Table S1.

Neurospora crassa strains used in this study

Genotype (transformed plasmids are in parentheses)

Use

FGSC #3661 A, alcoy, csp-2
FGSC #6808 A, trp-1,ylo-1
FGSC #1208 q, trp-1;ylo-1

FGSC #52

A, ro-2

FGSC #4516 A, pro-1
FGSC #3305 A, ser-1
FGSC #5075 A, sc

FGSC #9179 a, Amus-52::bar +
FGSC #9720 a, Amus-52::bar +
FGSC #6103 A, his-3-

FGSC #465
GSF #48
GSF #111
FGSC #987
GSF #59
GSF #623

GSF #626

GSF #629
GSF #411
GSF#1193

GSF#1182
GSF#1166

GSF#1164

GSF #404
GSF #360

GSF #399
GSF #448
GSF #38

GSF #743

GSF #823
GSF #621

GJF #1732
GJF #1758

GSF #452
GSF #475
GSF #506
GSF #515
GSF #631
GSF #634
GSF #562
GSF #568
GSF #857
GSF #1004
GSF #302

GSF #299
GSF #277
GSF #290
GSF #459
GSF #462
GSF #543

A, pan-2-

a, pan-2- (POKE103::phex-GFP-PTS1)

A, wsc- [POKE103::phex-GFP-PTS1)

A

A, wsc-

A, pan-2- (pMF280)

A, Awsc, pan-2 -[pMF280)

A, Awsc, pan-2-, his-3- [pBM&0::wsc-eGFP, POKE 103::phex-RFP-PTS1)
A, wsc., (GJP#961::wsc-eGFP, POKE103::phex-RFP-PTS1)

A, Amus-52::bar + , his-3- (pBM60::RFP-PTS1)

A, Amus-52::bar + , Afisl::hyg +, his-3- (pBM60::RFP-PTS1)

A, Amus-52::bar +, Adnm1::hyg +, his-3- (pBM60::RFP-PTS1)

A, Amus-52::bar +, Avps]::hyg +, his-3- (pBM&0::RFP-PTS1)

A, wsc- (GIP#P61::wsc-3xHA)

A, wsc- (GIP#P6 1 ::wsc-eGFP)

A, wsc-, Ahex-1 (GIP#961::wsc-eGFP, POKE103::phex-RFP-PTS1)
a,Ahex-1, wsc-, pan-2 (GJP#96 1 ::wsc-3xHA, GIP#961::wsc-eGFP)
A, Ahex-1, pan-2 - (POKE103::phex-GFP-PTS 1)

a, wsc-, Ahex-1 (POKE 103::phex-wsc-eGFP, POKE103::phex-RFP-PTS1)
a,wsc-, pan-2- (OKE103::phex-RFP-PTS1, pMF272::pex14)

A, wsc-, (GSP#961::wsc-eYFPl, GSP961::wsc-eYFPIl)

S. cerevisiae - MATa, his3D1, leu2DO0, lys2DO, ura3DO (p413GPD::rfppts1, p415GPD)
S. cerevisiae - MATa, his3D1, leu2D0, lys2D0, ura3D0 (p413GPD::rfo-pts1, p416GPD::wsc-

egfp, p415GPD)

A, Awsc, pan-2-, his-3-

A, Awsc, pan-2-, his-3- (pBM60::wsc-eGFP)

A, Awsc, pan-2-, his-3- (pBM60::wscR102Q-eGFP)

A, Awsc, pan-2-, his-3- [pBM60::wscR102W-eGFP)

A, Awsc, pan-2-, his-3- (pBM&0::wscR102Q-eGFP, POKE103::phex-RFP-PTS1)
A, Awsc, pan-2-, his-3- (pBM60::wscR102W-eGFP, POKE103::phex-RFP-PTS1)
A, Awsc, pan-2, his-3- (pBM&0::wsc-3xHA)

A, Awsc, pan-2 his-3- [pBM&0::wscR102W-3xHA)

a,Ahex-1, wsc-, pan-2 -(GJP#961::wscR102W-3xHA, GIP#961::wscR102W-eGFP)
a, wsc-, Ahex-1 (POKE 103::phex-wscR102W-eGFP, POKE 103::phex-RFP-PTS1)
A, Ahex-1, pan-2-

a, Ahex-1, wsc-, pan-2-

a, wsc-, pan-2-

a, pan-2-

A, pex 14-, wsc-, pan-2-

A, pex 14-, pan-2-

A, Awsc, pan-2-, his-3- (POKE103::phex-RFP-PTS1)

