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Supplementary Figure 3. Length, distribution and predicted secondary 
structures of ncRNA transcripts. (a,b) The length (a) and genomic span (b) 
of ncRNAs and mRNAs targeted in the ABA were plotted as a kernel density 
plot with R. (c) Chromosomal distribution of expressed ncRNA transcripts. (d) 
High confidence secondary structures with low minimum free e nergy were 
folded using mFOLD (see Methods). 




