
Figure 1S. Alignment of CesA cDNAs and gene family member-specific 3’-anchored 454-sequence-reads. 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__    1 -----------------------------------------------------------G 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__    1 ----------------------------------CACAGCTCATATACCAAGAGCCGGAG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_    1 ------------------------------------------------------------ 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__    1 CTAGGATCAAAACCGTCTCGCCGCTGCAATAATCTTTTGTCAATTCTTAATCCCTCGCGT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__    1 ------------------------------------------------------------ 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__    1 ------------------------------------------------------------ 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__    1 ------------------------------------------------------------ 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__    1 ------------------------------------------------------------ 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__    2 CA-CGAGGCGCGCCGCGCAGGCGCAACGCAACAAAGGGAAACCCCAGCCGGAGGAGCAAA 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__   27 CAGCTTAGCGCAGCCCAGAGCGGCGCCGCGCCAAGCACAACCCCCACCCGCCACAGCCGC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_    1 ------------------------------------------------------------ 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__   61 CGACAGCGACAGCGGAACCAACTCACGTTGCCGCGGCTTCCTCCATCGGTGCGGTGCCCT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__    1 ------------------CAACTCACGTTGCCGCGGCTTCCTCCATCGGTGCGGTGCCCT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__    1 --------------------CCTCGAGCGAGCTCCACCACTTGCTCCTGCGCGAGG---T 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__    1 -----GCAGCAGCAGCACCACCACTGCGCGGCATTGCAGCGAGCAAGCGGGAGGGATCTG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__    1 ----------AGCAGCAGAAGCACTGCGCGGCATTGCAGCGATCGAGCGGGAGGAATTTG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__   61 AGCTAGCAAGCGTGTCCCTCCCCCTCCCTCACTCCCGTT-----TCATTCCATTCCCCCC 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__   87 -GTGCGCATGTGAGCGGTCGCCGCGGCCGGGAGACCAGA-----GGAGGGGAGGACTACG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_    1 -----------------------------------------------------------S 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  121 GTCCTTTTCTCTCGT-CCCTCCTCCCCCCGTATAGTTAAGCCCCGCCCCGCTACTACTAC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__   43 GTCCTTTTCTCTC-----CTCCACCTCCCTAGTCCCTC--CTCCCCCCCGCATACATAGC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__   38 GAACACTGGGTTAGG-GCCACTGCCACCGCTGGGCTGC-------CTCTGCCTCTGCCTC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__   56 GGGCATGGTGGCGGTCGCTGCCGCTGCCGCTCGGATCTA-GAGGGCCGCACGGGCTGATT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__   51 GGGCATGGTGGT------CGCCAACGCCGCTCGGATCTA-GAGGCCCGCACGGGCCGATT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  116 CAGACGCCGCTA--CCGCCGCCGCCGCACGCA--CGCTTGCCCCGGGATCTGGAGATCTG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  141 TGCATTTCGCTGTGCCGCCGCCGCGGGGTTCG--TGCGCGAGC-GAGATCCGGCGGGGCG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_    2 UBUNITCMPLETECTCACCCCCACAGCCCCCGGTCGATCGCTCGGCAATC----GGCATG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  180 TACTAGCAGCAGCAGCGCTCTCGCAGCGGGAGATGCGGTGTTGATCCGTGCCCC-GCTCG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__   96 TACTACTAGTAGCACCACGCTCGCAGCGGGAGATGCGGTGCTGATCCGTGCCCCTGCTCG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__   90 TCCCGCCAGCG----CGCGAGCCCGG-GGGCGATTCGGCGCCGGCACGCGG----GAGGG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  115 GCCCTCCGCCGGCCTCGTCGGTGTCGGTG------GAGTGTGAATCGGTGTGTGTAGGAG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  104 GGTCTCCGCCCGCCTCGTCGGTGTTGGTGTCGTTGGCGTGTGGAGCCGTCTCGGTGGGAG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  172 GTAGCGCCAGG-----GGGATGGAGGCCAGCGCCGGGCTGGTC--GCCGGCTCGCACAAC 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  198 G-GGCGGGGGGC--CTGAGATGGAGGCTAGCGCGGGGCTGGTG--GCCGGCTCGCATAAC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_   58 G--ACGCCGGCT--C---------GGTCACCGGTGGCCTCGCC--GCGGGCTCGCACATG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  239 GATCTCGGGACTGGTGCCGGCTC-TGCCCAGGCCCCAGGCTCCAGGCCAGCTCCCTCGAC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  156 GATCTCGGGAGTGGTGCCGACTTGTGTCGCTTCGGCTCTGCCTAGGCCAGCTCCTT-GTC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  141 GAAGCCGAGGAATGCGGTGAGTC--GGCGGGGGTCCGGCGTTT--GTGAACTCGTG-GAG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  169 GAGCG---------CGGAGATGGCGGCCAACAAGGGGATGGTG--GCAGGCTCTCACAAC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  164 CAGCGGGGAGGGAGCGGAGATGGCGGCCAACAAGGGGATGGTG--GCGGGCTCGCACAAC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  225 CGGAACGAGCTCGTCGTCATCCGCCGCG-ATGGCGAGCCAGG-GCCGAA-----GCCCAT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  253 CGGAACGAGCTGGTGGTGATCCGCCGCG-ACCGCGAGTCGGGAGCCGCG-----GGCGGC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 103 CGGGACGAGCTGCATGTCATGCGCGCCC-GCGAGGAGCCGAACGCCAAG-----GTCCGG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  298 GTTTCTCGGCGAGC--TCGCTTGCCATGGAGGGCGACGCGGACGGCGTG---AAGTCGGG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  215 GGTTCTGGGCGAGC--TCGCCTGCCATGGAGGGCGACGCGGACGGCGTG---AAGTCGGG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  196 GGCTC-----GGAT--TGGTGCGCCATGGACGGCGGCG---ACGCCACG---AATTCGGG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  218 CGCAACGAGTTCGTCATGATCCGCCACG-ACGGCGACGCGCCTGTCCCGGCTAAGCCCAC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  222 CGCAACGAGTTCGTCATGATCCGCCACG-ACGGCGATGTGCCGGGCTCGGCTAAGCCCAC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  278 GGACCAGCGGAACGGCCAGG-----TGTGCCAGATTTGCGGCGACGACGTGGGGCGCAAC 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  307 GGCGCGGCGCGCCGGGCGGAGGCGCCGTGCCAGATATGCGGCGACGAGGTCGGGGTGGGC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  157 AGCGC----CGACGTGAAGA-----CGTGCCGCGTGTGCGCCGACGAGGTCGGGACGCGG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  353 GAGGCGCGGTGGCGGACAGG-----TGTGCCAGATCTGCGGCGACGGCGTGGGCACCACG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  270 GAGGCGCGGGGGAGGGCAGG-----TGTGCCAGATCTGCGGCGATGGCGTGGGCACTACG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  243 GAAGCATGTGGCCGGGCAGG-----TGTGCCAGATCTGCGGCGACGGCGTGGGCACCGCG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  277 GAAGAGTGCGAATGGGCAGG-----TCTGCCAGATTTGTGGCGACACTGTTGGCGTTTCA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  281 AAAGAGTGCGAATGGACAGG-----TCTGCCAGATTTGCGGTGACTCTGTGGGTGTTTCA 



lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  333 CCCGACGGGGAGCCGTTCGTGGCCTGCAACGAGTGCGCCTTCCCCATCTGCCGGGACTGC 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  367 TTCGACGGGGAGCCCTTCGTGGCGTGCAACGAGTGCGCCTTCCCCGTCTGCCGCGCCTGC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  208 GAGGACGGGCAGCCCTTCGTGGCGTGCGCCGAGTGCGGCTTCCCCGTCTGCCGGCCCTGC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  408 GCGGAGGGGGACGTCTTCGCCGCCTGCGACGTCTGCGGGTTTCCGGTGTGCCGCCCCTGC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  325 GCGGAGGGAGACGTCTTCACCGCCTGCGACGTCTGCGGGTTCCCGGTGTGCCGCCCCTGC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  298 GCGGACGGCGACCTCTTCACCGCCTGCGACGTCTGCGGCTTCCCCGTGTGCCGCCCATGC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  332 GCCACTGGTGATGTCTTTGTTGCCTGCAATGAGTGTGCCTTCCCTGTCTGCCGCCCTTGC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  336 GCCACTGGTGATGTCTTTGTTGCCTGCAATGAGTGTGCCTTCCCTGTCTGCCGCCCATGC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  393 TACGAGTACGAGCGCCGCGAGGGCACGCAGAACTGCCCCCAGTGCAAGACCCGCTTCAAG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  427 TACGAGTACGAGCGCCGCGAGGGCTCGCAGGCGTGCCCGCAGTGCAGGACCCGCTACAAG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  268 TACGAGTACGAGCGCAGCGAGGGCACGCAGTGCTGCCCGCAGTGCAACACCCGCTACAAG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  468 TACGAGTACGAGCGCAAGGACGGCACGCAGGCGTGCCCCCAGTGCAAGACCAAGTACAAG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  385 TACGAGTACGAGCGCAAGGACGGCACACAAGCGTGCCCCCAGTGCAAAAACAAGTACAAG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  