Mapping the original wsc mutant
Mapping the original wsc mutant
Mapping the original wsc mutant
Mapping the original wsc mutant
Mapping the original wsc mutant
Mapping the original wsc mutant
Mapping the original wsc mutant

Construction of deletions
Construction of deletions
Introduction of his-3A200
Genetic screen

Figs. 1 Aand 5D

Fig. 1 A

Fig. 1 (B and C)

Fig. 1 (B and C)

Fig. 1 C

Fig. 1 C

Figs. 3A, 5 A, and 8 B
Fig. 3B

Figs. 3 C and S2

Figs. 3 C and S2

Figs. 3 C and S2

Figs. 3 C and S2

Fig. 4 (A and B) and Fig. 5 C
Fig. 4B

Figs. 5A, 6 C,and 8 D

Fig. 5 (B and C), Fig. 6 C, and Fig. 8 D

Fig. 5D
Fig. 6 (A, B, D, and E) and Fig. 8 E
Fig. 6 E
Fig. 6 F
Fig. 7 (A and B)

Fig. 7 (A-D)

Fig. 8 A
Fig. 8 A
Fig. 8 A
Fig. 8 A
Fig. 8 B
Fig. 8 B
Fig. 8 C
Fig. 8 C
Fig. 8 D
Fig. 8 E
Fig. S1
Fig. S1
Fig. S1
Fig. S1
Fig. S1
Fig. S1
Fig. S2




Table 52. Plasmids

Plasmid Identity/source
pEGFP-N1 Clontech Laboratories, Inc.
pEYFP-N1 Clontech Laboratories, Inc.
pRSET-B mCherry Shaner et al., 2004

pREP-41 Craven et al., 1998

pBM-60 Margolin et al., 1997
pMF272 Freitag et al., 2004

pMF280 Freitag et al., 2004

pBS + SK Stratagene

pCSN43 Staben et al., 1989
p413GPD Sikorski and Hieter, 1989
p415GPD Sikorski and Hieter, 1989
p416GPD Sikorski and Hieter, 1989
GJP #602 Tey et al., 2005

GJP #613 Tey et al., 2005

GJP #961 pBS + SK::hygr

GJP #1001 TOPOIl::wsc

GJP #1009 TOPOII::wsc deletion cassette
GJP #1010 GJP#961::wsc

GJP #1050 GJP#961::wsc(new Xbal&Sphl)
GJP #1064 GJP#961::wsc-3xha

GJP #1081 GJP#961::wscegfp

GJP #1245 pBM60::wsc-egfp

GJP #1302 GJP#961::wsc-eYFPI

GJP #1304 GJP#961::wsc-eYFPII

GJP #1322 pBM60::wscR102Q-egfp
GJP #1324 pBM60::wscR102W-egfp
GJP #1353 pBM60::wsc-3xha

GJP #1361 pBM60::wscR102W-3xha
GJP #1372 pBM60::wscR102Q-3xha
GJP #1406 POKE 103::phex-rfp-pts 1

GJP #1500 POKE 103::phex-wsc-gfp
GJP #1530 pMF272::pex14

GJP #1561 GJP#961::wscR102W-3xha
GJP #1564 GJP#961::wscR102W-egfp
GJP #1662 p416GPD::wsc-egfp

GJP #1712 p413GPD::rfp-pts1

GJP #1821 POKE 103::phex-wscR102W-gfp
GJP #1876 pBMOEO: :rfp-pts1
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Table S3.  Oligonucleotides

Name of oligo Sequence (5'-3’)
BS + SK-Pacl.f cgataccgtcgaccttaattaagggeccggtacce

BS + SK-Pacl.r gggtaccgggceccttaattaaggtcgacggtatcg
HYGr.Notl gcegeggecgeaagatgatattgaagga

HYGr.Pacl gccttaattaagtteggtcggceatctact

Pacl.kill.1 tgggtaccgggcececttagetaagticggteggea

Pacl Kill.2 tgccgaccgaacttagctaagggeccggtaccca

Pacl create. 1 tgccagcetgceattaattaatcggecaacgegeg

Pacl create.2 cgcgcgttggecgattaattaatgeagetggea

784212 gcggeggecgegagaatggagatcagageagga
7842.r-2 gcgttaattaatggaaggcetgcategtggacca

