAGAGTTTGCAAAGCAGG
ACGAGTTGAGGAAGCTCATGCAAGAACATCGGGAGGAACG
CGTGCTGGTTTTCTGCAAGATGAAGCGGACTGCGGATGAG
CTGGAGCGGCAACTAAGACGATGGGGCTACGATGCAATGG
CTATTCATGGTGACAAGGAGCAGCGGCAGAGGGAGTTCAT
CCTAGCGAGGTTCCGTAAAGATCCACGATTGTGCCTTGTC
GCCACAGACGTTGCTGCTCGAGGTCTGGACATCAAACAAT
TGGAAACTGTTATAAACTACGACTTCCCCATGCAGATCGA
CGACTACGTACATCGTATTGGCCGCACAGGCCGTGCAGGC
GGCGAAGGGAGATGCGTTTACCTTATCACGAAGAAGGAGG
CTCAAATAACACCTTCAGTGTTGAAGGAACTTATTGGGAT
CCTGGAGCGCGCACAACAGGAAATACCTGATTGGATGATC
GAATGGAACGCGCAACAGCCGAGATACCAGGTGAAGCGGA
ATCGCGGTATGAACGGGTTTGGAAGACATCAAAGCGCTCC
CTTCCTGCGTAACGGTCACCGCCCATCGTTCTCAGCGAAC
GGGAATTATAGTGCTCACGGAAATGGTACATTTGGCCTTG
GAAAGCACAACGACGACGCTGTTCCCTTCTCGTCATCCGC
TATTCAATACAAGCGATTTGACAGTGACGACGAGGCGGAA
CCGTCCCGCAAGAAATACGCGAGATAG

U32987.1 28-951 Trypanosoma brucei rhodesiense ADP/ATP carrier
mRNA, complete cds. Coding
ATGACGGATAAAAAGCGGGAACCGGCCCCCAAACTTGGGT
TCCTTGAGGAGTTTATGATTGGTGGTGTCGCTGCCGGTTT
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ATCCAAGACGGCGGCTGCTCCAATCGAAAGAGTAAAACTG
CTCGTACAGAACCAGGGAGAGATGATGAAGCAAGGCCGAC
TGGACAAGCCATACAACGGTGTCGTTGACTGCTTTCGGCG
CACCATCAGCACGGAGGGCGTGTATCCGCTTTGGCGAGGT
AACCTGTCAAATGTTCTGCGTTACTTCCCAACGCAGGCGC
TGAATTTCGCCTTTAAGGATAAATTTAAGAGGATGTTCAA
CTACAAAAAGGAGAAGGATGGCTATGGCAAGTGGTTTATG
GGTAACATGGCATCTGGTGGTCTCGCTGGTGCTGCATCTC
TTTGTTTTGTGTATTCCTTGGACTACGTCCGTACCCGTCT
CGCTAACGACACGAAGTCTGTGAAGGGTGGTGGGGAGCGC
CAATTTAACGGTATTGTGGACTGCTATGTCAAGACATGGA
AGAGTGATGGCATCGCTGGGTTGTATCGTGGCTTTGTGGT
ATCCTGTATTGGTATTGTTGTGTACCGTGGTTTCTACTTT
GGACTTTACGACACCCTTCAGCCAATGCTTCCTGTGGACA
CATTCATCGTAAACTTCTTCCTTGGATGGGCTGTGACTAT
TGTGGCGGGCCTTCTTTCTTACCCGTTGGACACCGTTCGC
GGGCGCATGATGATGACATCAGGTGCTGCTGTGAAGTACA
AGAACTCGATGGATTGTATGTTGCAGGTGATTAAACAGGA
GGGAGCTGCGTCCCTGATGCGAGGCGCAGGTGCAAACATC
CTGCGCGGTATCGCTGGTGCTGGTGTACTTTCCGGCGTGG
ATGCGCTGAAACCCATTTATGTGGAGTGGCGCAGATCGAA
TTAG

U43702 146-1666 TRYPANOSOMA BRUCEI PUTATIVE NUCLEASE
GENE, COMPLETE CDS. CODING
ATGCATCGCATCACCGTACGGCTCATGCCCACTGATACGT
GCACTGTCATCCCACTTACTCCTTCTATTACACTTTGTGG
CATCAACTGCAGGAAGAAGCATACGATGGCGGTTTCTGCT
TCCTCCGTGGGACGTGCCTTTGCCTTCCTTGGTACGGCGC
TGGCGGGAGGCGCGATAGGAATGGTTGTGGAGCGTGGTGG
TTGGTTTGGTGTGGACAAATGCCATCCATCGCCTGTTCCG
TATCAACAGATGACTGAGCGCACAAGTCCGGAGGTGTTAC
ACGTGCAATGCCCACAGCCCGCATACCCCAAGGAGAGGTG
TAACGACGATGGTGGGGAAACTACTCCTTTCGTGCTAAGA
CTTACAAGCAAGGGGCTTCCGTCCGACGATCACCTGCGCT
ACTACAAAGGCTTTGTTTCTAGTCTGAATTATGAGCGTCG
TATCCCTAATTGGGTGTTGGAGTACATCCCCGGCACGACC
ACTGCTGCTGATTCAGTGGTCACGGCTGATAACGACTTAG
TAAACGCTTCCGCAGCGGAAGCCCAGCGAGATGGAATGAG
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GTTCTTTGCGGACATGACGGTGCCTCAGTTGTTCCGCGTG
CAGCCCGGTGACTATATTGGGGGTGGCAGGGGACAGGACT
CACGAGGCCTCAGCCGAGGTCACCTTGCTGCCGCACAGTT
TCACAAGAGCTCTACTGTTGAGTTGGCTCAGACCTTTAAC
ATGAATGCGAACACTGTACCACAGGACATGACAATGAATG
CTGTCGACTGGCTGCGGTTGGAAAACCTCACACGGAAGTT
GCGGOCGGTATTATGAGAGGGGATTGTGGGTAGTGACGGGA
CCTGTCTTCCACCCGCGGCTCGTGGATGGTGATGTGCGCA
CGTGGCGGTGGGCGGAACCATCGCAATGTCCGTCTCCAGT
AAAACCTGTGAGTAGCGGAGTGTTGGCTTCTGGAGAACAC
TGCCACTGTGGAAATGACAAGGCAGCAGTGCACTTGCGGA
AGATTGTCTGCTATGAGCTTGTGGGCAAGCGCGACGTTGC
GGTCCCCACACACCTCTTCAAAGTTATATTAGGTGAGCGA
GCGGACGGGGCACATGAAGCTGCTGCCTTCCTAATGCCGA
ACGAACCGATTGCCGTGGAGCGGCCCCTCACAGCTTACCA
GGTGCCTGTGGTAGAAATCGAGCGGCTGACGGGTTTGGAG
TTCTTTCGGAATGTGGCCGCTGCTGGGTCAGACGCGCGGT
TCTGGGGGCGGGAACTGGATGCTCTGCCAAATATTTGCAG
ACGCGTGGTGTGTGAAGCACGTACCGCAGGAATGTTTCGC
TCGTACCGAGACGTGGCGCGTCTACGGGCGGCGGGTTCTC
TTCCTGAATTGCAGAGTGTTTACAGCATCCTGCTTGCAGA
ACAGCAGCAGAAGTGTGGCAACACAGCCGGAATAACAGTT
GCTCTGGATGGGGTTGTAGCACAGGAATATAGAGAGCGCC
TGAGGGAACTAATGGCTGTGTCGACCAACGACACCGGTTA
A

U43717 85-1725 TRYPANOSOMA BRUCEI FLAGELLAR
GLYCOPROTEIN GENE, COMPLETE CDS. CODING
ATGGGTGTCAGGACTGAATCACGGGAAGCATTGGCCGCAC
TCGTGGCAGCGTTGTTGCTGCTGCTGGGTTTTGTGAGTCC
CGTTATAGGAGACCAAACCGTGGGCACCAAGGTGATTGTG
AACCTCTTCAACAGTTGTATCAACTGTAGTAGTGGGCAGG
CGGATGGCATAAACGGTACTGGTCGCTTATTCAAGGCGAT
GGGTGGGTTCTTTAAGGACAAAAGCTTTCCTTTACTTTTA
TGTGATGTTGGAGGTGGTGGGTCCACCGTGCGACTCGTAA
ACAAAACTGGCATATACACCGTTGCGGGAAATCTTGCAAA
GCGTGGTGACGAAGTTGGTTCTTTAGAGGTTGCTCGTTTT
AATCATCCCACCTCTGTTGTTGGTGTAAACAATGATATAT
ACGTTGCGGACAGGGATAATGACTGCATGAAACGGATAGA

