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               S1 
                                                               
MlotiK1      ----------------------------------MSVLPFLRIYAPLNAVLAAPGLLAVAALTI 30 
BjapK1      -----------------------MFKPLISALAQFVAATAGRNMTKAAYVAVGVGLLSMVLLTV 41 
RpalK        ----------------------ARHYFYEILESQAQTSRMGVIVNRFIVFFIVLSVGITVMESV 52 
BjapK2      KPWRAREAVGLVPRGRGLRDPNLRDRLYELLEHDPLAYSVGSRFIQLIIGVIVLDVVAMVLASV 101 
MspiK1       RNSDDAPLLRYRYSIGGSKGGAMINWLYGLVGEGPFPSMRAVVYRGILVVCIVLSTTIAIVDTV 84 
KvAP         ----------------------------------IGDVMEHPLVELGVSYAALLSVIVVVVECT 47 
Kv1.2        AMEMFREDEGYIKEEERPLPENEFQRQVWLLFEYPESSGPARIIAIVSV      MVILISIVSFCLETL 180           
                                                              S2                    
 
MlotiK1      PDM--------------------------------SGRSRLALAALLAVIWGAYLLQLAATLL- 61 
BjapK1      GPA--------------------------------YETAPRWVDALLWACLAYFVFEWVVRLR- 72 
RpalK        PAMRED--------------------------------YGRLFQALELLCLVMFSIEYYIRIW- 83 
BjapK2      PDLDAQ--------------------------------FGALFSAIKVFAVIVFALEYAARLW- 132 
MspiK1       PDA--------------------------------WIGFEGIVSGAGGLFLVILSLDYILRLL- 115 
KvAP         MQLSG--------------------------------EYLVRLYLVDLILVIILWADYAYRAY- 78 
Kv1.2        PIFRDENEDMHG------GGVTFHTYSNST RFF- 242 IGYQQSTSFTDPFFIVETLCIIWFSFEFLV
                                           S3  
                                                                         
MlotiK1      KRR--------------AGVVRDRTPKIAIDVLAVLVPLAAFLLDGS----------------- 94 
BjapK1      HMRRTE-----------RLALYMSSSAGIVDAIGALAVPVALVLGVE----------------- 108 
RpalK        IAPEHLPYHHMSPL--RAAWAYMISPQGIVDCISVMPLWIALFGPDD----------------- 128 
BjapK2      TVAGHT-QRKASALSD--RLSYAFSALGIIDLMAFLPAAIVLATG-R----------------- 175 
MspiK1       VAWSQ-RAEGESGMA--ALAGYALSPYGIFDFLAVVPFLVGEATALM----------------- 159 
KvAP         KSGDPAGYVKKT-------LYEIPALVPAGLLALIEGHLAGLG--------------------- 114 
Kv1.2        ACPSKAGF- KPEDAQQGQQAMSLA- 291                -------------FTNIMNIIDIVAIIPYFITLGTELAE
                      S4                        S5 
 
MlotiK1      --PDWSLYCAVWLLKPLRDSTFFPVLGRVLANEARNLIGVTTLFGVVLFAVALAAYVIERDIQP 156 
BjapK1      -LRTAWLLSVLWVLKVVPGIPGLRQLRRVLVLESGPLVSVLVIFLMVVFLASVAEYFLERDVQP 171 
RpalK        -LRVLIILRMLRLLKFARYSSGMRSLLEVLESERRALMACLVILACATLVSATAMHIAEGHVQP 191 
BjapK2      -HATLAALGVLPFFKLIRYSPAMRSLLAAVHAERRALIGCIVILIGVVLTFASLLYAIERDVQP 238 
MspiK1       PHDGETVFGILRFLKLARYSPALETLGVVVLHELRPLLASLFIMLILAISASTVIYFVERAANP 223 
KvAP         LFRLVRLLRFLRILLIISRGSKFLSAIADAADKR--FYHLFGAVMLTVLYGAFAIYIVEYPDPN 178 
Kv1.2        ILRVIRLVRVFRIFKLSRHSKGLQILGQTLKASMRELGLLIFFLFIGVILFSSAVYFAEADERD 355 
                                                     S6 
                                 
MlotiK1      EKFGSIPQAMWWAVVTLSTTGYGDTIPQSFAGRVLAGAVMMSGIGIFGLWAGILATGFYQEVRR 220 
BjapK1      QTFGSVPAALWWAVVTLTTTGYGDVVPVTPLGRMVAALVMISGLGVFGLWTGILATGFAAETRR 235 
RpalK        EKFGTIPDAMWWAIVTLSTIGYGDVVPATGIGRMVASATIICGLIMIALPVGIVANAFSEVIHR 255 
BjapK2      DKLGTIPQAMWWAIVTLGTVGYGDVVPVTTLGKFVSVFAIISGFAMIALPVAIISTAFAEEVKR 302 
MspiK1       -ALASVPAAMWWAIVTLSTVGFGDVVPITPLGKLFGSVVAVLGLCMFALPASILASGFAEEMKR 286 
KvAP         SSIKSVFDALWWAVVTATTVGYGDVVPATPIGKVIGIAVMLTGISALTLLIGTVSNMFQKILV- 240 
Kv1.2        SQFPSIPDAFWWAVVSMTTVGYGDMVPTTIGGKIVGSLCAIAGVLTIALPVPVIVSNFNYFYHR 419              
 


