
Table 3. Statistics for the crystal structure of the Fab2-∆C209 P4-P6 complex 
Data collection*
Space group 

a, b, c , Å 
α, β, γ , ° 

Resolution†, Å 
Rmerge 

I/σI 
Completeness, % 
Redundancy
Refinement*
No. reflections 
Rwork/ Rfree 

No. atoms 
    Protein 
    RNA 

Mg ions 
    Water 
rmsd bond length, Å  
rmsd bond angles, º 

C2 
133.09, 53.23,160.56 

90, 108.4, 90 
50- 1.95 (2.0-1.95) 

0.088(0.48) 
16.7 (1.6) 
98.4 (95.5) 

 5.2 (2.7) 

77127 
0.195 / 0.226 

3276 
3404 

4 
533 

0.007 
1.33 

*Three crystals were used for data collection.
†Data in parentheses correspond to two last resolution shells. 