91



TGCTGATGGAATGGTGACGAAGTTTGCGGCCAATGAAGTT
GATAAACCGAGTAGTATTATTTATCATGAACAAGACGGGG
CACCGGTTTTATTTATTTCGGATACTGGAAATTCAAGGAT
TATGTACTCGCAGATAAGTGTGTCCAACAATGTAACGGCG
AAGCTTGTTGGAGGTTTTCAACCTGGTGTGATGCAAATAA
GCAAGAAGCGGAATTTCATGTATGTCGTGAAGGAGACCTC
GTGGATTGCAGCGGTGGACCTGAATAGCCTCAGCGATTCG
GATGGTAACAAGAAGAGCTGGGACATCGCCAATATGAGTT
GTCTCGATTATGTCGATGCCTTGATGTTAACTGAGGACGA
AAATGAGCTCTATTATTACGGTGAACCTAACGGCGAGAGC
CATATCATGTCCCTTGAATTGAATTCCTCTGAAACCGGTC
TGTTGTGCCCTAAGAAGGTGATGGAGTGGATGCATGGAAG
GTGAATGGATGTGAATATTATGCCATAACCGAAACAGCTG
TGTACGCCGTCCGTGAGAAATGCTATTCACCAACACCACT
ACCGCCGGTGACTCCCACGCCAACGCCCGGGTCACCTCCG
AGATCCACAGCTGTTGCCGCCTTTCGCGCTTCCTCGTTCC
CAATGGGAAATGATCGGCTCATGCACGCCCTGTATTCATG
GATTATGAAAGATGTGGAGGTAGCCTTTCGTACAGAGGAC
TTCTATGCTGTGTTCCTTCCACCCGGTGAGATTAACGTGC
CTGGTGGTACAAATGTTTCGACGTGGACAAACCTTACTGC
AATGATGAACCTTGAGAATACCATCCTTATTACCAACTAC
AGGGGCCCCCCCGGGATGAGCAAGGGACGTGCGCAGAAGC
GGTTGTTCTCGTCTCCATGGACGTGGACCCGGATGTTCCT
TGAAGAACTGTCGCAGCAAGAGCAGTGGAGTCACCTGTTG
CCGCTCTGCATGGTGAAGTGTGTGGATGATTGCCAGCACA
TTACCTTAGCTGAGTCCGTATGCGGAGATGACGCACGTCT
ATCTAGATGCGACGGGGTGTGTCTCGGTGGTATCGTTTCC
TCCGCACTTCTTGGTGCGGTAGCTATCGTACTTCTTTTCC
TGATGGTGGTAAGCCCGTACAACGTAAAGTTCGCCTTTGT
ACGGTTGGCGGCGTTCGAGTGACTACCGCTGCGAGTGGCA
T

U47286 1-582 TBL1SLP CODING
ATGGGCGTAGACCTCACCGGAGTGCAGAAGAAGAAGCGGG
TGGTGCGCCACCACACCTACTCGACGAACCCGTACATAAA
GCTCCTCATCAAGCTGTACAAGTTCCTTGGGAAGCGTACC
AATTCCCCATTCAATAAACTTATCCACAAGCGTCTGCTGA
AGAGCCGTAACAACCGTGCGCCCATTTCACTCAGCCGCAT
TGCTGTCTGCATGAGGCGCCGCACCGTGTGGCTTAAGAAG
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GGGAAGAAGTCACCAATTGCCGTCATTGTTGGTGACGTGC
TCGATGATGTTCGCATGACCCGCATTCCAGCCCTCCGTAT
CTGCGCCCTCCGCTTCTCGAAGAGCGCCCGCGAGCGCATT
ACTGGTGCTGGTGGCGAGTGCTTAACCTTCGATCAGCTTG
CGATGATGGCACCGACGGGGAAAAACACGATGTTGCTCCG
TGGCCGTAAGTCTGGACGCGAATCAGTGAAACACTTTGGT
GCTGCAGGTGTTCCTGGAAGCCACGCGAAACCGCATGTGT
CGTCACGTGGAAAGGAAAGGCAGCGCTCGAGCAAGCGGCG
TCACGCCTTCCGTCACAAGTAG

Ub2964 130-1167 AOX CODING
ATGTTTCGTAACCACGCATCGAGGATCACTGCCGCAGCTG
CGCCTTGGGTGCTCCGGACGGCTTGCCGCCAGAAGTCTGA
CGCCAAAACACCTGTGTGGGGACACACTCAACTGAACCGT
CTCAGTTTTTTGGAAACCGTGCCTGTCGTTCCTTTGCGTG
TTTCCGATGAAAGCAGTGAGGACCGCCCCACCTGGAGCCT
TCCCGATATTGAGAATGTGGCCATAACGCACAAGAAGCCA
AACGGTCTCGTTGATACACTCGCCTACCGCAGCGTCCGCA
CCTGCCGCTGGTTATTTGACACATTCTCTCTCTACCGTTT
CGGTTCCATCACGGAGAGCAAAGTCATCAGCCGCTGCCTT
TTTCTTGAAACTGTTGCCGGTGTCCCGGGGATGGTCGGTG
GAATGTTGCGCCACCTTTCATCATTGCGGTACATGACGCG
CGACAAGGGTTGGATTAACACTCTTCTTGTTGAAGCAGAG
AATGAGCGCATGCACCTCATGACGTTCATTGAACTTCGCC
AGCCAGGGCTCCCCCTACGCGTTTCCATCATTATTACGCA
AGCCATTATGTACCTCTTCCTCCTGGTCGCCTATGTGATT
TCCCCCCGTTTTGTACACCGCTTTGTCGGTTACCTTGAAG
AGGAAGCCGTCATTACATACACCGGCGTTATGAGAGCAAT
TGACGAAGGAAGCTGCCCCTACCAAAAATGTATGTTCCCG
AAGTGGCTCGCGTGTACTGGAACCTCAGCAAAAATGCCAC
ATTCCGCGACCTCATCAACGTGTATCCGAGCTGACGAAGC
GGAGCACCGTGTCGTTAACCACACATTTGTGACATGCACG
AAAAACGCCTGCAAAACAGTGTCAACCCCTTCGTTGTATC
TGAAGAAGAACCCGGAGGAAATGTACTCCAACCAACCAAG
TGGTAAGACAAGGACGGATTTTGCAAGCGAAGGCGCCAAA
ACTGCGAGTAATGTAAACAAACAACGTGTAAGAGCTGGCA
TTACCTTTGATGGAGTTCCGCCTTTCAGAGTGATTTGA
U68270.1 79-612 cypA Coding
ATGTCATACAGGCCCCACCACGCAACTGTACCCACCAATC
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CCAAGGTGTACTTTGATGTGAGCATTGCAGGTCAGGCAGC
CGGCCGCATCACCTTTGAGCTCTTCGCTGACGCCGTACCA
AAGACGGCGGAGAACTTCCGTGCGTTATGCACTGGTGAGA
AGGGCTTCGGGTACGCCGGCAGCGGCTTTCATCGCATCAT
TCCGCAATTCATGTGCCAAGGTGGTGACTTCACTCGCCAC
AATGGCACATGCGGCAAGTCCATCTATGGTGAAAAGTTCC
CCGATGAAAGCTTCGCCGGAAAGGCGGGTAAACACTTCGG
CGCTGGCACGCTTTCCATGGCCAACGCTGGCCCCAACACG
AACGGTTCCCAGTTCTTCATTTGCACGGCTCCCACTCAGT
GGCTTGACGGCAAACACGTCGTCTTCGGTCAGGTGCTTGA
AGGCATGGACGTCGTCAAGGCAATGGAAGCTGTCGGCTCG
CAAGGGGGAAGCACAAGCAAGCCCGTCAAGATTGACTCGT
GCGGCCAACTATAA