358 TACGAGTACGAGCGCAAGGACGGCACCCAGGCGTGCCCGCAGTGCAAGACTAAGTACAAG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  392 TATGAGTACGAGCGCAAGGAAGGGAACCAATGCTGCCCTCAGTGCAAGACTAGATACAAG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  396 TATGAGTATGAGCGCAAGGAGGGGAACCAATGCTGCCCCCAGTGCAAGACTAGATACAAG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  453 CGCCTCAAGGGGTGCGCGCGCGTGCCCGGGGACGAGGAGGAGGACGGCGTCGACGACCTG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  487 CGCCTCAAGGGCTGCCCGCGGGTGGCCGGCGACGAGGAGGAGGACGGCGTCGACGACCTG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  328 CGCCAGAAAGGGTGCCCGAGGGTGGAAGGGGACGAGGAGGAGGGC----CCGGAGAT--- 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  528 CGCCACAAGGGGAGCCCGGCGATCCGTGGGGAGGAAGGAGACGACACTGATGCCGAT--- 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  445 CGCCACAAGGGGAGTCCAGCGATCCGAGGGGAGGAAGGAGACGATACTGATGCCGATGAT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  418 CGCCACAAAGGGAGCCCACCAGTACACGGTGAGGAAAATGAGGATGTGGATGCTGACGAT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  452 AGACAGAAAGGTAGCCCTCGAGTTCATGGTGATGATGAGGAGGAAGATGTTGATGACCTG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  456 AGACAGAAAGGTAGCCCTCGAGTTCATGGTGATGAGGATGAGGAAGATGTTGATGACCTA 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  513 GAGAACGAGTTCAAC-TGGAG-----------CGACAA--------GCACGACTCCCAGT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  547 GAGGGCGAGTTCGGCCTGCAGGACGGCGCCGCCCACGA--------GGACGACCCGCAGT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  381 --GGACGACTTCG------------------------A--------GGACGA------GT 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  585 ---AGCGACTTCAATTACCTTGCATCTGGCAATGAGGACCAGAAGCAGAAGATTGCCGAC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  505 GCTAGCGACTTCAACTACCCTGCATCTGGCAATGACGACCAGAAGCAGAAGATTGCTGAC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  478 GTGAGTGACTACAACTACCAAGCATCTGGCAACCAGGATCAGAAGCAAAAGATTGCTGAG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  512 GACAATGAATTCAACTAT-AAGCAA--GGCAATGGG-----------AAGGGCC-----C 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  516 GACAATGAATTCAACTAC-AAGCAA--GGCAGTGGG-----------AAAGGCC-----C 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  553 ACCTCGCCGAGTCCATGCTCCACGCCCACATGAGCTACGGCCGCGGCGCCGACCTCGACG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  599 ACGTCGCCGAGTCCATGCTCAGGGCGCAGATGAGCTACGGCCGCGGCGGCGAC------- 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  401 TCCCCGCCAAG-----------AGCCCCAAGAAGCCTCA----------CGA-------- 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  642 AGAATGCGCAGCTGGCGCATGAACGTTGGGGGCAGCGGGGATGTTGGTCGCCCCAAGTAT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  565 AGGATGCGCAGCTGGCGCATGAATGCTGGGGGCAGCGGGGATGTTGGCCGCCCCAAGTAT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  538 AGAATGCTCACTTGGCGGACAAACTCACGTGGCAGT---GATATTGGCCTGGCTAAGTAT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  553 AGAGTG-GCAGCTT-------------CAAGGAGAT---GACGCTGATCTGTCTTCATCT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  557 AGAGTG-GCAACTG-------------CAAGGAGAT---GATGCTGATCTGTCTTCATCT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  613 G-----------------CGTGCCGCAGCCA--TTCCACCCCATCCCCA------ATGTT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  652 G-----------------CGCACCCCGGC----TTCAGCCCCGTCCCCA------ACGTG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)__ 432 G-----------------CCTGTCGCG------TTCGACGTC-TACTCG------GAGAA 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  702 GACAGTGGCGAGATCGGGCTTACCAAGTATGACAGTGGCGAGATTCCTCGGGGATACATC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  625 GACAGTGGTGAGATCGGGCTTACCAAGTACGACAGTGGTGAGATCCCTCGGGGATACATC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  595 GACAGCGGTGAAATTGGGCATGGGAAGTATGACAGTGGTGAGATCCCTCGTGGATATATC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  596 G-----------------CTCGCCATGACCCACACCATCG-GATTCC--------ACGCC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  600 G-----------------CTCGCCATGAGCCACATCATCG-GATTCC--------ACGCC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  648 CCCCTCCTCACCAACGGACAGATGGTCGATGACATCCCGCCGGACCAGCACGCCCTTGTG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  685 CCGCTCCTCACCAACGGCCAGATGGTTGATGACATCCCGCCGGAGCAGCACGCGCTCGTG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  462 CGGCGAGCACCCGGCGCAGAAATGGCGGACGG---------GTGGCCAGACGC-----TG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  762 CCATCAGTCACTAACAGCCAGATCTCAGGAGAAATCCC--TGGTGCTTCCCCTGACCATC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  685 CCGTCAGTCACTAACAGCCAGATTTCGGGAGAAATCCC--TGGTGCTTCCCCTGACCATC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  655 CCGTCACTAACTCATAGCCAGATCTCAGGAGAGATTCC--TGGAGCTTCCCCTGA---TC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  630 TTACAAGTGGACAA----CAGATATCTGGAGAGATCCC--TGATGCATCCCCTGACCGTC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  634 TGACAAGCGGTCAA----CAGATATCTGGAGAGATTCC--TGATGCTTCCCCTGACCGTC 



lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  708 CCCTCGTTCGTG---------GGTGGCGGGGGGAAGAGGATTCACCCTCTCCCGTACGCG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  745 CCGTCCTACATGAGCGGCGGCGGCGGCGGGGGCAAGAGGATCCACCCGCTCCCTTTCGCA 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  508 TCGTCCTTCACC---------GGAAGCGTCGCCGGGAAGGA---------CCTGGAGGCG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  820 ATATGATGTC----CCCAACTGGGAACATTGGCAAGCGTGC---TCCATTTCCCTATGTG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  743 ATATGATGTC----TCCTACTGGGAACATTGGCAGGCGCGC---CCCATTTCCCTATATG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  710 ATATGATGTC----TCCTGTTGGGAACATTGGCAGGCGTGGACATCAATTTCCTTATGTA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  684 ATTCTATCCGCA-GTCCAACATCGAGCTATGTTGATCCAAGCGTTCCAGTTCC-TGTGAG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  688 ATTCTATCCGCA-GTCCAACATCGAGCTATGTTGATCCAAGCGTCCCAGTTCC-TGTGAG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  759 GATCCCAACCTTCCTGTGCAACCGAGGTCTATGGACCCTTCCAAGGATCTCGCCGCATAT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  805 GATCCCAACCTTCCAGTGCAACCGAGATCCATGGACCCGTCCAAGGATCTGGCCGCCTAC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  550 GA---------------------GAGGGAGATGGAG------------------------ 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  873 AACC---------------------ATTCGCCAAATCCGTCAAGGGAGTT---CTCTGGT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  796 AATC---------------------ATTCATCAAATCCGTCGAGGGAATT---CTCTGGT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  766 AATC---------------------ATTCTCCAAACCCATCGAGGGAGTT---CTCCGGT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  742 GATT---------------------GT-----GGACCCCTCGAAGGACTTGAATTCCTAT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  746 GATT---------------------GT-----GGACCCCTCGAAGGACTTGAATTCCTAT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  819 GGCTACGGGAGCGTAGCATGGAAGGAGAGGATGGAGAGCTGGAAGCAGAAGCAGGA---G 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  865 GGATATGGCAGCGTGGCCTGGAAGGAGAGAATGGAGGGCTGGAAGCAGAAGCAGGA---G 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  565 ------GGGAGCATGGAGTGGAAGGACCGGATCGACAAGTGGAAGACCAAGCAGGA---G 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  909 AGCATTGGGAATGTTGCCTGGAAAGAGAGGGTTGATGGCTGGAAAATGAAGCAGGACAAG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  832 AGCGTTGGGAATGTTGCCTGGAAAGAGAGGGTTGATGGCTGGAAAATGAAGCAGGACAAG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  802 AGCCTTGGCAATGTTGCATGGAAAGAGAGGGTGGATGGATGGAAAATGA---AGGATAAA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  776 GGGCTTAATAGTGTTGACTGGAAGGAAAGAGTTGAGAGCTGGAGGGTTAAACAGGACAAA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  780 GGGCTTAATAGTGTTGACTGGAAGGAAAGAGTTGAGAGCTGGAGGGTTAAACAGGACAAA 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  876 AGGATGCACCAGACAAGGAAC---------------------GATGGCGGCGGCG----- 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  922 CGCCTGCAGCATGTCAGGAGC---------------------GAGGGTGGCGGTG----- 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  616 AAGAGGGGCAAGCTCAACCAC---------------------GACGACAGCGACG----- 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__  