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Suppl. Figure 2/Jacobs
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C

Initial characterization of Slc4a10-KO mice. (A) In a multiple tissue Northern blot from 
organs of adult WT mice hybridized with a Slc4a10-cDNA probe, transcripts were 
detected in brain, the retina and the spinal cord. (B) Northern analysis of wild-type 
(+/+), heterozygous (+/-) and knockout (-/-) brain tissue with this probe revealed no 
detectable aberrant transcripts in knockout tissue. (C) Transcript abundance assayed 
using quantitative real-time PCR normalized to Hprt shown as x-fold increase 
compared to WT for members of the Slc4-, the Slc9-, the Slc12-, and the Slc26-family, 
which are known to transport chloride, bicarbonate or protons, is not altered in 
Slc4a10-KO mice (black: WT, grey: KO). 