U74470 109-1014 RNH1 CODING
ATGGGAAAGAAAAGGTTTTACGCGGTGGCGGTTGGCCGAC
AAACCGGTGTTTTCAGTACCTGGGAGGAGTGCCAGAAGCA
GGTCTCAGGGTTCTCTGGAGCCCGTTTTAAGTCTTTTTTG
ACTTTACAGGAGGCGCAGGCCTATGCTAGTGGGGTGCAGG
ACGTTGATCCGGGAAGTGTCGGCACATCACTTGTGGCTGA
CTCGCACACGCCTGTTTTGGTGGGTGTAAAGCGCGCGCTT
TCACTTGATGTGACGTTAGATGCTGTGGAGGTGGATGCTG
CGGATGACGGTAATGAAGTGGATGACGAAAGTAAGCAGCA
GGTTCTCTCCCCAGAATGGGTAGAGGCCCGGAAACGGGAG
GCGGTTGTTGTGTATGTTGATGGGGCCTGCAGAAATAACG
GAAGTCGAAGCCGTGAAAGACGACCACGTGCTGGCTTCGG
TGGATTCTATGGCGACGGTGACAGCCGTAACTTTAAATTC
CCTCTTCCAGCTCACGAACCCCAGACCAATCAGCGTGCGG
AACTCTCCGCGCTCATCCATGTCTTGCGCGTTGCGTTGGA
CTCTCACCCTTGCTACAATTTGTGTGTATACAGTGATAGC
AAGTACACCGTAATGGGTGTCAATTCCTACTTGCACCGGT
GGGAACGCAACGGTTTTAAAACTGCCGGTGGAGGCGACGT
TGCTAACATCGACTTGTGGAGTCAATTCACGAAATTGCGT
AATAGGCACTTATCCCGGTGCGCGGAACGTTTCACTATGG
AGTTCCGCTTCAAGGCTAGTTTAGCAGCGATAGCTGCACG
CGCTGTCGCGTTGCAGTTGAAGCACGTCCCGGGGCACGCA
GGTGTGTATGGGAATGAAATGGCAGACCGCTTGGCAGTTG
AGGCCTGTGAATCGCCCTTTGGCTAA
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U96712 67-969 PDXK CODING
ATGTCAGAGAAGACGGTTTTATCGATTCAATCATTTGTGA
CGCATGGCTACGTCGGGAATAAGGCTGCTACGTTTCCTCT
GCAGCTGCACGGTTTCGATGTGGACGGTATTAACACCGTT
TGTCTCTCAAACCACAGTGGGTACCCAGTTATTAGGGGCC
ACAGAATGAGCTTACAGGAATACGACGAACTAATGGAAGG
CGTCCGAGCGAATAACTTCCTCAGCAACTATCGCTACATT
CTGACCGGATATATAAATAATGTTGACATTATTGGGAGAA
TACGCGACACATTAAAGGAAGTGCGGGAGCTCCGAGAAAA
GGAAGACAAGAAGTTAACTTTCATTTGTGACCCCGTCATG
GGCGATGATGGTATCATGTACTGCAAGAAAGAAGTATTGG
ATGCGTATCGGGAGCTGGTCCCTTTGGCGGATATCGTCAC
ACCAAATTACTTCGAGGCTTCGTTGTTGAGTGGCGTCACC
GTCAATGATCTCAGTAGTGCTATACTGGCTGCTGATTGGT
TCCACAACTGTGGTGTTGCTCATGTTATCATCAAGTCGTT
TCGTGAGCAAGAAAATCCAACTCACCTGCGGTTTCTGTAC
TCCGTGAAGGAGGGATCAGAAGCTGCGGTGCGGCGATTTT
CAGGAGTGGTACCATATCATGAAGGTCGCTACACCGGAAC
GGGCGACGTTTTTGCCGCGTGCCTTCTTGCCTTCTCTCAT
TCTCATCCAATGGATGTGGCGATTGGCAAATCGATGGCTG
TATTGCAGGAACTCATCATCGCAACCCGAAAGGAGGGAGG
TGACGGTAAAAGTTCATTGAAAAGTAGGGAACTGCGTGTC
GTTGCATCACCGCAAGTGGTGCTACAACCAAGCACAGTTG
TTGACGTTAAACCAATTTCATGA

X14399.1 442-5676 Trypanosoma brucei Trpll gene for largest subunit of
RNA polymerase RNA polymerase I largest subunit (AA 1 - 1744) Coding
ATGTCGGGGATCGCTTTCGTGGAGGTTCGCACGCGTGCCG
GCCAGGAGGATCGTTCGGCACCTTGGCGTCCAGTTGTAAG
AAATGGTGAGAATCACGCCACATTCTACGACACTCGAATG
GGTAACTTCGACGCTAACCCGTTTCCACCACAGACATGTC
AAACGTGCGCAGCGAGCTTGACAGGAAAGTACGGCAATGA
ACGTTGTCACGGTCACTTTGGATTTGTTGGAATGCCGCGT
ATCCGCCCAGGCAGTGCGCATTCCGACTCCGATCGCCTTG
TCGTTTTGAATCCGCACCTCGCGATGGATGCAGATCGTTT
GTTCCGAGCGAAATGCTTCTTTTGTCACAAGTTTCGAGCA
CCAACATTTGATGTCGAACGATTCCGCCAGGCACTGGTTC
TGGCCGACCATGGTTTACCAGGAGATGCGCTGCATCTTCT
CGACACAGTGCCAACAGCGAAGGGTCACGACGCTATGCTG
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AACCACAGGCGCATGGCAAATGAGGAAATCGTCAACGATG
TATCCATCCTTCAGTCGTATGTTGATCGTATCTTAAGGCA
GCGCGCTAGTGGATGCAGTGAGGAGGATGCGAAAGCAAGA
GTGACTATGGCACAGAAGGGAACTGTGGACGTTCGCAATG
ACATTTGCAACATGGCGATTAGCCATCTAAGATCATTCAG
TGGTCCTTGTAGCCACTGCACTGCTATTTCTCCGACCTTC
TTGAAGCGCGGCGGTATTATTTTCTTTTTATTCAGGAAAT
CGAATCTTGTGACAAACATTGCCAAAGGATTCCTTACCCA
GCAAGAGGTATCTGAGTGGGAGGCTGTCAACCGGCTGCAT
GGGAGGACTGGAACATATTTTGATGGTCGTCAAATGCTTT
TTCATATGAAAAACCTATTCGCAAAAGAGCAAGCTATCCT
TGGTTTGCTGTACCCAAATCTTGGTGAACCGTCGGTTTTC
ACCAAAACCAACAAGGTTGTCCCAGCAAGTGAAAGGTACA
AACTGTTCTTTTTGGACCGTATTCTCGTACCGCCATTACC
CCTGAGGCTTTCGTCAGGCGTGAGAGTAAATGATAATGGT
TTGATAATACCCGACGAGCAAACACGTGCTCTTTCCGATA
TATTGGGGTTTGTTGAGCAGATTGAGTGCTTCCACACATT
GAGTGCTAATTCTACAAACGGGCGTAGTTTCATCACTGAT
GCGCAGAGGGCTGTGAATGAGTCGAACCTCCGCAACCTTC
AACAAAAAGTGGATGAGTTTTATGCAGAAATCGTAAATAG
CTTTGCGAAGAAGGAGGGACTCTTCCGCATGAATATGATG
GGAAAGCGTGTCAATCAGGCCTGCCGTTCGGTTATTTCGC
CTGATCCATTCGTTGAACCGAACGAAGTGCTTTTACCAAG
ACCACTAGCCCGTGCTTTGTCGTTTCCTGAGCAAGTTACT
TGTTTCGCACCAGCTCGCATGAATCTGTTGAAGCACTGCG
TTGTGAACGGGCCACGTAAATACCCCGGCGCCACACACAT
TGAGCTTCGTCATGCCAACGGTGAGATCCGTTCTGTTGAC
CTTAATGTACCCGAGCAGACGCGGCGGCAGCATGCTGCAA
GGTTTTTTGCGATGGCCCAGAGTGGTGTGACGCTAATCGT
TTATCGGCACATTCTTAATGGTGATCGCGTTATATTTAAT
CGCCAACCCACACTCCATAAACCGAGTATGATGGGGTATC
GCGTGAAGGTACTTTCAGGGTCCAAAACTATTCGCTTTCA
CTACGTGAATGGTAACTCCTTTAACGCAGACTTCGATGGT
GATGAAATGAACGTTCACGTTCCGCAAAGCATTGAGACGC
GGGCCGAGGTTGAAACGCTGATGGACGCAAACATCAACTA
CCTTGTGCCGACGTCTGGCAGACCGATCCGTGGTCTTATA
CAGGATCATGTGGCGGCAGGCGTTTTGGTAACGTTGCGCG
ACAAGTTCTTTGATCACTCCACCTTTGTGCAACTGGTGTA

