
  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Fig. S2.  Stereoview of the region surrounding amino acid residues K101 and K103 of 
the wild-type HIV-1 RT/TMC278 complex.  The electron density map calculated at 1.8 Å 
resolution demonstrates accurate positioning of the side chains and solvent molecules.  A 
striking feature is that the K101 Nζ atom makes close contacts with four oxygen atoms 
(represented by dotted lines), including a bifurcated hydrogen bond with the carboxylate 
oxygens of p51 residue E138.  
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