969 GGGACGATTCCCATGACGAATGGCACAAGCATTGCTCCCTCTGAGGGTCGGGGTGTTGGT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  892 GGAACAATTCCCATGACGAATGGCACAAGCATTGCTCCCTCTGAGGGCCGGGGTGTTGGT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  859 GGTGCAATTCCTATGACCAATGGAACAAGCATTGCTCCATCAGAAGGGCGTGGAGTTGCT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  836 AATATGTTGCAAGTGACTAAT-----AAATATC-------CAGAGGCTAGAGGAG----- 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  840 AATATGATGCAAGTGACTAAT-----AAATATC-------CAGAGGCTAGAGGAGG---A 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  910 -AC---GA---------TGGTGATGATGCAGATCTAC---CACTAATGGATGAAGCTAGA 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__  956 -ATTGGGA---------TGGCGACGATGCAGATCTGC---CACTAATGGATGAAGCTAGG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 650 -ACGACGA---------CGACAAGAACGAAGACGAGTACATGCTGCTTGCCGAGGCCCGA 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1029 GATATTGATGCATCAACTGATTACAACATGGAAGATGCCTTATTGAACGACGAAACTCGA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__  952 GATATTGATGCATCAACTGATTACAACATGGAAGATGCCTTATTAAACGATGAAACTCGC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  919 GATATTGATGCTTCTACTGATTATAACATGGAAGATGCCTTACTGAATGATGAAACTCGG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  879 -ACATGGAGGG---GACTGGCTCAAATGGAGAAGATATGCAAATGGTTGATGATGCACGC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  885 GACATGGAGGG---GACTGGCTCAAATGGAGAANATATGCAAATGGTTGATGATGCACGG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__  954 CAGCCATTGTCCAGAAAGATCCCGCTTCCTTCAAGCCAAATCAACCCCTATAGGATGATT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1003 CAGCCATTGTCCAGAAAAGTCCCTATATCATCAAGCCGAATTAATCCCTACAGGATGATT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  700 CAGCCGCTGTGGCGCAAGGTTCCGATCCCGTCGAGCATGATCAACCCGTACCGCATCGTC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1089 CAGCCTCTATCTAGGAAAGTTCCACTTCCTTCCTCCAGGATAAATCCATACAGGATGGTC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1012 CAGCCTCTATCTAGGAAAGTTCCACTTCCTTCCTCCAGGATAAATCCATACAGGATGGTC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__  979 CAACCTCTATCTAGAAAAGTGCCAATTCCTTCATCCAGAATAAATCCGTACAGAATGGTC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  935 CTACCTTTGAGCCGCATTGTGCCAATTTCCTCAAACCAGCTCAACCTTTACCGGATAGTA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__  942 CTACCTTTGAGCCGTATCGTGCCAATTTCCTCAAACCAGCTCAACCTTTACCGGGTAGTG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1014 ATAATAATTCGGCTAGTGGTTTTGTGTTTCTTCTTCCACTACCGAGTGATGCATCCGGTG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1063 ATCGTTATCCGGTTGGTGGTTTTGGGTTTCTTCTTCCACTACCGAGTGATGCATCCGGCG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  760 ATCGTGCTCCGCCTGGTGGTGCTCTGCTTCTTCCTCAAGTTCCGGATCACGACGCCCGCC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1149 ATTGTGCTGCGATTGATTGTTCTAAGCATCTTCTTGCACTACCGTATCACAAATCCTGTG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1072 ATTGTGCTACGATTGATTGTTCTAAGCATCTTCTTGCACTACCGGATCACAAATCCTGTG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1039 ATTGTGCTACGTTTGGCTGTTCTATGCATATTCTTGCGCTACCGTATCACACATCCTGTG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__  995 ATCATTCTCCGTCTTATCATCCTGTGCTTCTTCTTCCAATATCGTATCAGTCATCCAGTG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1002 ATCATTCTCCGTCTTATCATCCTGTGCTTCTTCTTCCAGTATCGTGTCAGTCATCCAGTG 



lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1074 CCTGATGCATTTGCTTTATGGCTCATATCTGTGATCTGTGAAATTTGGTTTGCCATGTCT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1123 AAAGATGCATTTGCATTGTGGCTCATATCTGTAATCTGTGAAATCTGGTTTGCGATGTCC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  820 ACGGACGCCGTGCCTCTGTGGCTGGCGTCCGTCATCTGCGAGCTCTGGTTCGCCTTCTCC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1209 CGCAATGCATACCCATTATGGCTTCTATCTGTTATATGTGAGATCTGGTTTGCTCTTTCG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1132 CGTAATGCATACCCACTGTGGCTTCTATCTGTTATATGTGAGATCTGGTTTGCTCTTTCC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1099 AACAATGCATATCCACTGTGGCTTTTATCCGTCATATGTGAGATCTGGTTTGCTTTGTCC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1055 CGTAATGCTTATGGATTGTGGCTAGTATCTGTTATCTGTGAGGTCTGGTTTGCCTTGTCC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1062 CGTGATGCTTATGGATTATGGCTAGTATCTGTTATCTGCGAGGTCTGGTTTGCCTTGTCT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1134 TGGATTCTTGACCAGTTTCCAAAGTGGTTTCCTATCGAGAGGGAAACCTATCTTGACCGG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1183 TGGATTCTTGATCAGTTCCCAAAGTGGCTTCCAATCGAGAGAGAGACTTACCTGGACCGT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  880 TGGATCCTGGACCAGCTGCCAAAGTGGGCGCCGGTGACGCGGGAGACGTACCTGGACCGC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1269 TGGATATTGGATCAGTTCCCTAAGTGGTTTCCAATCAACCGGGAGACGTACCTTGATAGG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1192 TGGATATTGGATCAGTTTCCAAAGTGGTTTCCAATCAACCGCGAGACTTACCTTGATAGA 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1159 TGGATTTTGGATCAGTTCCCAAAGTGGTCCCCAATCAACCGTGAAACATACCTTGATAGA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1115 TGGCTTCTAGATCAGTTCCCAAAATGGTATCCAATCAACCGTGAGACATATCTCGACAGG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1122 TGGCTTCTAGATCAGTTCCCAAAATGGTATCCAATCAACCGTGAGACATATCTTGACAGG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1194 CTGAGTTTAAGGTTTGACAAGGAAGGGCATCCTTCTCAACTCGCCCCTGTTGATTTCTTT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1243 TTGTCACTAAGGTTTGACAAGGAAGGTCAACCCTCTCAGCTTGCTCCAATCGACTTCTTT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_  940 CTGGCGCTGCGGTACGACCGTGAGGGCGAGGCGTGCCGGCTGTCCCCCATCGACTTCTTC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1329 CTGGCATTAAGGTATGACCGGGAAGGTGAGCCATCTCAGTTGGCTGCTGTTGACATTTTC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1252 CTCGCATTAAGGTATGACCGGGAAGGTGAGCCATCTCAGTTGGCTGCTGTTGACATTTTT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1219 CTGGCTTTAAGGTATGACCGAGAAGGTGAACCATCTCAATTAGCTCCTGTTGATATCTTT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1175 CTTGCATTGAGGTATGATAGAGAGGGAGAGCCATCACAGCTGGCTCCCATTGATGTCTTT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1182 CTTGCATTGAGGTATGATAGAGAGGGAGAGCCATCACAGCTGGCTCCCATTGATGTCTTC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1254 GTCAGTACGGTTGATCCCTTGAAGGAACCTCCATTGGTCACTGCTAATACTGTTCTATCT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1303 GTCAGTACGGTTGATCCCACAAAGGAACCTCCCTTGGTCACAGCGAACACTGTCCTTTCC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1000 GTCAGCACGGTGGACCCGCTCAAGGAGCCGCCCATCATCACCGCCAACACCGTGCTGTCC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1389 GTCAGTACAGTCGACCCAATGAAGGAGCCTCCTCTTGTCACTGCCAATACCGTGCTATCC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1312 GTCAGTACTGTCGACCCAATGAAGGAGCCTCCTCTTGTCACTGCCAATACCGTGCTATCC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1279 GTCAGTACTGTGGATCCAATGAAGGAGCCTCCTCTTGTCACTGCAAATACTGTGCTTTCC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1235 GTCAGTACAGTGGATCCATTGAAGGAACCTCCACTGATCACAGCCAACACTGTTTTGTCC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1242 GTCAGTACAGTGGATCCATTGAAGGAACCTCCACTGATCACAGCCAACACTGTTTTGTCC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1314 ATCCTTTCGGTGGATTATCCAGTTGATAAGGTTTCATGCTACGTTTCTGATGATGGTGCT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1363 ATCCTTTCTGTGGATTATCCGGTTGAGAAGGTCTCCTGCTATGTTTCTGATGATGGTGCT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1060 ATCCTCGCCGTCGACTACCCCGTGGACCGCGTCAGCTGCTACGTCTCCGACGACGGCGCG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1449 ATTCTTGCTGTGGATTACCCTGTGGATAAGGTCTCTTGCTATGTATCTGATGATGGAGCT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1372 ATTCTCGCTGTGGACTATCCTGTGGATAAGGTCTCTTGCTATGTATCTGATGATGGAGCT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1339 ATCCTTGCTGTCGATTATCCGGTTGACAAGGTATCTTGCTATGTTTCGGATGATGGAGCT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1295 ATTCTTGCTGTGGATTACCCTGTTGACAAAGTGTCATGCTATGTTTCTGATGATGGCTCA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1302 ATTCTTTCTGTGGATTACCCTGTTGACAAAGTGTCATGCTATGTTTCTGATGATGGTTCA 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1374 GCCATGCTGACATTTGAAGCATTGTCTGAAACATCTGAATTTGCAAAGAAATGGGTTCCT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1423 GCAATGCTTACGTTTGAAGCATTGTCTGAAACATCTGAATTTGCAAAGAAATGGGTTCCT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1120 