96



CAATGGCGTCGGTCCATACATTCAGGAAAACGTTGGCATA
ACTCTTGCTGAACTTATTCCCATTCCAGCAATTCTTATGC
CTCGGCCAATGTGGACTGGAAAACAGCTGATATCTGTGAT
GGTTCGGTTTTCTAGTGGATTGTCTGCCGCAAGCGACTGT
GGACGGGAGATAGAGGGCGGAATCACACTCAAAGGCACTT
CACAAATCCAACCCAGCGCATTTGACAGAATACCGGCGGG
TAGCTGCGACGCAGTGCGTGCGAAATCCGGGGCAGTGGTT
GATTCTACTGTCATGTTTGCGAACAGTGAGCTAATTACCG
GATTCATGTGTAAGAAGCAGCTTGGAGCCTCTAATATGTC
TGCTCCCCACCATGTCTATGAGCTTTACGGACCACATAGG
ACGGGACAGTTGTTCGCTGCTTTTGGCCGTGTTCTTCTGC
TGGCTCTACGAAAGGAGGGTCTTTCCCTTGCGATGGACGA
TATGTTCCTCGTTGATGAAGAGCGCCGATGCGACTTGCTT
AGGAAGCTTGATGATATAGCGTTGGATGTTCCAGATGAAG
AGGCCACTGCTGCACCGATGATTGCAGATTATGCAACAAA
GATTCAGCAGGAGTTTGTTCCGCAGCGCATGCTGGTGCCC
TTCCCAAAGAATCATCTTCTTCTGATGACTATTTCAGGTG
CGAAAGGAAGCAACCTGAACGCCACACAAATGTCACTGCA
GTTGGGCCAGCAGCTGTTCGATGGACTGCGCGTGAAGCGT
ATGAACTCTTCCAAGACGCTTCCGTCCTTCTTCACTAATG
AAAAGCGTGCCCGGTCCTTTGGGTTTGCTATGGGTTCCTT
CGCCTCAGGGATCAGACCAGCCGAGTATACCATTCATGCA
ATGGCTGGTCGCGACGGCCTTATTGATACCGCTGTGAAAA
CCTCCCGTTCTGGTCACTTGCAACGCTGCCTCATCAAAGG
TCTCGAAAGCCTTGTGGTCCATTGGGACCGTACGGTGCGT
GACTCCAACGGCAGCGTTATCCAATTTATGTATGGGGGTG
ACGGACTTGACCCGTGCAAGGCTTCTACGCTTACGGCGTG
GGAGATGATGAAGGATAACGTAGTTGATGTTTCCAAGCGA
TTCGGAGGAGATGCCTCAGAAAGTGTTGCCGGTGCCGAGG
ATGGCGCGGCGGCAGGGTTGAAGGAGATGCGAAACGAAGA
TGGAAAGCCCACGACTGAGGCCGTGCAAAATGCGCATATG
GAGCAGCAACTATCCACGTATCCTCTTCCGGCCTCACTCG
ACAAGAGTTTGTCTGAGTATCTGTGCAAAAAAGCGGATTT
CCCGCTCTTCCGCAAGGTGTCGACGCTAGCCCGTTGGGAT
GCGAAACAGCAGCTAAAAGAGAGGTTACAGCAAAGGCGCC
AGAAGTGGGTTGGTGCCTTCGAAAAAACGCTTGCAGACAT
TACTGCCCGCAGGCGTCTGTGGGCATTGTGCGAACCCGGT
GAGCCCGTTGGCCTCCTTGCAGCGCAAGCAGCTGGTGAGC
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CGTCAACACAGATGACCCTCAACACATTCCACACTGCTGG
TTCAACTGTGTCCCACGTGACGGAGGGTATTCCTCGACTC
CGCGAGTTACTGATCTACGCCTCCGTTAATAAGGCGGCTG
TTGTTGTACCCGTTACTAATGCTACAGAGGAAGACGAGAA
AGTAATCGCCAAAATGCTTCGTGCAGGTGTCGCCGCAAAA
CTGACCGACTGTCTCGCGAAGGTCACAGATGGCGCTGGTG
GCCAAAGCGCTTCCAGCTCGATGCAGCGGAACTTAAACAC
TGGCTTTGGTAAGGGCTACCACTATCACGTTGCGCGAGGC
CGCACTGGTATGGTGATTACGGTGTCTTTCCTGTTTTCGC
GCTCGTGTTTGGAGGAGTTGCGTAAGCGCATGTGTATGTC
ACCATCTGAACATCGACAATCTTTTACTGAAGCACTAAAG
AATGTTGTGCGGCTCATCATGAGGTCACTGAGCGCCGTTC
CACGCGAGAAGGAAAGCGGTGACGGTTCAGGGAACACTGG
AGGGATGAAAGGGGGAAGTGGGCGCGCCGACAGGAAGAGA
AAGCGATCAGGCCCGGACGATGGCGGTGGTCCTCTTGGGG
GTACTTTCGGAGACGAAATTATGCGCATTGAAGAGGGAAC
CGATTCTGATGATGGCATGAGCGAGAGGAGCAGTATAGGT
GGGGGTCGGGCTGGCTCGGAGGTCTCATCTCTACACTCGG
ATGGAACCGATACCAGGGGCATAGCAGGAAGCGATACGGG
CGGGCCGCAGCGACGGAGGGGCTCTGTTGAAAGTGGCCGC
GGTGACGATGCTTCTGACAGTGAGGCAGCTGACCCCGACT
TATATGCCAGACGAAGTGGCTCTCCGGCGAGGGATGCGGA
GGATGGAGGTGAGATGCAGGATCGGGACGGCACGGATTGG
GGAGGAACGTCGATGCAAGGTGTGGTGGGATATGACAACT
TCCCAGAGATTCACATGAGTTTCACCAAGTCAAATTTCGG
TGCTGTTATTGCTCCCCTTAGTACTGCTGCAGCGGCCCGA
GATGGGGTTGTGCAACTACACGAAGACTTTTTCATAGTTA
ATGCTGTGCTGCGCACGGCCTCGGACGTCATTGCCGTCAT
TCCGGACGTTGTGGATAATGCTTTGGAGGCGCAGAGAATG
CCCTCGTGGTTACCTCAATTCGGGTCCCTCACTTTCACTC
GACTGAAAGATAAAGGATCTGGCCAGCTTGTTTTCCAAGG
ACCTGGCTCGACAATGCGGAATGTGATGTCTTTCCTTTCC
CTTTTCACCGTTGGCATAAAATCGATAAAACTTCACCAAG
CTTGCTCCACTGATATTCGGGATATGGGAACATACTTCGG
CATTGAGTCTGGATACGCTGCGCTTTACGATGAGCTCAAT
AAACTATTCAACCGCTACAATGTCGACCCGCGGCACTTGT
CGCTCATCGCCGATACGTCTACCCACCGAGGGCGATGGGA
GAACTTCAATTTCACTGGTGTCATATCAACGAGCGCGAGC
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CCACTGTTTCAGATGACATTTGCCTCGTCGAAGCGCTGGT
TGCACAGAGCGGTGAGTCGGGGAATGAGTGACGACCTCGA
GTCCTTTAGTTCTGCCATCATGGTGGGGGAACGCCCTCGT
GTGGGAACGGCGTCCGTGCGGCTCTCGACTGATACGGCGA
TTTTGCGGGATGTGCTCGAGAGGAACTTTGCATAA
X53464.1 58-759 Trypanosoma brucei mRNA for TBS-17. TBS-17 (AA
1-233) Coding
ATGGGTTGCTCAGGATCGAAGAACGCATCTAACCCCAAGG
ATGGTGCCGCCAGTAAGGGTGGAAAGGACGGGAAAACTAC
TGCGGACCGGAAGGTTGCGTGGGAGCGTATTCGGTGTGCG
ATTCCCCGTGACAAGGATGCTGAGTCGAAAAGCCGTCGTA
TTGAACTCTTCAAGCAGTTTGACACGAACGGGACTGGAAA
ACTCGGCTTCAGGGAGGTGCTTGATGGTTGCTACAGTATA
CTCAAGTTGGATGAGTTCACGACTCACCTTCCTGACATTG
TCCAGCGTGCGTTTGACAAAGCGAAGGACCTCGGCAACAA
GGTAAAGGGCGTGGGTGAAGAGGATCTTGTGGAGTTCCTT
GAATTCCGCCTGATGCTTTGCTACATCTATGATATCTTTG
AGTTAACTGTAATCTTCGACACCATGGATAAGGATGGAAG
TTTGTTGCTTGAGCTACACGAGTTCAAGGAAGCCTTGCCG
AAATTGAAGGAGTGGGGTGTTGATATCACTGACGCTACCA
CTGTGTTTAATGAGATCGACACTAATGGATCTGGTGTTGT
GACATTCGATGAATTCTCATGCTGGGCTGTCACTAAAAAG
TTGCAGGTATCTGGCGATCCTGATGATGAGGAGAACGGAG
CAAATGAAGGTGACGGGGCAAATGCAGGGGATGGAGTTCC
TGCGGCTGAGGGTTCTGCCTAG

X56511.1 S51745 362-811 T. brucei genes for calmodulin Coding
ATGGCCGATCAACTCTCCAACGAGCAGATCTCCGAATTCA
AGGAGGCGTTCTCGCTATTTGACAAGGATGGTGATGGTAC
CATTACGACGAAAGAACTCGGCACTGTGATGCGGTCACTG
GGCCAGAACCCCACCGAGGCGGAACTCCAGGACATGATCA
ACGAAGTTGATCAGGATGGAAGCGGAACTATTGACTTTCC
AGAGTTCTTGACGCTTATGGCGCGCAAGATGCAGGATTCT
GATTCCGAGGAAGAAATCAAGGAAGCGTTTCGTGTCTTTG
ATAAGGATGGCAATGGTTTCATTTCCGCTGCTGAACTCCG
TCACATCATGACGAACCTCGGTGAAAAACTAACAGATGAG
GAGGTGGACGAGATGATCCGCGAGGCTGACGTTGATGGCG
ACGGTCAAATCAACTACGAGGAGTTCGTGAAAATGATGAT
GAGCAAATAG
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X56511.2 S51745 1506-2084 T. brucei genes EFH5 Coding
ATGAAGGATAAGGCTCCTGTATCTAGTCAACAGGATCATT
TCAGTAGGGGCGGTGCCGTGGGAGGCAAGCCCATTTCTGA
TGTTCGTGGCACATCTCGTCCCTTCTACCGCAAGCCGGTG
TCGCACAACACCATCGCGGAGCTAGCGGAAGGTTTTCGTG
TACTGAGTAACGGTCAAAAAACAATATCAATTCCAATGAA
GGAGGTCTCTGCGCTTATGGCAAGCGTGGGGCTACACTTG
TCAGACGAAGAGTTCCATGAGGTGATGCGTGTTTTTGGCC
AAGGGGAACAGACGAACACGGAAGAGCTTAGCTTCAAGGA
CTTTCTCTCGTTAATGATGTGCGAGGTAGACGATACGATG
TTGGAGGAGATGCGTGGCGCTTTTCTACATTACGACAAGC
AAAAGACCGGATTTGTGACAAAGAAACAGTTTACAGAGCT
TTTCGCCACAGGTGGTGAATGCTCAACCCCTGAGGAAGTA
GAGGAACTTCTGACAATTGCGGAGCAAGACGAAACCGATG
ACAAGATTGACTACAATAGGTTTATCAACGAATTGATTCA
TCGCCTGAACTTCATGTAG

