
Supplementary Figures 

 
Figure S1: A: FRET histogram for YxiN* S108C E224C in the absence of ligands, showing the 
peak at EFRET=-δ for donor only-labeled molecules. The lines indicate Gaussian distributions 
fitted to the data (continuous line: double Gaussian, broken gray line: triple Gaussian). While the 
fit with a triple Gaussian naturally describes the data slightly better, the improvement is not 
significant.  
B: Distance histogram derived from the FRET histogram in A. While a few molecules are 
detected with large donor-acceptor distances, the population of such “wide-open” conformations 
is negligible (here: <5%). 
 

 

Figure S2: RNA unwinding in the presence of ATP, but not ADPNP. (1) single stranded RNA, 
(2) double stranded RNA, (3) + YxiN (wild-type)/ATP, 30 min, (4) + YxiN (wild-type)/ADPNP, 
30 min 
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