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Supplementary Figure 2. Independent evidence for the expression for
ncRNAs. (a) Intersection of  expressed ABA  probes targeting ncRNAs with 
CAGE, SAGE and GNF Atlas expression datasets. (b,c) ABA targeted ncRNA 
transcripts that exhibit expression in tissues other than  brain according to 
GNF Atlas (b) and SAGE (c). CAGE clusters were intersected with the 
transcription start region (300 nt upstream or 100 nt downstream; Carninci et 
al. 2005, Science) of ncRNA  transcripts targeted by expressed ABA probes. 
SAGE tags were intersected with 300 nt at the 3’ end of ncRNA transcripts 
targeted by expressed ABA probes. 