X56511.3 S5H1745 2695-3081 T. brucei genes for ubiquitin. Coding
ATGCAGATCTTCGTGAAAACCCTCACTGGTAAAACCATTG
CTCTTGAGGTTGAGGCCAGCGACACCATTGAGAACGTAAA
GGCCAAGATTCAGGACAAGGAGGGTATCCCTCCGGATCAG
CAGCGGTTGATTTTTGCCGGGAAGCAGTTGGAGGAGGGTC
GCACGCTTGCGGACTACAACATTCAGAAGGAGTCGACGCT
GCATCTTGTGCTTCGTCTTCGAGGTGGTGTGATGGAGCCA
ACGCTTGAGGCACTCGCGAAAAAATACAATTGGGAGAAGA
AGGTGTGCCGCCGCTGCTACGCCCGTCTGCCCGTACGCGC
TACGAATTGCCGCAAGAAGGGTTGTGGCCACTGCTCCAAC
TTGCGCATGAAGAAGAAGCTGCGTTAA

X60951.1 S71823 95-1423 T.brucei pol associated gene 1 and pol gene for
DNA polymerase Coding
ATGTTGAAGATGCGATTATTGATAGTAGTTCCTGTTCTTC
TAGGACTTGTTTGGCAAATTTTACTTCGTGCTGAATTGGA
TGGTGTTTCTTTTTTTGGGATGTACATTTCAGCCAACAAT
TCCGGGGCTGGCTCATATGTAAGGACCAAGAAAGGAAATG
CCCTTAAGGAGGGTTTTTGTTCCCTTACCATGGATGAGGT
CAGTCAGAACACTGAGGGTATTACAGGCCTTCTTAACAAC
ATAACGAGTCACCCATACTTTCGGTACTTTAAAGTAAATC
TGGACAGGGAATGTCGTTACTGGGTCGCTGAGGCTAGTTG
TACATGTGATTCAAATGGATGCCAGATCTGCACTTGTGAT
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GACAGTGGAATTCCCGAAACACTAAAATACCCATACGATA
TGAGTGACGTTTCCGCGGTTGAACGTCGTACGGCCCCTGA
CAAACATGCAGCAAAAGGTTTTGAGGACGAGATCAAGCCG
ATCGACCCAGATAGAGATGCAACATATGTGGATCTTCTCC
AAAACCCAGAGGCAAACACCGGATATTCGGGACCGAAAGC
AGCGCGGGTTTGGCAGGCTGTATATGACAACTGCAATATT
GACGGACTTCCAAGTAATGATACGGCTGGTGTAGAAAACA
GAGAGAAGGCTTTACTTCGGCAGCTTCTAAGTGGGCTCCA
CACTTCTATAACCATGCATGTGGCTGCTTTCTTTTACAAT
GATACGAAGGGTGACTCTCCGCTGCGCAGCCTAGGTGTGC
TAAATAATCCCAATATATCTTTCTATCCTAACTGTGGCAT
GTTCCGCCGCATCGTTAAGAATGACGAATTCATAAGGAAC
CTTTTTGTTGTCTACCAGTTTGTCCTTCGCGCTGTGGCGA
AGACCAAACGTGCATTTCTTGCTAACTCAAGTTTGTATAA
CTCTGGCTTCAACGGCGCTGCTACAGATGGAGATGTGCGT
CTCTACAGCAATATTGGGGAACTTTTTAGCAGCAAGCTAT
TCCGCGTAGCAACTTTCGACGAGCAAAAATTTTTTGAGTC
TCCAGGTGCGCACCTACTGGTTCGGCAAATGAAGCGCGTG
GTGCACAATGTTACAACTCTCATGGATTGCGTCACGTGTG
AAAAGTGCCGCGCTTGGGGGAAGTTGGAAACAGCTGCTCT
TGCCACCGCGTTGAAAATTGTCTTCGGTTCCGCTGAGAAT
GTGGTGGAACTAAACAGAGGAGAGAGAGTTGCCCTTATAA
ATTTTGCGCGGCAACTTGCCATTTCTGTTAAAAATGTTCG
TTCACTAGCTGCTGTGTGCGAAAAATTCAATTACACGGCT
ATGAGTTGA

X60951.2 571823 1807-5826 pol Coding
ATGGAGGATTGGGTTAGCTGCCGTTCCGAAGAGCAGAAAA
GATGTGAAGAAAAAGGACAATCTACCTTTGATGAGTCGGA
AGAGGAGCAGTGGCGCAGGCTGAAGGAAGAGGCTATGATA
GATTCAGATGATAGTGAGGGTGCTGCTGGTGATGAGGGTG
CCGTCGTGCTCGCAGAGGCGAAGAGGCGCAAACCGAGAAA
ATCTGGGAAGGTAATTGCCACTCAGAAGTGCGCGCAGCCG
CAGAATCAACATAGACACCAGCAAAAACTGACAAAGTCTT
TAAGTACATATGATATGGAGAATCTTCTAAAACAATATCG
CAATATCTCTGCCGAGGAGGAGGACGAAGTGGATGTGGAT
ATCACAAAGTTTCTACAAGATGATGGAGTCGACAGCGAAG
ATGGTGAGGGACCTTCCGTAACTGCCACCGAGCTTTTGTC
CTCTTTAATAAGCGGAAGAAGTGCTGATACTAATAAAACT
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GAAGAGTTGGCTGACAGTTTTCCGTTGGCAAATCTTAATG
ACGAGGTTTTTACTTACGAAAATGAAGCAGCTGTCAAGAA
AACTCCCCGCAACAAGGAGAAACGCACCAATAAGTCTGGC
GCGAACTATGTGATTAAGGAGACTGTCGTGGAGGAGTTGA
ACGTCGTCACGGATTTAGCCGAGGTACGTACTGGGTCTCA
ACATGCGAGCACTGACTTTTTGAACGGGTGTCCCCCCAAG
GCGTTGTTTTACTGGTTTGACGCAAAAGAACAACCCCACA
CATTGACAGCTCCCGGAACGATACTTCTCTTTGGTAAAGT
GTGCATGAATGAGGAAGATGAGGAGTTTCGCTCATGCTGC
GTGAGAATACAACATGTTCATCGGAACGTCTTTCTCCTTC
CGAAAGAGGGCTCAACAGATGCTGAGGTCGTCCAGGAAAT
TAATGCTATTTGCCGTGGTAGTGGCATAGAGGAGCGGCGA
ATCAAATTTGTTGAGCGGTATTATGCCTTTGAGGAACCGG
GTGTTCCTCGGGAAAAAAATCGCTGGGCGAAACTCGTTTA
CCCGGGCAGATACCCCCCGTTTCCAAACAAGGGAGGGTTA
ACACATGTCCAAGTTGTCGTCGGCGCGTCTCGCTCTCTCC
TTGAACTCTTTCTCATAAAGAAGAGACTAATGGGGCCATC
GTACCTCGAAATTGAGCATCTTGTTACCGCGATGGACCGT
GTTTCTCACTGTAAAACAGAGTTTTTGGTGCCCTCGCCTA
AAGACATAAAAGTTTACAATTCATCAAAGCCACCACCACC
GTTTACGGTTGCGAGTATCCAACTTCACGCCCAGCTTGAC
AGCGATGGGGTGAAAAACGAAGTGATCGCTGCATCGATTG
CATTGTATGGCGACGTCTCGATTGATGGAGAGAGAAAACC
TAACATTACGGAGTGTTTCACTGGCGTGCGGCAATTATCA
CCGGATGCTCCTCTCCCATTAGATTTAGAGACTTACTGTT
TGTCGAAGCGCATGCCTGGAGTGCACCGTTTTATAAACGA
GAGGGCGCTGCTTACGTGGTTTGCGGAGACCCTTGCTGCG
TTGGATCCCGATATTATCGTCGGACACAATATTATCGGAT
ATACCGTCGAGACTCTCTTAAATCGCTATCAGGAGCTAAA
CATTGTTCGCTGGTCTACGATTGGTAGACTTGATGTCAGA
CGTTTTCCGCGAATACAGGGGAACAATTTCAATCTGGCCA
TTGAGAAAGAGGCTTGTGTTGGTCGTCTTGTCGTTGATAC
CTACCTTCTTGCGAGAGAGTACTATAAAAGCACGAACTAC
AAGTTGCTTTCGCTGAGCACGCAGATGGAAATCAAAGGTA
TTACGGACAACCGGGGCCACTTCGAACCGGGATCAACCGT
GTTGGTTAAGGACTCAATGATGTCTTCCGAGGCTCTTTGC
CCTATCCTCTTACAGCTTCTTAATTGTGCTGTTCTTTCTT
TCAACGTAGCCTCGTTCCTTGACGTCATCCCGCTTACGAA
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GAGGCTCACGCTGCTGGCAGGGAACTTATGGAGCCGAACG
CTATATGGTGCGCGTTCGGAGAGGATTGAGTATCTTCTTC
TACACGCTTTTCACAACTTGAAGTTTGTAACACCTGACAA
GAAAAAACGTGATTTAAAGAGAGGTCGGGAAGATGATGAT
GATGAAGGCAAACGGAAAACAAAGTACCAAGGTGGTATGG
TTCTCGAACCAAAGAGTGGGCTTTACTCCGAGTACATTCT
GCTGCTGGACTTCAATTCACTTTATCCTTCGCTGATTCAG
GAATTCAATGTCTGCTATACTACCATTGACCGCGATGAGA
ACACTGTATCTGCCGAGGTACCGCCACCCGAGAGCCTTAT
TTGCCTCTCTTGTAGGGCCGCAGGTTTGCCCTCACCGTGC
CTACACAAGTGCATTCTACCGAAGGTTATTCGTGGTCTTG
TGGACAGCAGGAGGGAGATCAAGCGAATGATGAAGTCAGA
GAAGGACCCAGGTAATCTCGCTATGCTAGAAATTAGGCAG
TTGGCTCTGAAACTAACGGCAAATAGCATGTACGGATGTC
TGGGATTTGAATATTCCCGTTTTTATGCACAACCCCTCGC
TGAGTTGGTCACTCGACAGGGACGTCTTGCCCTTCAAAAC
ACAGTGGAGTTGATACCACAAATTTCCCCATCAATCAGAG
TCATATATGGAGACACAGATTCAGTGATGATACAAACGGG
AATCAAGGATGACATTGTAAAAGTGCGTAATCTTGGATTC
GAAATTAAAGGCAAAGTCAACCAGAGGTATCAGAGTCTGG
AGTTGGATATAGATGGGGTTTTCCGGGCGATGTTGCTACT
TAGGAAAAAGAAATATGCTGCGTTGAGCGTCGTGGACTGG
CAGGGGGAGGGGAAGGTATACAAGAGGGAGGTGAAAGGAT
TGGATATGGTGCGAAGGGATTGGTGCCCGCTTTCCCAACA
TGTATCTGACGCTGTTCTAAAGAGGATATTAAATGCTGAA
GGTGGCGAAGACATACTAGACTTCGTCATCAAGTACATGA
AGGGCGTTGCGCAAGATGTTCGTTCTGGAAACGTCTACCC
TCTTGAAGAATTTGTTATCTCGAAGAGCTTGACAAAGGAG
CCGGAGTCATATCATGGCACAGGATATCCCCATGCTGTTG
TCGCTCTTCGTATGAAACAAAGGAAGGAGGGCGTTCGCGT
TGGTGACCTTATTCCGTACGTCATTTGTGAAGGTGATGAG
CATATCGATGATAAGGCCTACCACATCGATGAAGTGCGAC
GCTCTGATGGACTCTCTGTTGACGTCGAATGGTATCTGTC
TTCACAACTTTATCCTCCAGTGATGCGTTTGTGCGAGCAT
ATCCAAGGTTTCGTACCGGAGCAACTTAGTGAAGCAATGT
GTATTGCAAGTCATATGCGAACGGAACGCGACGTTAAGGA
GGAAGACACCGCTAACGACTTCTCCCACTGTTCCATTTTC
AAGAGCCGTGCACTCTCCGAATGTTTTCCAACTGCTACGG
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CATTACAGGTTCAATGCACACATTGCCAGTTGGTTGTCCC
AGTGGACCCGCACAAATACATAAACGACATGTTTTCCAGT
CGTGAAAAGCCACCTCCCACCGCACCCTTTGAGCTTTATG
TGTGTTTCAACTGCGGTCGATCCCTCCCCCTTGCGTATCT
AGCAAATTGTATGACGCAAATGTGTCACACGATAATCCGG
CAGTTTTATTGTTCAGGCGGGAATGTTGCCTCGGTCCGTG
CTCTTCGGGCGCAATTCACGTACCTTCGAGCAATGTTTGA
CGTCCCACAGGCTCTTAACTGCCCGTCGGCAGTGAAGAAT
GCACACCGTGTTCTTTCACTACGTTGCTTAGGAACTGATA
GGAAACTCTATACACTGGCGGATGTCGAGAGGTTCCCCGA
CGTAGAGCCTGTGGATCCGTTGCTCGCATGTGCGGAGAGT
TTTTACCGCAGGATAGACCATCTTTTTGTTAGTCTTGACA
AGTTGTTCGATACTCCATGA