TCCATGCTGCTCTTCGACGCGCTGTCCGAGACCGCCGAGTTCGCGCGCCGCTGGGTGCCC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1509 GCGATGCTGACATTTGATGCACTAGCTGAGACTTCAGAGTTTGCTAGAAAATGGGTACCA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1432 GCTATGCTGACATTTGATGCACTAGCTGAGACTTCAGAGTTTGCTAGAAAATGGGTGCCA 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1399 GCTATGCTGACTTTTGATGCTCTCTCTGAAACTTCAGAGTTTGCTAGAAAATGGGTTCCG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1355 GCTATGCTGACTTTTGAGTCTCTCTCTGAAACTGCCGAATTTGCTAGAAAGTGGGTTCCC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1362 GCTATGCTGACTTTTGAGTCTCTCTCAGAAACCGCAGAATTTGCTAGAAAGTGGGTTCCC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1434 TTCTGCAAAAGATATAGCCTTGAGCCTCGTGCTCCAGAGTGGTACTTCCAACAGAAGATA 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1483 TTCAGCAAAAAGTTTAATATCGAGCCTCGTGCTCCTGAGTGGTACTTCCAACAGAAGATA 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1180 TTCTGCAAGAAGTTCGCCGTGGAGCCGCGCGCCCCGGAGTTCTACTTCTCGCAGAAGATC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1569 TTTGTTAAGAAGTACAACATTGAACCTAGAGCTCCTGAATGGTACTTCTCCCAGAAAATT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1492 TTTGTTAAGAAGTACAACATTGAACCTAGAGCTCCTGAATGGTACTTCTCCCAGAAAATT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1459 TTCTGTAAGAAGTACAACATAGAGCCTAGGGCTCCGGAATGGTACTTTGCTCAGAAAATT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1415 TTTTGTAAGAAGCACAATATTGAACCAAGAGCTCCAGAATTTTACTTTGCTCAAAAAATA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1422 TTTTGTAAGAAGCACAATATTGAACCAAGAGCTCCAGAATTTTACTTTGCTCAAAAAATA 



lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1494 GACTACCTGAAAGACAAGGTGGCGCCAAACTTTGTTAGAGAACGGAGAGCAATGAAGAGA 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1543 GACTACCTGAAAGACAAGGTTGCTGCTTCATTTGTTAGGGAGAGGAGGGCGATGAAGAGA 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1240 GACTACCTCAAGGACAAGGTGCAGCCGACGTTCGTCAAGGAGCGCCGCGCCATGAAGAGG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1629 GATTACTTGAAGGACAAAGTGCACCCTTCATTTGTTAAAGACCGCCGGGCCATGAAGAGA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1552 GATTACTTGAAGGACAAAGTGCACCCTTCATTTGTTAAAGACCGCCGGGCCATGAAGAGA 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1519 GATTACTTGAAAGACAAAGTTCAAACTTCATTTGTGAAAGAACGCCGGGCCATGAAGAGA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1475 GATTACCTGAAGGACAAAATTCAACCTTCATTTGTTAAGGAAAGACGAGCAATGAAGAGA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1482 GATTACCTGAAGGACAAAATTCAACCTTCATTTGTTAAGGAAAGACGCGCAATGAAGAGG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1554 GAGTATGAGGAATTCAAGGTCAGAATCAATGCCTTGGTTGCTAAAGCCCAAAAGGTTCCT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1603 GAATACGAGGAATTCAAGGTAAGGATCAATGCCTTGGTTGCAAAAGCCCAAAAGGTTCCT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1300 GAGTACGAGGAGTTCAAGGTGCGCATCAACGCGCTGGTGGCCAAGGCGCAGAAGAAGCCC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1689 GAATATGAAGAATTCAAAGTTAGGGTAAATGGCCTTGTTGCTAAGGCACAGAAAGTTCCT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1612 GAATATGAAGAATTCAAAATTAGGGTAAATGGCCTTGTTGCTAAGGCACAAAAAGTCCCT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1579 GAATATGAAGAATTCAAAGTTCGTATCAATGGTCTTGTAGCCAATGCACAAAAAGTTCCC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1535 GAGTATGAAGAATTCAAAATAAGAATCAATGCCCTTGTTGCCAAAGCACAGAAAGTGCCT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1542 GAGTATGAAGAATTCAAAGTAAGAATCAATGCCCTTGTTGCCAAAGCACAGAAAGTGCCT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1614 GAGGAAGGATGGACAATGCAGGATGGAACTCCATGGCCCGGAAATAATGTCCGTGATCAT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1663 GAGGAAGGATGGACAATGCAAGATGGAAGCCCCTGGCCTGGAAACAACGTACGCGATCAT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1360 GAGGAGGGGTGGGTCATGCAGGACGGCACGCCGTGGCCCGGGAACAACACGCGCGACCAC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1749 GAGGAAGGATGGATCATGCAAGATGGCACACCATGGCCAGGAAACAATACCAGGGACCAT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1672 GAGGAAGGATGGATCATGCAAGATGGCACACCATGGCCAGGAAACAATACCAGGGACCAT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1639 GAGGAGGGATGGATCATGCAAGATGGTACACCTTGGCCTGGGAACAATACTAGGGACCAT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1595 GAAGAGGGGTGGACCATGGCTGATGGAACTGCTTGGCCTGGGAATAACCCTAGGGACCAT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1602 GAAGAGGGGTGGACCATGGCTGATGGAACTGCATGGCCTGGGAATAATCCTAGGGACCAT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1674 CCTGGAATGATTCAGGTTTTCCTTGGTCAAAGTGGTGGCCATGATGTGGAAGGAAATGAG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1723 CCTGGAATGATTCAGGTATTCCTTGGCCAAAGTGGTGGTCGTGATGTGGAAGGAAATGAG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1420 CCGGGTATGATCCAGGTCTACCTCGGCAACCAGGGCGCGCTGGACGTGGAGGGCCACGAG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1809 CCTGGAATGATTCAGGTTTTCCTTGGTCACAGTGGTGGCCTTGATACTGAGGGCAATGAG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1732 CCTGGAATGATTCAGGTTTTCCTTGGTCACAGTGGTGGTCTTGATACTGAGGGTAATGAG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1699 CCTGGAATGATTCAGGTTTTCCTGGGTCACAGTGGAGGGCTTGACGTTGAAGGCAATGAA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1655 CCTGGCATGATTCAGGTGTTCTTGGGGCACAGTGGTGGGCTTGACACTGATGGAAATGAA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1662 CCTGCCATGATTCAGGTTTTCTTGGGGCACAGTGGTGGGCTCGACACTGATGGAAATGAG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1734 CTGCCTCGATTGGTTTATGTTTCAAGAGAAAAACGGCCAGGCTACAACCATCACAAGAAG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1783 TTGCCTCGCCTTGTTTATGTCTCGAGAGAAAAGAGGCCAGGTTATAACCATCACAAGAAG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1480 CTGCCGCGCCTCGTCTACGTGTCCCGTGAGAAGCGCCCCGGGTACAACCACCACAAGAAG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1869 CTACCCCGTTTGGTCTATGTTTCTCGTGAAAAGCGTCCTGGATTCCAGCATCACAAGAAA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1792 CTACCCCGTTTGGTCTATGTTTCTCGTGAAAAACGTCCTGGATTCCAGCATCACAAGAAA 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1759 CTTCCTCGTTTGGTTTATGTGTCTCGTGAAAAACGTCCTGGATTCCAACATCACAAGAAG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1715 TTACCACGTCTTGTCTATGTCTCTCGTGAAAAGAGACCAGGCTTTCAGCATCACAAGAAG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1722 TTACCACGTCTTGTCTATGTCTCTCGTGAAAAGAGACCAGGCTTTCAGCATCACAAGAAG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1794 GCTGGTGCTATGAATGCATTGGTCCGAGTCTCTGCTGTACTAACTAATGCTCCTTATTTG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1843 GCTGGTGCCATGAATGCACTGGTCCGTGTCTCTGCTGTCTTATCAAATGCTGCATACCTA 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1540 GCGGGCGCCATGAACGCGCTGGTGCGCGTCTCCGCCGTGCTCACCAACGCGCCCTTCATC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1929 GCTGGTGCCATGAATGCTCTTGTTCGTGTCTCAGCTGTGCTTACCAATGGACAATACATG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1852 GCTGGTGCCATGAATGCTCTTGTCCGCGTCTCAGCTGTGCTTACCAATGGACAATACATG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1819 GCTGGTGCCATGAATGCACTTGTTCGTGTATCAGCTGTCCTTACTAATGGGCAATACATG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1775 GCTGGTGCAATGAATGCACTGATTCGTGTATCTGCTGTGCTGACAAATGGTGCCTATCTT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1782 GCTGGTGCAATGAATGCGCTGATTCGTGTATCTGCTGTGCTGACAAATGGTGCCTATCTT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1854 CTGAACTTGGATTGTGATCACTATATCAATAATAGTAAGGCTATAAAGGAAGCAATGTGT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1903 TTGAACTTGGACTGTGATCACTACATCAACAATAGCAAGGCCATAAAAGAGGCTATGTGT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1600 CTCAACCTCGACTGCGACCACTACGTCAACAACAGCAAGGCCGTGCGCGAGGCCATGTGC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 1989 TTGAATCTTGATTGTGATCACTACATTAACAACAGTAAGGCTCTCAGGGAAGCTATGTGC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1912 TTGAATCTTGATTGTGATCACTACATCAACAACAGTAAGGCTCTCAGGGAAGCTATGTGC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1879 TTGAATCTTGACTGTGACCACTACATCAATAATAGCAAGGCTCTTCGAGAAGCTATGTGC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1835 CTCAATGTGGATTGTGACCATTACTTCAATAGCAGCAAAGCTCTTAGAGAAGCAATGTGC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1842 CTCAATGTGGATTGCGACCATTACTTCAATAGCAGCAAAGCTCTTAGAGAAGCAATGTGC 



lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1914 TTTATGATGGATCCTTTGCTTGGAAAGAAAGTTTGCTATGTGCAGTTTCCTCAAAGATTT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 1963 TTCATGATGGATCCTTTGGTGGGGAAGAAAGTGTGCTATGTACAGTTCCCTCAGAGGTTC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1660 TTCCTCATGGACCCGCAGCTGGGGAAGAAGCTCTGCTACGTCCAGTTCCCGCAGCGCTTC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2049 TTCCTTATGGACCCTAACCTAGGAAGGAGTGTCTGCTACGTCCAGTTTCCCCAGAGATTC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 1972 TTCCTTATGGATCCTAACCTAGGAAGGAGTGTCTGCTATGTTCAGTTTCCCCAGAGGTTC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1939 TTCCTTATGGACCCAAACCTAGGAAGGAATGTCTGTTATGTCCAATTTCCTCAGAGGTTT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1895 TTCATGATGGATCCAGCTCTAGGAAGGAAAACTTGTTATGTACAATTTCCACAAAGATTT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1902 TTCATGATGGATCCGGCTCTAGGAAGGAAAACTTGTTATGTACAATTTCCACAGAGATTT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 1974 GATGGGATTGATCGCCATGATCGATATGCTAACAGAAATGTTGTCTTTTTCGATATCAAC 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2023 GATGGTATTGACCGTCATGATCGATATGCTAACAGGAACGTCGTCTTTTTTGATATCAAC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1720 GATGGCATCGATCGCCACGACCGATACGCCAACCGCAACGTCGTCTTCTTCGACATCAAC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2109 GATGGCATTGACAGGAATGATCGATATGCCAACAGGAACACCGTGTTTTTCGATATTAAC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2032 GATGGTATTGATAGGAATGATCGATATGCCAACAGGAACACCGTGTTTTTCGATATTAAC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 1999 GATGGTATTGATAGGAATGACCGATATGCAAACAGGAACACTGTGTTTTTCGATATTAAC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 1955 GATGGCATTGACTTGCACGATCGATATGCTAATCGGAACATAGTCTTCTTTGATATCAAC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 1962 GATGGCATTGACTTGCACGATCGATATGCTAATCGGAACATAGTTTTCTTTGATATCAAC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2034 ATGAAAGGTTTGGATGGTATCCAGGGCCCAATTTATGTGGGTACTGGATGTGTCTTCAGA 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2083 ATGAAAGGTTTGGATGGTATTCAAGGGCCCATCTATGTGGGTACTGGATGTGTTTTCAGA 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1780 ATGAAGGGGCTGGACGGCATCCAGGGCCCGGTGTACGTCGGCACGGGGTGCGTGTTCAAC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2169 TTGAGAGGTCTTGATGGCATCCAAGGACCAGTTTATGTCGGAACTGGCTGTGTTTTCAAC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2092 TTGAGAGGTCTTGATGGCATCCAAGGACCAGTTTATGTGGGCACTGGCTGTGTTTTCAAC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2059 TTGAGAGGTCTTGACGGCATTCAAGGGCCAGTTTATGTGGGAACTGGTTGTGTGTTTAAC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2015 ATGAAAGGTCTAGATGGCATTCAGGGTCCAGTCTATGTGGGAACAGGATGCTGTTTCAAT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2022 ATGAAAGGTCTGGATGGCATTCAGGGTCCAGTTTACGTGGGAACAGGATGCTGTTTCAAT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2094 AGGCAGGCATTATATGGCTACGATGCTCCCAAAACAAAGAAGCCACCATCAAGAACTTGC 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2143 CGGCAGGCACTGTATGGTTATGATGCTCCTAAAACGAAGAAGCCACCATCAAGAACTTGC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1840 CGCCAGGCGCTGTACGGCTACGACCCGCCGCGGCCCGAGAAGCGGCCCAAGATGACGTGC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2229 CGAACAGCTCTATATGGTTATGAGCCCCC-----------AATTAA-GCAGAAGAAGGGT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2152 AGAACAGCTCTATATGGTTATGAGCCCCC-----------AATTAA-GCAAAAGAAGGGT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2119 AGAACGGCCTTATATGGTTATGAGCCTCC-----------AGTCAA-GAAAAAAAAGCCA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2075 AGGCAGGCTTTGTATGGATATGATCCTGT-----------TTTGACTGAAGCTGATCTGG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2082 AGACAGGCTTTGTATGGATACGATCCTGT-----------TTTGACTGAAGCTGATCTGG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2154 AACTGCTGGCCAAAGTGGTGCATTTGCTGTTGCTGTTTTGGTAACAGGAAGACCAAGAAG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2203 AACTGCTGGCCCAAGTGGTGCCTCTCTTGCTGCTGCAGCAGGAACAAGAA---TAAAAAG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1900 GACTGCTGGCCGTCGTGGTGCTGCTGCTGCTGCTGCTTCGGCGGCGGCAAGCGCGGCAAG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2277 GGTTTCTTGTCATCACTATG----------TGGCGGTAGGAAGAAGGCAA-----GCAAA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2200 GGTTTCTTGTCATCACTATG----------TGGTGGCAGGAAGAAGGGAA-----GCAAA 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2167 GGCTTCTTCTCTTCGCTTTG----------TGGGGGAAGGAAAAAGACGT-----CAAAA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2124 AACCTAACATTGTTGTTAAG----------AGCTGCTGTGGTAGAAGGAA-----GAGAA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2131 AGCCAAACATTGTTATTAAG----------AGCTGCTGTGGTAGAAGGAA-----GAAAA 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2214 AAG-ACCAAGACCTCTAAACCTAAATTTGAGAAGA-------TAAAGA------AACTTT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2260 AAG-ACTACAAAACCAAAGACGGAG---AAGAAGA-------AAAGAT------TATTTT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 1960 GCGCGCAAGGACAAGAAGGGCGACGGCGGCGAGGAGCCGCGCCGGGGCCTGCTCGGCTTC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2322 TCAAAGAAG---GGCTCGGACAA-------GAAGA-------------------AGTCGC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2245 TCAAAGAAGAAGGGCTCAGACAA-------GAAAA-------------------AGTCAC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2212 TCTAAGAAG---AGCTCGGAAAA-------GAAGA-------------------AGTCAC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2169 A-GAACAAGAGTTATATGGATA--------GTCAA-------------------AGCCGT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2176 A-GAACAAGAGTTATATGGATA--------GTCAA-------------------AGCCGT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2260 TTAAGAAAA------AGGAAAATCAAGCCC--CTGCATAT-----GCTCTTGGTGAAATT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2303 TCAAGAAAG------CAGAAAACCCATCTC--CTGCATAT-----GCTTTGGGTGAAATT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2020 TACAGGAAGCGGAGCAAGAAGGACAAGCTCGGCGGCGGGTCGGTGGCCGGCAGCAAGAAG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2353 AGAAGCATGTGGA--CAG----TTCTGTGC--CAGTATTC-----AACCTTGAAGATATA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2279 AGAAGCATGTGGA--CAG----TTCTGTGC--CAGTATTT-----AATCTTGAAGATATA 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2243 ATAGACACGCAGA--CAG----TTCTGTAC--CAGTATTT-----AATCTCGAAGATATA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2201 ATTATGAAGAGAA--CAGAATCTTCAGCTC--CCATCTTT-----AACATGGAAGACATC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2208 ATTATGAAGAGAA--CAGAATCTTCAGCTC--CCATCTTC-----AATATGGAAGACATC 



lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2307 GATG-----------AAGCCGCTCCAG---------GAGCTG----AAAATGAAAAGG-- 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2350 GATG-----------AAGGTGCTCCAG---------GTGCTG----ATATCGAGAAGG-- 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2080 GGCGGCGGGCTGTACAAGAAGCACCAGCGCGCGTTCGAGCTGGAGGAGATCGAGGAGGGG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2400 GAGG-----------AGGGAGTTGAAG---GCGCTGGATTTG----ACGACGAGAAA--- 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2326 GAGG-----------AGGGAGTTGAAG---GCGCTGGATTTG----ATGATGAGAAA--- 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2290 GAGG-----------AAGGGATTGAAG---GTTCTCAGTTTG----ATGATGAGAAA--- 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2252 GAGG-----------AGGGTATTGAAG---GT------TATG----AGGATGAAAGG--- 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2259 GAAG-----------AGGGTATTGAAG---GT------TACG----AGGATGAAAGG--- 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2341 CTAGTATTGTAAATCAA-------------------------CAGAAG---TTGGAAAAG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2384 CCGGAATCGTAAATCAA-------------------------CAGAAA---CTAGAGAAG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2140 CTGGAGGGGTACGACGAGCTGGAGCGCTCCTCGCTCATGTCGCAGAAGAGCTTCGAGAAG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2439 -TCACTTCTTATGTCTC--------------------------AAATGAGCCTGGAGAAG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2365 -TCACTTCTTATGTCTC--------------------------AAATAAGCTTGGAGAAG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2329 -TCGCTGATTATGTCTC--------------------------AAATGAGCTTGGAGAAG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2285 -TCAGTGCTTATGTCCC--------------------------AGAGGAAATTGGAGAAA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2292 -TCAGCGCTTATGTCCC--------------------------AGAGGAAATTGGAGAAA 