7842.r-3 gcgactagttggaaggctgcatcgtggacca
7842-Seq.F-1 cacatagcagtcacgatcca

7842-Seq.f-2 gcaatgatggecatggcaaca

7842-Seq.r-1 gtaccgtaccggtacegceta

7842-Seq.r-2 ctgacctcategttcacctca

7842.P-1 acgcagagagccctcgcaagt

7842.P-2 ttcaatatcatettgcggecgegtcaagectgcagaggaagggea
7842.P-3 atgccgaccgaacttaattaagatggacatcgagttcgaget
7842.P-4 gttcggatgctggaggaaggt

7842.P-5 tgcecttectctgcaggettgacgeggecgecaagatgatatigaa
7842.P-6 agctcgaactcgatgtccatcttaattaagttcggteggeat
eGFP-3'-Xbal gcgtctagaatggtgagcaagggegaggagcet
eGFP.3'-Sphl cgcgeatgcttacttgtacagetegtecatge

HA.3'-Xbal gcgictagaatggceatacccttacgatgtt

HA.3"-Sphl gcggcatgcttaagegtaatctggaacgtegtaa
7842-3'-Mut-1 ccagaacceccgttactctagaaaaatgetagetcgggecagcetcaag
7842-3'-Mut-2 cttgagctggeccgagctageatttttctagagtaacgggggttctgg
7842.3"-Mut-3 ctctagaaaaatgcatgctcgggecagete
7842.3"-Mut-4 gagctggeecgagcatgeattttictagag
Not1.pts1.ch.5’ gcageggecgecatggtgagcaagggega
Pacl.pts1.ch.3’ gecttaattaaaggegggacttgtacagetegteca
wsc5'-Notl gcggeggecgecgctaccttectetegece

wsc3'-Pacl gcgttaattaagcttacttgtacagcetcgtcca

EYFP--3'-Xbal gcgtctagagatccaccggtegecaccat

EYFP--3'-Sphl gcggcatgcttactigtcggeggtgatatagacgt
EYFP-II-3"-Xbal gcgtctagaatcaccgecgacaagecagaagaa
EYFP-II-3"-Sphl gcggcatgcttacttgtacagcetegtccat

Pex14-Spel gcactagtatggccatccgegaggacct

Pex14-Pacl gecttaattaaageggcettegtegecteegt

wsc-gfp-5'-Spel gcgactagtatgtcggtaaaagaacaccaca
wsc-gfp-3'-Xhol gcgctegagttacttgtacagcetegtccat

mCherry-5'-Spel gcgactagtatggtgagcaagggegaggagga
mCherry-3'-Xhol gcgctcgagttagagcettggacttgtacagctegtccatgecgec
wsc-Mut7-f gccatcttggggacctgggecgtgaagtag

wsc-Mut7-r ctacttcacggcccaggtccccaagatgge

wsc-Mut8-f gccatcttggggacccaggecgtgaagtag

wsc-Mut8-r ctacttcacggcctgggtccccaagatgge

fis1-1 ggcggtcgggegtgatgttgaa

fis1-2 ttcaatatcatcttgcggecgeggtatcctgaatagaagtaggt
fis1-3 acctacttctattcaggataccgecggecgecaagatgatattgaa
fis1-4 tcatcatccatcaggcgaccgttaattaagtticggtcggeat
fis1-5 atgccgaccgaacttaattaacggtcgectgatggatgatga
fis1-6 ccgattaagcatgtcgcaggt

dnm1-1 ggtacacaggtcaacgtgccggt

dnm1-2 ttcaatatcatcttgcggccgeggagttgagecgcaagacggaa
dnm1-3 ttccgtettgegcetcaactccgeggecgecaagatgatattgaa
dnm1-4 atctgtaggtgtagectgaggttaattaagttcggtcggeat
dnm1-5 atgccgaccgaacttaattaacctcaggctacacctacagat
dnm1-6 gigttcgttgtggtggtgctegt

vps1-1 gacgcggcctcattcaggcaga

vps1-2 tlcaatatcatcttgeggecgegattgctggctatgcagaggt
vps1-3 acctctgcatagccagecaatcgeggecgcaagatgatattgaa
vps1-4 tcttctcaaacgtagtactaaccttaattaagttcggtcggeat
vps1-5 atgccgaccgaacttaattaaggttagtactacgtitgagaaga

vps1-6 ctgtcgtggagaagtggcttggt