X62148 548809.1 1283-2500 PAG1 Coding
ATGGTCTCTTTGATTATCCTTTTTCGCTTGACCTTTGCCA
TCGCGAATAGGGTTCGCACGCTCATGAAGGTATTAGTGAT
TGTGTCCTTTTTTGTACTTACTGGTAGCGCCTCCGCGGAC
AGTGGCGCACTGAGTTTGAGTGGAGCTGCGGAGGCGCTCT
GCAATGCGTCGAAGAGGCTGAAATCGGTGTATGCCTTCGT
CCAAGCGAAAACTAAGTATGCAACCGAGAAGGTGAGGGAG
TTTGAGGATATGGTGGAGTTGGTGAGGTTAAAGATTGTGA
GGGTTAGGGGAAATGAAGGGGGAAATGGCAATTGGACCTC
GTGCACGGGGATCGCGAAGTTTTTGAAACGTGTGGGGAGT
AAAGTGAATAGGGTGAAGAGGAGAGAATTGAAGAGGTTGA
GATATCTTGGATACTCAGCGGTAGGGGCAGCAGGGATAGC
GGCGGGGAGGTTGGATGAAATGATAAATGTGTGGCGGCGC
GCGTATTCCAGTGGGAAAGGGGATTTTTGCGTAGGAAATA
GCGAGCACCACGCGACGCGGAATCAGTTGTTGAATTGCTA
TTTAAGTGACTCGGAGAAGGATGAATTTATTTCTTTGGGG
GATATGCACCGCATGGAAAGGGTGGAGGAAATGAACATGA
CACGGGAGAGTATGAACGAACTGCTTAGGCTCACTGGTGG
CGGTGGAAACCCCTTGGAACGCTACGTCCACAGCGCAAAC
TGCCACCTAACAAACACCCGTCCGGGGGGCGGCTACCTCT
CCGAAAACAGCACCTCCAGAAGAATACTCTGGGGAGATGG
AATTATTTCCCTTAAACGAAGTGGAAGAGGATTCGTTGGG
GGGACAGGAAAAACCCGTGCAGAGGTTCTAATACACGATG
TAACTTGGGAGGAAGACCCCGTTAACAACGTCCCCGTTCT
TAGAAACGCCTACCGAGAGCTTCGCAAATTTGTGAACTTG

104



TATGCTTACATCGAAGAGCTGGCGCACGAAACCGGCGCAC
ACTGGAACTGGGAATACGCGCAAGCTATTGTGAACACGGG
CACCCACGGAAATAAAAGCACAGTAGTGGTAGATGAGGAT
AGTGGGAAGTCATTCGTCGTGCTCGGGAACAGAGAAACGG
TGCAAGAGGAGAAGCTGTTGGAGGAGATGGCGATATGTGG
TGTTGGCAGGGCTGACTCTCTCAGGAGGACCCTCGCGTTG
TTATTTTTATTGTTTTAA

X91142.1 1-1065 T.brucei glycosomal NAD-dependent glycerol 3-phosphate
Coding ATGGTCTCCGGTGTGACATATCTGAAGCGCGGTGCGGTGT
TCGGCAGTGGCGCCTTCGGTACCGCTCTGGCGTGCGTCCT
TGCAAAGAAGTGTGAGTCTGTGTCCGTATGGCATATGAAC
GCCAATGAGGCCCGTGTTGTGAACCAGAAGCACGAAAACG
TATATTTCCTTCCCGGTGCACCGCTTCCAGCTAACCTTAC
CTTCACGGCCGATGCTGAGGAGTGCGCGAAAGGTGCGGAG
ATTGTCCTCTTCGTCATCCCGACGCAGTTCCTCCGCGGGT
TCCTCCAGAAGAACAGCCACATCCTCCGCAACCACGTTGT
TTCCCGCAACGTGCCCGTGGTGATGTGCAGCAAGGGCATC
GAGCGCTCCTCCCTCCTCTTCCCCGCACAGATCTTGGAGG
AGTTCCTGCCCAACTATCCAATCGGTGTTATTGCTGGCCC
TTCATTCGCCATTGAAGTTGCTAAGGGAATGCTGACAAAT
GTTTGCACTGCCGCGGCCGACATCGACATGGCACGAAAGA
TTCAGAGAATCATGACCACATCCGACGGCTCCTTCCGTTG
CTGGGCAACCACCGATGTTATCGGATGCGAGATCGCAAGC
GCCATGAAGAATGTGCTTGCCATTGCCTCAGGTGCACTAA
AGGGACTTGGAACTGAGAACAATGCCCGCGCTGCCCTCAT
CTCTCGTGGTCTTCTCGAAATCCGTGACCTGACCTTGGCA
CTTGGCGGCACGGGTGAGGCTGTCTTCGGCCTTCCCGGCC
TCGGTGACTTACTGCTCACCTGCTCTTCAGAACTCTCACG
TAACTTTACGGTGGGCATGAAGCTCGGCAAAGGCATTTCC
CTCGAAGAGATCAAGCGCACCAGCAAGGCCGTTGCTGAGG
GTGTTGCAACCGCTGAGCCGCTGGAGCGACTCGCCAAGAA
GCACAACGTGCACCTCCCCATATGCCATGAGGTCTACAAT
GTGTTGTATGCCAACGGTTGTGCCAAACGCTCGTTCAAGA
AGCTCAACTCCTGCAAGTTGGCTGATGAGGGGCTCCCAGC
GCTCCCGCGCACTTCCAAAATGTAA