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2373 AAATTTGGCCAGTCTTCAGTTTTTGTTGCATCCACACTTCTTGAGAATGG-TGGAACCCT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2416 AAATTTGGGCAGTCTTCTGTTTTTGTCGCATCAACACTTCTTGAGAACGG-AGGGACCCT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2200 CGGTTCGGCCAGTCGCCCGTGTTCATCGCCTCCACGCTCGTCGAGGACGG-CGGCCTGCC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2472 AGATTTGGCCAGTCCGCAGCGTTTGTTGCCTCCACTCTGATGGAGTATGG-TGGTGTTCC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2398 AGATTTGGCCAATCTGCAGCTTTTGTTGCGTCCACTCTGATGGAATATGG-TGGTGTTCC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2362 AGATTTGGCCAGTCCAGTGTTTTTGTAGCCTCTACTCTGATGGAATATGG-CGGTGTTCC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2318 CGCTTTGGTCAGTCTCCAATCTTCATTGCATCCACCTTTATGACTCAAGG-TGGCATACC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2325 CGCTTTGGTCAGTCTCCTATTTTCATTGCATCCACCTTTATGACACAACGCTGGCATACC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2432 GAAGAGTGCCA------GTCCAGCTTCTCTTCTGAAGGAAGCTATACATGTCATCAGTTG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2475 GAAGAGCGCAA------GTCCAGCTTCTCTTCTGAAGGAAGCTATACATGTTATCAGCTG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2259 GCAGGGCGCCGCCGCCGACCCCGCCGCGCTCATCAAGGAGGCCATCCACGTCATCAGCTG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2531 TCAGTCCGCAA------CTCCGGAGTCTCTTCTGAAAGAAGCTATCCATGTTATAAGCTG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2457 TCAGTCTGCGA------CTCCGGAATCTCTTCTGAAAGAAGCTATCCATGTCATAAGTTG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2421 ACAATCTGCAA------CTCCAGAGTCTCTTCTGAAAGAAGCTATTCATGTCATCAGCTG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2377 ACCTTCAACAA------ACCCAGCTTCTCTACTGAAGGAAGCTATCCATGTTATCAGCTG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2385 ACCTTCAACAA------ACCCAGCTTCTCTACTAAAGGAAGCTATCCATGTCATCAGTTG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2486 TGGATATGAAGACAAAACAGGCTGGGGAAAAGATATTGGTTGGATTTATGGATCAGTCAC 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2529 CGGCTACGAAGACAAGACCGACTGGGGAAAAGAGATTGGCTGGATTTACGGATCGATCAC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2319 CGGATACGAGGAGAAGACCGAGTGGGGCAAGGAGATTGGGTGGATCTATGGGTCGGTGAC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2585 TGGCTATGAGGACAAGACTGAATGGGGAACTGAGATCGGGTGGATCTACGGTTCTGTGAC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2511 TGGCTACGAGGACAAGACTGAATGGGGAACTGAGATTGGGTGGATCTATGGTTCTGTGAC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2475 TGGCTATGAGGACAAAACTGACTGGGGAACTGAGATTGGGTGGATCTATGGTTCTGTTAC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2431 TGGGTACGAGGACAAAACTGAATGGGGAAAAGAGATTGGCTGGATCTATGGTTCAGTTAC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2439 TGGATATGAGGACAAAACTGAATGGGGAAAAGAGATTGGCTGGATCTATGGTTCAGTAAC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2546 AGAAGATATTCTTACTGGGTTTAAGATGCACTGCCATGGTTGGCGGTCAATTTACTGCAT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2589 AGAGGATATCTTGACTGGATTTAAGATGCACTGCCATGGCTGGCGGTCTATTTACTGCAT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2379 AGAGGATATCCTGACGGGGTTCAAGATGCACTGCCGGGGGTGGAAGTCCGTGTACTGCAC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2645 AGAAGACATTCTCACCGGATTCAAGATGCACGCGCGAGGCTGGCGGTCGATCTACTGCAT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2571 GGAAGATATTCTCACTGGGTTCAAGATGCACGCACGAGGCTGGCGGTCGATCTACTGCAT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2535 AGAAGACATTCTCACCGGATTCAAGATGCATGCTCGAGGCTGGCGATCAATCTACTGCAT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2491 AGAGGATATTCTGACTGGGTTTAAAATGCATGCAAGAGGCTGGCAATCAATCTACTGCAT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2499 GGAGGATATTCTGACTGGGTTTAAAATGCATGCAAGGGGCTGGCAATCAATCTACTGCAT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2606 ACCTAAACGGGCCGCCTTCAAAGGTTCCGCACCTCTCAATCTTTCCGATCGTCTTCACCA 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2649 CCCGAAGCGGCCTGCATTCAAAGGTTCTGCGCCTCTGAACCTTTCCGACCGTCTTCACCA 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2439 GCCGACACGGCCGGCGTTCAAGGGGTCGGCGCCCATCAACTTGTCTGATCGTCTCCACCA 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2705 GCCCAAGCGGCCAGCTTTCAAGGGGTCTGCCCCCATCAATCTTTCGGACCGTCTGAACCA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2631 GCCTAAGCGGCCGGCCTTCAAGGGATCGGCTCCCATCAATCTCTCAGACCGTCTGAACCA 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2595 GCCTAAGCGACCAGCTTTCAAGGGATCTGCTCCTATCAACCTTTCGGATCGTTTGAATCA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2551 GCCACCACGACCTTGTTTCAAGGGTTCTGCACCAATCAATCTTTCTGATCGTCTTAATCA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2559 GCCACCACGACCTTGTTTCAAGGGTTCTGCACCAATCAATCTTTCCGATCGTCTTAATCA 



lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2666 GGTTCTTCGGTGGGCTCTTGGTTCAATTGAAATTTTCTTCAGCAACCACTGCCCTCTCTG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2709 GGTCCTTCGCTGGGCCCTTGGGTCTGTCGAAATTTTCTTCAGCAAGCACTGCCCACTTTG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2499 GGTGCTGCGCTGGGCGCTGGGGTCCGTGGAGATCTTCATGAGCCGCCACTGCCCGCTCTG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2765 GGTGCTCCGGTGGGCTCTTGGGTCCGTGGAGATCCTCTTCAGCCGGCACTGCCCCCTGTG 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2691 GGTGCTCCGGTGGGCTCTCGGTTCAGTGGAAATCCTTTTCAGCCGGCATTGCCCCCTATG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2655 AGTGCTTCGGTGGGCTCTTGGTTCCATTGAAATTCTTTTCAGCAGGCATTGTCCCATATG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2611 GGTGCTCCGTTGGGCTCTTGGGTCAGTGGAAATTCTGCTTAGCAGACATTGTCCTATATG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2619 GGTGCTCCGTTGGGCTCTTGGGTCAGTGGAAATTCTGCTTAGTAGACATTGTCCTATCTG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2726 GTATGGGTATGGTGGTGGACTAAAGTTCCTGGAAAGGTTTTCGTACATTAACTCCATCGT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2769 GTACGGGTACGGCGGCGGGCTAAAATTCCTGGAAAGGTTTTCTTATATCAACTCCATCGT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2559 GTACGCCTACGGCGGCCGGCTCAAGTGGCTGGAGCGCTTCGCCTACACCAACACCATCGT 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2825 GTACGGCTACGGAGGGCGGCTCAAGTTCCTGGAGAGATTCGCGTACATCAACACCACCAT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2751 GTACGGCTACGGAGGACGCCTGAAGTTCTTGGAGAGATTCGCCTACATCAACACCACCAT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2715 GTATGGCTATGGAGGTCGGCTTAAATTCCTGGAGAGATTTGCTTATATCAACACAACAAT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2671 GTATGGCTACAATGGGCGATTGAAGCTTTTGGAGAGGCTGGCTTACATTAACACCATTGT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2679 GTATGGTTACAATGGACGATTGAAGCTTTTGGAGAGGCTGGCTTACATCAACACTATTGT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2786 ATACCCTTGGACATCTATCCCGCTCTTGGCCTATTGCACATTGCCTGCCATCTGCTTGCT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2829 TTATCCCTGGACGTCCATTCCTCTCCTGGCTTACTGTACCTTGCCTGCCATCTGCCTGCT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2619 GTACCCCTTCACCTCCATCCCGCTCCTCGCCTACTGCACCATCCCCGCCGTCTGCCTGCT 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2885 CTACCCGCTCACGTCCATCCCGCTTCTCATCTACTGCATCCTGCCCGCCATCTGTCTGCT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2811 CTACCCGCTCACGTCCCTCCCGCTCCTCATTTACTGTATCCTGCCTGCCATCTGCCTGCT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2775 TTATCCACTCACATCAATCCCGCTCCTCCTGTACTGCATATTGCCAGCAGTTTGTCTTCT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2731 TTATCCAATCACATCTGTTCCGCTTATCGCCTATTGTGTGCTTCCTGCTATCTGTCTTCT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2739 ATATCCAATCACATCCATTCCGCTTATTGCCTATTGTGTGCTTCCCGCTATCTGCCTCCT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2846 GACAGGGAAATTTATCACGCCAGAGCTTAACAATGTTGCCAGCCTGTGGTTCATGTCACT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2889 CACGGGGAAGTTTATCACACCAGAGCTTACCAATGTGGCCAGTATCTGGTTCATGGCACT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2679 CACCGGCAAGTTCATCATTCCCACGCTGAACAACCTCGCCAGCATCTGGTTCATCGCGCT 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 2945 CACCGGAAAGTTCATCATTCCAGAGATCAGCAACTTCGCCAGCATCTGGTTCATCTCCCT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2871 CACGGGGAAGTTCATCATCCCAGAGATCAGCAACTTCGCTAGTATCTGGTTCATCTCTCT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2835 CACTGGGAAGTTCATCATCCCAAAGATTAGTAACCTAGAGAGTGTTTGGTTTATATCGCT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2791 TACCAATAAATTTATCATTCCTGAGATTAGTAATTATGCTGGAATGTTCTTCATTCTTCT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2799 