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Supplementary Figure 11. Genomic context of HAR47 region in mouse 
and human. UCSC Genome Browser view of the human genomic region 
encompassing HAR47 (a) and the synten ic mouse genomic region (b).  
Tracks shown are as follows (from top): Base Pos ition, RefSeq Gene 
annotations (Klhl14 gene shown as violet bar), Human Accelerated Regions 
(HAR47 shown as red bar), EST evidence for transcription (AA395941 shown 
as green ba r), Riboprobe employed in Allen Brain ISH, Vertebrate MultiZ 
Alignment and Conservation histogram. (c) Klhl14 is expressed in the soma of 
a specific cell population within the anterior olfactory nucleus. (d) AA395941, 
which is transcribed opposite to Klhl14, is expressed in the hippocampus (red 
arrow), the granule cell layer of the cerebellum (green arrow) and in cells in 
the anterior olfactory nucleus (inset; blue arrow) where it may be restr icted to 
the nucleus. MOB, main olfactory bulb. 