X99951.1 316-975 rab7 Coding
ATGAAAGAGGAACCCGCTTACAAGATTATAGTAATTGGTG
ATGTGGGTGTAGGGAAGAGCAACATCTCATCGCGGTTCTG
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TGACAGCATTTATTACGATGACATTGTTCCAACGATTGGC
GTGGACTTCAAGTATTGCCATACCACAACTTTAGAAAAGC
ACGCGCGCACCATCTTGCTTCAGATTTGGGATACCTCCGG
GCAGGATCGTTTTGTTTCACTCACGACGGCTTACTACCGC
AACTGTCATGGCGCACTGATTTGCTTTGATCTCACCAATC
GGAGCTCCTTTGAAGGGATCGACGCGTGGTTTGAGCGCCT
GAGGTCCCACTGCCCGGTACTTCCGCCCCTCATCCTCGTG
GGTTGCAAGTTAGACCTCGTGGACTGCAGTGAACTTCATA
AAGAAGGGACAAGCTTAGGGATTTGCAGGCAAGTGGAGAA
AAGCGAGGCAGACGCATGGGCAAAGCGACACGGTTGCTTG
TGCTACTTCGAGACGAGCTCGAGAAATAACACAAATGTCT
CCCGAAGCTTTCCAACACCTGGGGACTTATATAGTGAATAA
CACAACTCCAACTGTCGAGGGTCATGGGGACAAGGCGATA
GGGAACATCGTACGATTAAACACAAGTACACATACTAAAA
AGAGGAAGTGGAGGTGCTGA