TACCAATAAATTTATCATTCCTGAGATTAGCAATTATGCTGGGATGTTCTTCATTCTTCT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2906 TTTCATCTGCATTTTTGCTACGAGCATCCTGGAAATGAGATGGAGTGGTGTAGGCATCGA 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 2949 TTTCATCTGCATCTCCGTGACCGGCATCCTGGAAATGAGGTGGAGTGGCGTGGCCATCGA 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2739 CTTCCTGTCCATCATCGCGACGAGCGTCCTGGAGCTGCGGTGGAGCGGGGTGAGCATCGA 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3005 CTTCATCTCGATCTTCGCCACGGGCATCCTGGAGATGAGGTGGAGCGGGGTGGGCATCGA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2931 CTTCATCTCGATCTTCGCCACGGGTATCCTGGAGATGAGGTGGAGCGGCGTGGGCATCGA 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2895 CTTTATCTCAATCTTTGCCACTGGTATCCTTGAGATGAGGTGGAGTGGTGTTGGCATTGA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2851 TTTTGCCTCCATTTTCGCAACTGGTATATTGGAGCTCAGATGGAGTGGTGTTGGCATTGA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2859 TTTCGCCTCCATTTTTGCCACTGGTATATTGGAGCTTAGATGGAGCGGTGTTGGCATTGA 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 2966 TGACTGGTGGAGAAACGAGCAGTTTTGGGTCATTGGAGGCGTGTCTTCACATCTCTTTGC 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3009 CGACTGGTGGAGGAACGAGCAGTTCTGGGTCATCGGAGGCGTTTCGGCGCATCTGTTCGC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2799 GGACTGGTGGCGCAACGAGCAGTTCTGGGTCATCGGCGGCGTGTCCGCGCATCTCTTCGC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3065 CGAGTGGTGGAGGAACGAGCAGTTCTGGGTGATCGGGGGCATCTCCGCGCACCTCTTCGC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 2991 CGAGTGGTGGAGGAACGAGCAGTTCTGGGTCATCGGAGGCATCTCCGCCCACCTCTTCGC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 2955 TGAATGGTGGAGGAACGAGCAGTTCTGGGTCATTGGTGGTATTTCTGCGCATTTATTTGC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2911 AGATTGGTGGAGAAATGAGCAGTTTTGGGTTATTGGTGGCACCTCTGCCCATCTCTTCGC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2919 AGATTGGTGGAGAAATGAGCAGTTTTGGGTTATTGGTGGCACCTCTGCCCATCTCTTCGC 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3026 TGTGTTCCAGGGACTACTCAAGGTCATAGCTGGTGTAGACACGAGCTTCACTGTGACATC 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3069 GGTGTTCCAGGGCCTGCTGAAGGTGTTCGCCGGCATCGACACGAGCTTCACCGTGACGTC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2859 CGTGTTCCAGGGCTTCCTCAAGGTTCTGGGCGGCGTGGACACCAGCTTCACCGTCACCTC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3125 CGTGTTCCAGGGCCTGCTCAAGGTGCTGGCCGGCATCGACACCAACTTCACCGTCACCTC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3051 CGTCTTCCAGGGCCTCCTCAAGGTGCTTGCCGGCATCGACACCAACTTCACCGTCACCTC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3015 CGTCTTCCAGGGTCTCCTGAAGGTGCTTGCTGGTATCGACACGAGCTTCACTGTCACCTC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 2971 GGTGTTCCAGGGTCTGCTGAAAGTGTTGGCTGGGATTGATACCAACTTCACAGTTACCTC 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 2979 AGTGTTCCAGGGTCTGCTGAAAGTGTTGGCTGGGATTGATACCAACTTCACAGTTACCTC 



lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3086 CAAGGGCGGAGACGACGAGGA----GTTCTCAGAG--CTCTACACATTCAAATGGACGAC 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3129 GAAGGCCGGGGACGACGAGGA----GTTCTCGGAG--CTGTACACGTTCAAGTGGACCAC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2919 CAAGGCGGCCGGCGACGAGGCCGACGCCTTCGGGGACCTCTACCTCTTCAAGTGGACCAC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3185 CAAGGCCTCGGACGAGGACGGC---GACTTCGCGGAGCTGTACATGTTCAAGTGGACGAC 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3111 CAAGGCCTCGGATGAAGACGGC---GACTTCGCGGAGCTGTACATGTTCAAGTGGACGAC 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3075 TAAGGCCACTGACGAAGAAGGT---GATTTTGCCGAGCTCTACATGTTCAAGTGGACAAC 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3031 AAAGGCATCTGATGAGGATGGC---GACTTTGCTGAGCTATATGTGTTCAAGTGGACCAG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3039 AAAGGCATCTGATGAGGATGGC---GACTTTGCTGAGCTATATGTGTTCAAGTGGACCAG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3140 CCTTCTGATACCTCCGACAACCCTGCTCCTACTGAACTTCATTGGAGTGGTAGCTGGCAT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3183 CCTGCTGATACCCCCGACCACGCTCCTCCTGCTGAACTTCATCGGGGTGGTGGCCGGGAT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 2979 CCTGCTGGTGCCCCCCACCACGCTCATCATCATCAACATGGTGGGCATCGTGGCCGGCGT 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3242 GCTCCTGATCCCGCCCACCACCATCCTGATCATCAACCTGGTCGGCGTCGTCGCCGGCAT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3168 ACTTCTGATCCCGCCCACCACCATCCTGATCATCAACCTGGTCGGCGTTGTTGCCGGCAT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3132 GCTTCTGATCCCACCAACCACTATTTTGATCATCAACCTGGTCGGCGTGGTCGCTGGCAT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3088 TTTGCTCATCCCTCCGACCACTGTTCTTGTCATTAACCTGGTCGGAATGGTGGCAGGAAT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3096 TTTGCTCATTCCTCCGACCACTGTTCTTGTCATTAACCTGGTCGGAATGGTGGCAGGAAT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3200 TTCCAATGCGATCAACAACGGATATGAATCATGGGGCCCCCTGTTCGGGAAGCTCTTCTT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3243 CTCGAACGCGATCAACAACGGGTACGAGTCGTGGGGCCCCCTGTTCGGGAAGCTCTTCTT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 3039 GTCCGACGCCGTCAACAACGGCTACGGCTCCTGGGGCCCGCTCTTCGGCAAGCTCTTCTT 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)___3302 CTCCTACGCCATCAACAGCGGATACCAGTCGTGGGGCCCGCTCTTCGGCAAGCTCTTCTT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3228 CTCCTACGCCATCAACAGCGGGTACCAGTCGTGGGGTCCGCTCTTCGGCAAGCTCTTCTT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3192 TTCCTACGCAATCAATAGCGGTTACCAGTCATGGGGACCTCTTTTCGGGAAGCTCTTCTT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3148 TTCGTATGCCATTAACAGCGGCTACCAATCCTGGGGTCCGCTCTTTGGAAAGCTGTTCTT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3156 TTCGTATGCCATTAACAGTGGCTACCAATCCTGGGGTCCGCTCTTTGGAAAGCTGTTCTT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3260 TGCATTTTGGGTGATCGTCCATCTTTACCCGTTCCTCAAGGGTCTGGTTGGGAGGCAGAA 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3303 CGCCTTCTGGGTGATCGTCCACCTGTACCCGTTCCTCAAGGGTCTGGTGGGGAGGCAGAA 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 3099 CTCCTTCTGGGTCATCGTCCACCTCTACCCGTTCCTCAAGGGGCTCATGGGGAGGCAGAA 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3362 CGCCTTCTGGGTCATCGTCCACCTGTACCCGTTCCTCAAGGGCCTCATGGGCAGGCAGAA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3288 CGCCTTCTGGGTGATCGTTCACCTGTACCCGTTCCTCAAGGGTCTCATGGGTCGGCAGAA 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3252 TGCGTTCTGGGTGATTGTCCACCTGTACCCCTTCCTCAAGGGCCTCATGGGGAAGCAGAA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3208 CTCGATCTGGGTGATCCTCCATCTCTACCCCTTCCTCAAGGGTCTCATGGGCAGGCAGAA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3216 CTCGATCTGGGTGATCCTCCATCTCTACCCCTTCCTCAAGGGTCTCATGGGAAGGCAGAA 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3320 CAGGACGCCAACGATTGTCATTGTCTGGTCCATCCTCCTGGCTTCGATCTTCTCGCTGCT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3363 CAGGACGCCGACGATCGTCATCGTCTGGTCCATCCTGCTGGCCTCGATCTTCTCGCTCCT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 3159 CCGGACGCCCACCATCGTCGTGCTCTGGTCCATCCTCCTCGCCTCCATCTTCTCGCTCGT 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3422 CCGCACCCCGACCATCGTCGTCGTCTGGGCCATCCTGCTGGCGTCCATCTTCTCCTTGCT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3348 CCGCACCCCGACCATCGTGGTTGTCTGGGCGATCCTGCTGGCGTCGATCTTCTCCTTGCT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3312 CCGCACGCCGACCATTGTCGTTGTCTGGGCTATCCTCCTTGCGTCGATCTTTTCCCTGAT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3268 CCGCACGCCAACAATCGTCATCGTTTGGTCCATCCTCCTTGCGTCTATCTTCTCCTTGCT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3276 CCGCACACCAACAATCGTCATTGTCTGGTCCATCCTTCTTGCATCTATCTTCTCCTTGCT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3380 TTGGGTCCGGATCGACCCTTTCCTTGCGAAGGATGATGG----TCCCCTGTTGGAGGAGT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3423 GTGGGTCCGCGTCGACCCGTTCCTCGCCAAGAGCAACGG----CCCGCTCCTGGAGGAGT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 3219 CTGGGTCAGGATCGACCCGTTTATCCCGAAGGCCAAGGG----CCCCATCCTCAAGCCAT 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3482 GTGGGTTCGCATCGACCCCTTCACCACCCGCGTCACTGG----CCCGGATACCCAGACGT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3408 GTGGGTTCGCATCGATCCGTTCACCACCCGCGTCACTGG----CCCGGATACTCGAACGT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3372 GTGGGTTCGTATCGATCCATTCACCACCCGGGTCACTGG----TCCTGATATCGCGAAAT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3328 GTGGGTGAAGATCGATCCTTTCATCTCCC-CGACACAGAAAGCTGCCGCCTTGGGGCAAT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3336 GTGGGTGAAGATCGATCCTTTCATCTCCC-CGACACAGAAAGCTGCTGCCTTGGGGCAAT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3436 GTGGTCTGGATTGC--AACTAGGAGGTCAGCACG-------TGGACTTCCCCGTCAGTGT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3479 GTGGCCTGGACTGC--AACTGAAGTGGGGGCCC------------CCTGTCACTCGAAGT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 3275 GCGGAGTCGAGTGCTGAGCTCACCTAGCTACCT--------TCTTGTTGCATGTACGGAC 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3538 GTGGCATCAACTGCTAGGG-AAGTGGAAGGTTTGTACTTTGTAGAAACGGAGGAATACCA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3464 GTGGCATCAACTGCTAGGG-AGGTGGAAGGTTTG-------TAGAAACAGAGAGATACCA 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3428 GTGGCATCAACTGCTAGGATGAGCTGAAGATAATTAAAGAGTGGAACTAGACGCAT--TG 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3387 GTGGTGTGAACTGCTGATCCAGATTGTGACTCTTATCTGAAGAGGCTCAGCCAAAGATCT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3395 GTGGCGTCAACTGCTGATCGAGACCGTGACTCTTATTTGAAGAGGCTCAATCAA-GATCT 



lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3487 GTGGTCGAAGAAGTATTTTTGCAGATGTTTTGTGCCCATATTTCTTTT-TTCAATTTTTT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3525 TCTGTCACGGGCGAATTACGCCTGATTTTTTGT---TGTTGTTGTTGT-TGGAATTCTTT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 3327 GCCGCCGTGCGTTTGGACATACAGGCACTTTTGGGCCAGGCTACTCATGTTCGACTTTTT 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3597 CGTGCCATCTGTTGTCTGTTAAGTTATATATATATAAGC------AGCAAGTGGCGTTAT 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3516 CGAATGTGCCGCTGCC--ACAAATTGTCTGTTAGTAAGTTATATAGGCAGGTGGCGTTAT 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3486 TGCATCGTAAGTTATCAGTGGGTGGCTCTTTTTATAGTAT-----GGTAGG-AACTTGGT 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3447 GCCCCCTCGTGTAAATACCTGAGGGGGCTAGATGGGAATT--TTTTGTTGTAGATGAGGA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3454 GCCCCCTCGTGTAAATACCTGAGGAGGCTAGATGGGAATTCTTTTTGTTGTAGGTGAGGA 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3546 TGTCCCTCTGTAGATAGAAACAAGGGGAGAAGGGGAAAAAAAGTACTTGTATTTCTTTTG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3581 G------CTGTAGATAGAAACCACATGTCCACGGCATCTCTGCTGTGTCCATTGGAGCAG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 3387 T-------TTTAATTTTGTACAAGATTTGTGATCGAGTGACTGAGTGAGACAGAGTGTTG 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3651 TTACAGCTACGTACAGACCAGTGGATATT--GTTTACCACAAAGTTTTA--CTTGTGTTA 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3574 TTACAGCTACGTACACACAAGGGGATACTCCGTTTATCACTGGTGTGCATTCTTTTGTTG 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3540 CGGGAG--ACGTTAATTACATATGCTATATGTACCTCCGCTGGTCTTTATCCGTAAGTTA 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3505 TGG-----ATCTGCATCCAAGTTATGCCTCTGTTTATTAGCTTCTTCGGTGCCGGTGCTG 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3514 TGG-----ATTTGCAT--AAGTTATGTCTCTGTTCATTAGCTTCTTCCGTGCCGGTGCTG 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3606 TTCCATGGTGGTGGTGGTGGTGGGCGGCTCAGCCTCGTGAGTGCAGTATTGGGCAA---- 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3635 GAGAGAGGTGCCTGCTGCTGTTTGTTGAGTAAATTAAAAGTTTTAAAGTTATACAGT--- 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 3440 G-GTGTAAGAACTGTGATGGAAT-TCACTCAAATTAATGGACATTTTTTTTCTTCA---- 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3707 ATATGCATTCTTTTGTTGATATAAT--TTATACTTTGTGGAGAG-TGGCTGACA------ 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3634 ATATAAGTTACTATATATACGTATTGCTTCTACTTTGTGGAGAG-TGGCTGACA------ 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3598 ATATATATACTGCTTTGAGAATTATGTATGGGCAACAGGTTGTT-TACTTGATTTTGT-- 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3560 CTGCAGAC----AATCATGGAGCCTTTCTACCTTGCTTGTAGTGCTGGCCAGCAGCGTAA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3567 CTGCGGACTAAGAATCACGGAGCCTTTCTACCTTCCATGTAGCGCCAGCCAGCAGCGTAA 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3662 --ACCGGAGGCTGCGGCAACCTTGTGCAGTTCGGCCACGAATATACTAGGGAAGATCGCG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3692 --GATGCACATTCCAGTG-CCCAGTGTATT----CCCTTTTTACAGTCTGTATATTAGCG 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_ 3494 --ACTGC----------------------------------------------------- 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__ 3758 -G-ACGAGTTTTTGTATGCTACGAAAAACAA-AGAAATTAGTTCGCATTCTTTC------ 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__ 3687 -GGACCAGTTTTGTAATGTTATGAACAGCAA-AGAAATAAGTTAGTTTCCATAC------ 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__ 3655 -GTGTACATATTTAAATGTCTCTGCCAATAAGAGGAATTT-------------------- 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3616 ATTGTGAATTCTGCATTTTT-TTATACGTGGTGTTTATTGTTTTAGAGTAAATTATCATT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3627 GATGTGAATTTTGAAGTTTTGTTATGCGTGCAGTTTATTGTTTTAGAGTAAATTATCATT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3720 ACCAATCAATCAATCGATGACCGAGTTCAATTGTTC---AGCATTCTTTATTAGTTTTGG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3745 ACAAAGGACATATTGGTTAG--GAGTTTGATTCTTTTGTAGCAATGTGTCCCGCCCCCCC 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_      ------------------------------------------------------------ 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__      ------------------------------------------------------------ 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__      ------------------------------------------------------------ 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__      ------------------------------------------------------------ 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3675 TGTTTGAGGTAACTATTCACACGAACT-ATAT-GGCAATGCTGTTATTTATACGCAAAGA 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3687 TGTTTGTGGGAACTGTTCACACGAGCTTATATTGGCAATGCTGTTATTTATACCCAAAGA 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3777 TGGGTGGATACTTCAATCGGTGAGCCGAACAGA-CAGTTGTTTTGAGTATGAATTGCTCT 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3803 ACTGTTGTTGTAAAATCCGCCCATTCGCCCAGAACCGCGGTGGGCGGCGCTGCTAGCTTT 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_      ------------------------------------------------------------ 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__      ------------------------------------------------------------ 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__      ------------------------------------------------------------ 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__      ------------------------------------------------------------ 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3733 CTGATACATTCTTCGGATTGTGAGCAAACAGTCAGAACACTGTAATCTCTTAGGACAACT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3747 CTC---CATTTTTTGGAAGGGGAGCAAACAATCAGAACCCTGTAATTTATTAGCCCAACT 
 
 
lcl|TC300086_UP|Q9LLI4_MAIZE(CesA6)__ 3836 GCATCTGCAAAGTTGTTG--TTTGTCATCCGTCGTCTCAATGAGGCGAGGGTGGAACTGG 
lcl|TC280752_UP|Q9LLI2_MAIZE(CesA8)__ 3863 GTGATCATATAGAAAACGACTTGGTTGTTTTTGGACATTTTGAATTGAAGGAAGGA-TGA 
lcl|TC295737_UP|Q6UDF1_MAIZE(CesA10)_      ------------------------------------------------------------ 
lcl|TC287832_UP|Q9LLI6_MAIZE(CesA4)__      ------------------------------------------------------------ 
lcl|TC287831_UP|Q9LLI1_MAIZE(CesA9)__      ------------------------------------------------------------ 
lcl|TC299205_UP|Q9LLI5_MAIZE(CesA5)__      ------------------------------------------------------------ 
lcl|TC311277_UP|Q9LLI8_MAIZE(CesA2)__ 3793 ATGTAAGGCAGCTGTTGTATCATCTCTATTGTTTCTAATGGCCGAGGGATATGTAGATGT 
lcl|TC294544_UP|Q9LLI9_MAIZE(CesA1)__ 3804 ------------------------------------------------------------ 
 
 
 
Figure 1S.  Alignment (ClustalW) of 8 full-length CesA cDNAs (ZmGI) expressed in maize ovaries.  The full-length  
sequences share up to 94% identity, but are divergent in their 3'UTRs (Holland et al., 2000).  The 3'-anchored consensus 
sequences identified in the 2-sample multiplex library are highlighted in red.  Where transcript variants were identified 
(CesA4 and CesA6), the most highly represented variant is shown.  Only a partial EST sequence is available for CesA3  
and is not included in the alignment.  All CesA 3'-anchored sequences identified are listed in Table 2S. 
 


