Additional file 1: Comparison of vertebrate Lrrn1 proteins
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A) Clustal alignment of Lrrn1 proteins. Dashed lines represent gaps introduced by the alignment algorithm to produce an optimal alignment. Residues identical to Lrrn1-
Gg are highlighted in black. Sequence positions are numbered on the left. Hs = Homo sapiens (ENSP00000314901), Pt = Pan troglodytes (ENSPTRG00000014566),
Mam = Macaca mulatta (ENSMMUP00000001255), Bt = Bos Taurus (ENSBTAG00000001176), Cf = Canis familiaris (XP_541797), Mm = Mus musculus

(ENSMUSP00000037096), Rn =

Rattus norvegicus (XP_575630), Md = Monodelphis domestica (ENSMODP00000034019), Gg =
nigroviridis (Lrrnla = GSTENT00014093001; Lrrn1b = GSTENT00027213001), X1

Gallus gallus, Tn = Tetradon

= Xenopus laevis (Lrrnla = AAH59292, Xnlrr-1; Lrrnlb = ABC42025, XINLRR-6),
Dr = Danio rerio (Lrrnla = XP_696951; Lrrnlb = XP_696356, zfLRRN). B) Table showing the percentage identity and percentage divergence between the aligned
proteins. C) Cladogram showing phylogenetic relationship between Lrrnl proteins. All panels were generated using the DNASTAR software module MegAlign