Y12638.1 165-7376 p277 Coding
ATGAAGTCTGGTGGTGGAATTTCCCTGACGGAGGATGGCT
TTGAGCATCAGTATAACGCTGAGGCAGTCACTCAGAAGTG
GTCATCCGGTCACCGTAGGCAGATTGCGGAGTGGCGAAAC
CTCAACACAAAACGGTATGGGTACCGTGCGACATACCAGG
AAGCCGTTGCTCAAAAGGATGAAGTACCCCCGGAGTACTT
GCGTAAACTGGTGAAGCGATAACGCTGATTTAAGTCGGTAAA
CGCTTCAATGCCGAGCGGAAGCTGTGTGTCGCTTTGCTGA
GGTACATGCCTCTGGCATTCTACAAACTGCTAGAAAACAT
GCCAATGCCGTGGGAAGAGGCTCGATACGTCAACGTCGTG
TATCACATGAGAGGTGTGCTTACGCTTGTTGAGGACACGC
CAACGGCAGCCGAGCCACTCTACCTAGCTCAGTGGGGCTC
GATATGCGACTAAAATGCGTTCACACAAAGTTGAACTGCAG
CACGAATGTGGTACTTTTCGTCGGCTGATAACCAAAGGCA
ACGAGAATGAACCTCCAATAGACTTCAGTGACTACATTAT
GGACAGGGAGCCGCCACCGGCATTGTACGACGATCTGGAC
GAGGAAGATGCTGCGGCGGTGCTGGACTGGTTCTACGACC
CCTTTCCACGGCTTGTCCACCCAAACCAAATTCGCGGGTC
CCCGCGTCCCAATGGTTACTATTTTACCATCCGATGTGATA
GAAACCCTGTTCCGGAACGCTATTCCCATTCTTCCCAATT
TGGACGACCGGAATTATTATTATCTGTGGGACTTGAAGTC
ATTTTACGCGGCAAAGGCGATGCATATAGCGATTCCTAGG
GCACCCAAATTTGAGGCACCCTCGACGATACAACAAGAAG
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AAGGTGAATGGACAGAATTTAACGATCTTCGGCGTGTTAT
CCACCGGGATGATCCTCGGAAACCGCGCTTCACTATGCTT
ACTGAGCGGCAAATCGCATTCCCTTTTTTGTATAGTGATG
TGGTGGATGGAGTAACTGTTGCACCCTATCGCTACCCGGC
GCAGATACGTGTGGAGAATGAGGACCCCGCCGTTCCGTGC
TTCTCCTGGAATCCTTCCCTCAATCCTATTAAGGCAATAC
AAAAGAGGCATTCAGATCCTGTGGGGTCATCCTCGGTAGC
CTTATGCTCAGCCGCGTTGCGAAAGTCCCAGTGGCTCGGG
GATGAAGAACCCGAGGACGGGTGCCAACCCATGAGTCTGA
TGGAAAACTTCTCCCCCCTTTTCCAGGAGCTTCCGTTGGA
GAATGTTGACACGAAGTCTGCCATGTTGCTGGCGTTTGCA
CCTGGGCCGTTTAACGAATTCGAAGGTGGTATGAAGCGTC
GCGTGGACATTCCTGTGGCGGAACACTGGTGCCGGGATCC
CCCATCCCTACTTACAAATGATACGCGGGATAAAATTTTA
AGGAGCTATACACAACTGTTGAAGCACCATGTTGCCAAAA
ACCTCAGGCGGGACCGACAGAAGGAGCGACCTAAAGAAGA
AGGTGGTAACCAAGATGAGGGGGGACAACCGGTTCGACGT
TTGGACGAGTTAGCAAATTTGGATTTCTTTCACAAAACCA
AAATTGATTGGCTGGAAGCTGGTCTCCAGGTTATGCGGCA
AGGCCACAACATGTTGGTGCAGCTTATTAATGTTAAAAGC
CTCCCGTATGTTCACATAAACTACAACTTTGAGGCAAAAC
CAACGCGGACACTGACGACTAAAGAGATTAAAAAAAGCCG
CTTAGGGCCTGCGTTTCACCTCATCCGTGAGCTTCTGGGT
TTTATGAAACAACTTATTGACATGCATACTATGTACCGAC
TGGGGAAAAATGATTCTATTCAACTCGCCGATGCAATTCA
GTACCTTTTTTCACATTTGGGTCGTCTCACAGGCGTGTAC
AGGTATAAACTTCGGGCAATGAGGCAAATCAAGAGATCGC
GGGACTTAAAACACGTTCTGTACAGCAAGTTTAACGTCGG
TGAGGTGCTTCGAGGCCCGGGATGTGGGTTCTGGGCGCCA
TCATGGAGGGTGTGGGTTTTTTTTCTTCGTGGAATGACAC
CTCTGCTGCAAAGGTATCTTGGGAACCTAACTGATCGCGT
ACTCCGGGGTCGTGAGGCTAAGGGAAAACATGATGGGAAG
CGCATCACCCGCCAACGCGTGGAGACAGATAAGGATGTGA
ATATAAAGGAGGCGTTCCGGCGGGAGCTGCGGGAGATGCT
CCCACCAGACGTGCGAACGGAAGTAATCCGTACAATGGAT
CAGCACATGAATGAAGCCTTCCGTCACTGGCGTGCCGGGC
TCCGCTGGTCGGTACCAGGACTGGCAAAGCCTCTTACGGA
TTTGGTGAACAAATACGTGAAACTCCGGGCAGAAGAATAC
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GTTCGCGTCACACAGTATCAACGGAAGCGGATAAATGAAG
GTGACACAGTGGATAAGCAGGCTTTCATGAAGAACCTTGG
GCGCCTCACGCGTTTGAAGCTCATGGACGAGCAGAATCGC
CAACGGTCCTACATGGAGGGAACGGACACGGATATTATAA
CCCCTGAGCAAGCGACGGAGATTTATCGCATGATGGCTAA
CTGGCTTAGCGACCGCGGCTTCAAGAAAATCAGCTTCCCT
AAAGCGTCGAGACCTGCTGAACTACGCCTTCTGGAGCTCG
CGCTGAATCGTCTTCGTGACCAACACAATATCGCAAACCG
TCTTACTCAGGCACAGCGGGAGGAACAAGCCCGAATTGAG
GAGGCATTTAATTCGCCCCATGAAACACTTTCGAAGATAG
TGGACTGCCTTGCCCGCGTTCGCAGGTTTAAGAACGTCGA
GGTGGAGTACATGGATACTTTTTCGAGTCTGTACCCCATC
TATAACGTTGTTCCCTCCGAGAAGCTCGTGGACTCCTTTC
TGGACCAGTACCTGTGGTACGAAGCTATGGACCAGCAGCG
GCTGTTTCCTAATTGGGTGAAGCCATCTGATGTGGAACCG
GTGCCCATTCTCGTCTACAAATGGTGTCAAGGTATCAACG
ACAGCCCTGGTATTTGGGATTTTGATCGGGATGAGTCTGT
CGTGCTGTTACACGCAAAATTGGAGGATGATTTTTACGGA
AACATTGATTGGAACCTGTTCCGGCCTCTACTGGAGCTTA
TAATGGATAAGTCATTGGCGGAATACATCGTCAGTCGCCA
TGATGTTGTAGTGGAGTTTAAGGATATGGCTTATCATTGT
CGCAAGGGGATGTTACGAGGTTTTATGTTTTCATCGTTTC
TGGCTCAGTATTGGGGTCTTGTCATTGACGTGCTTCTACT
CGGTACACAAAGAAGCCAAGAAATTGCTGGACCGGCGAGG
CGCCCCAATCCGTTTATGTCGTGGATGCGAGATCCCTTAC
TCGCCACATCTCACCCTATTCGTGGATACTGTCGTTACAA
GAATGAAGTATATGTGCTGTTAAAATACACCAAGGTTGAG
GCTGATGATGTGCGACACCGGTACCTAGAAGAAACTAAAA
ATGACCCCCAGAAGCGTGCCGAAAACGCTTCCGTTTATGG
TTTCAAGAACTTCAAGCAGTGGCCGCGGGACGCTCGGATG
CGTCTCTTCCTTAATGATGTGAATCTCGCACGAGCAGTTA
TATGGGAGTTCCGTGGCCGGCTACCACCGGGCATTGCAGA
TATTAATGAATCTAATGCTCTAGCAAGCGTCTATTCAAAA
GACAATCCGAATTTGTTGTTTGATATGGGAGGGTTCTCTG
TACGCATTCTGCCCGTGGTCCGTACCGAAGATGAGGTGCT
AGAGAACGAATCCACGTGGAACCTACAGAATACTACGACG
AGAGATGTCACGGCGCGTGCTTTCCTTCAGGTATCTCCAG
ATGATGTCAATAACATACGTAACAAGGCGCGACGGGCCAT
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TATGATGGTTGGAAGTTCAACGTTTCAAAGCATTGCGGCG
AAGTGGAATGCACTCGTCACAGAAATTGTTCCATACTACC
GTGAGGCTATACTGGGAACAGACTCCCTTCAACAGGTCCT
AGCTCGCGCTGAACATCGAATGCAATCGAGAATTATGATG
GCTCTTAACTCCCGAGCAAAGGCTCGCTTCCCACCGGTCA
TATTTTACGCACCTACTGACCTCGGTGGACTTGGTATGTT
ATCTGTGGGCCATTCGCTGATTCCTGCACGTGACCTCGTC
TACTCCAAGTCAACAAGTACGGGTGTGCAATTCTTCTATT
CAGGACTTACAAACGCCGACAACATTCCTATTCCCAATAT
TTTGCAGTACTATACCCCGTGGGAAACGGAGGTACGGGAG
AGCGTTAAGGCGTGGACAGAGTTCAACATGCGGGATCGTG
AAGCCAAAGCTGCCGGAACGCGGCTCTCAATTGACGATAT
AGAGCATATCATCAACAAAGGCGTCCCGCGAATTCGGGTT
TTGTTTTCGCGTCACGCAAAGCTTTTCCAGTTTGACAAAG
GATTTCGGTGTCGTATGGAGTTCCAACGTTACCTTGCAGG
GAAGTACTTGAAGAATTGGTGGTTCCACCAAGAGCACGAT
GGCAACATTTGTGGGGGTGTACTGGAGAGGTATCGTGTCG
ACACAAACATCGCACTTGGTGGTGTGGAGGCCATTCTTGA
GCATAGTCTATTTAGGGGGACGGGTTTCCCATCCTGGGAG
GGTATTGAGTTTAACCGCGCTGGAGGTTTTGAAAACTCCA
AAAAGGATAGCAAGTTGGCCAAACAGCAGCGTGCCGGTTT
GGCAAATGTTCCTAACAGGCGCTTTGCGCTGTGGTGGTGT
CCGACAATCAATAGGTCGGACGTCCAAGCCGGGTTTGAGA
CGAAAATTGATACCACCGGAGTGTTTATGTGCGGCAAGCT
TGAAACGATTAAGAAGTCGCTCATTAAGATTTTCAGTGGT
TCCCTATGGGAAAAGTGTCATGGGGCAGTAGTGAATGACA
TCGCAAGCAAGTTGAAGGACATGATGGTGGAATTAGATGC
GGCATCCGTCACATTGCAGCAGCAGCACCCGCAAAAATCT
TACACGTACACAAGTTCTGCACCCGACATTGTCATGGCGT
CAACGTCACGCTGGCCTGTTACATCGAAGCCGACGGTTCT
TTCTGACGAAACTGGTGACGAATATAGGGCTCACACGACA
AGCAAGTACTGGATTGACGTCCAACTGCGTTGGGGTAATT
ACGACAGTCACAATATCGCGGAGTATACAAGAAGTAGATT
TTACGAATATTCTTCTGCCAAAATGTATCCTTTCCCTGCT
GGTATTGTCGTGGCCATCGATTTAGCCTACAACTGTCATT
CAGCATTCGGTTATTGGGTACCTCGACTCAAACCGCTGAT
GATGAAACTTATGACAGCCATTATACGACACAATATAGCA
CTCAATACTCTGCGTGAGCGTATGAAGCGCGACCTTCAGC
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TTTTTAGCTCGGCCCCAACGGAGGCCGGGTTGTCGGTGAC
AAACATTGCGGAGTTATTCTCGGAAGGAATGCGCACTTGG
ATCGTTGATGACAGCGCTACATATGTCACAAGTGAACAAC
CCACTGCTGAGGGTGGCAGGAAGTTTAGGTCTGAAAATGG
TGCCGTACTTATTTTTGAACCGGCAACAGGGAACCTGAAA
CTCAGCATTGTTCACAAAAGTGTTTTTGCTGGTCAGAAGC
GGCGCACAAAGCTTGCTCGTGAGAAGGCAGCAGAGGAGAT
TGCCTCCTGGCTACGCAGTGTGCCCGCGAGTCAGCGACCC
GGGAAACTCATCGTGACTCGAAGTCGTTTCCGACAAACTC
TCCACAATATGCTTATACTGGATTACCCAAACATAATTAT
TGGACAGAGTGATCTAAACCTTGCGGTCCCAATGGTCCTG
CGGCACAGTCGCTTGGCCGATCTGCGGATTTCGGCCACGG
AAAGTAAGGGGTGGGAATTCTGCCTTTATGATGACTGGCT
GCGGCAGTTTCAACCTGCAACATGCTTTAATTTACTAAAT
CTCATACTGCGTGGATACCACGTGAATCTCAGTCGCACGC
GGCAGACGCTCGAGCCAGACCTTCATGTAGAAGTCCACCA
CTCACATTTTTGGCCCACCTACACTCGGGAGGAGTGGGAG
GCTGTGTCTGTGCGTCTGCAGGAGATGATAATTGCCGACG
CGGCCCGTCGGATGAATGTCAGTCCGAACCAGTTCACCGA
GATGGAAAAAAAGGACATTCTTCTTGGCAAGAAGATGACC
ACGGTTGAGATTCAAGAGGAAGAGATGAAGGAATTGGAGG
AGATGAAGCGCACTAAGTTGGTGCAAGAACACACAATTGA
TGTGGTAACGAAGTCGGGCGAAACAGCTAAAAAGAGGGTC
AAAGCGGCATTCGACTTCGGTAATTCGACATCCGCGAGCA
ACTGGCGGGCACGCTCACTTGCTAATGCTACTGTGTTCGG
TGAAGGTACCACTGTTGAGATTGATCACTCTGGTGTGACG
GGAAGCAGCGACCAACTTATATTTCCTCAGGAGCTGTTGA
AAATTTTGTTTCCGTGCTTTGATGTTCAAGCCCAGTTCTG
TGCGTACCTTTTTGGGCAGACTCTTCCTGATTCCCCCAAT
GTTAAGGAGGTGTTGTGCATTATGGTGCCCCCTCAAAAGA
GTTCTGCTGTTGAGTACACGACACCGTCATGTATTCCTCA
TGACCACCCCATCTTGACCGAGAATCATCTTTCCCTTCTT
GGTGTCCTTCGTTGCAGTGGCGGGGAACCTTCAATTCACT
CCAGAGATGTTGCCATCCACGGCAGACTACTGGCGTGCAA
TGAGGGGCTGCAAACGGAGGGACTCACAACAGTTGTCGTC
GGGGTTTCGCAGGATGGGATTGGTATCCGCTGTTACACTA
CCACGCGTGAGGGAATATCGTGGGCTCTCGAAGAATATTC
CCATGCACTTCAACGCGAGCCCACGGAAGTGCCACCGTTG
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CATGTAATTCCGGCTCGTGTGACACTGTCGACGGAGCTTC
AGGGCTTTTTTCTTGTACCAACAGACAATGGATGGAATCA
TACCTTCAGAGGGGCAACGTGGCGTGAAGACACGACGTTT
GATGTGCGTGTGGACACTCCACAATTTTTCTTTTTTGCAA
CACACCGTCCAGACCACTTTCTGAATTTTGCCCGATTAAC
GGAAGAAGAAGCAACAATTGATATGGCAGATCTTGAGAAC
CTGATGGCGTAG
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