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GGAAGAGACCACCAACACTGCTICACCCCTGCCCACATCCCTIGGCCCAAGAGGAAAC GGCCIC GGGGGAGGGCCCAGGAGCGGCAGGACCCCTGC- -CTGAGACACCGCCAGAACCTGAACAAAACAGACCGG
GGAAGAGACCACCAACACTGCTICACCCCTGCCCACATCCCTGGCCCAAGAGGAAAC GGCCTC GGGGGAGGGCCCAGGAGCGGCAGGACCCCTGC - -C! GAGACACCGCCAAAACCIGAAGGAAACAGAC.GG
GGAAGAGACCACCAACACTGCICACCCCTGCCCACATCGCTGGCCCAAGAGGAAAC GGCCTC GGAGGAGGGCCCAGGAGCAGCAGGACACCTGC- -CTGAGACACCACCGAAACCGGAAAGAAACAGACCGG
GGAAGAGACCACCAACACTGCTICACCCCTGCCCACATCACTIGGCCCAAGAGGAAAC GGCCTC 'GGAGGAGGGCCCAGGAGCAACAGGACACCTGC- -CTGAGACACCACCGAAACCGGAAAGAAACAGACCGG
GGAAGAGACCACCAACACTGCICACCCCTGCCCACATCCCTGGCCCAAGAGGAAAC GGCCTC GGGGGAGGGCCCAGGAGCAGCAGGACCCC GC--CAGAGACACC.CCGGACCC GAAGGAAACAGACCAG
GGAAGAGACCACCAACACTGCICACCACTGCCCACATCCCTGGCCCAAGAGGAAAC GGCCTC GGGGGAGGGCCCAGGAGCGGCAGGACTTCTGCGCCTIGAGACACCACCGGAACCTGAAAGAAACAGACCGG
GGAAGAGACCACCAACACTGCTICACCCCTGCCCACATCCCIGGCCCAAGAGGAAAC GGCCTC GGGGGAGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCGCCGGAACCTGAAAGAAACAGACCGG
GGAAGAGACCACCAACACTGCTICACCCCTGCCCACATCCCTGGCCCAAGAGGAAAC GGCCTC GGGGGAGGGCCCAGGAGCGGCAGGACCCCTGC - -C! GAGACACCACC.GAACC GAAGGAAACAGACCGG
GGAAGAGACCACCAACACTGCICACCCCTGCCCACATCCCTGGCCCAAGAGGAAAC GGCCTC GGGGGAGGGCCCGGGAGCGGCAGGACCCCTGC - -CTGAGACACCACCGGAACCTGAGGGAAACAGGCCGG
GGAAGAGACCACCAACACTGCTICACCCCTIGCCCACATCCCIGGCCCAAGAGGAAAC CAGCCIC GGGAGAGGGCCCAGGAGCGGCAGGACCCCTGCGCCTGAGACACCGCCGGAACCTGAAGGGA -CAGACCCG
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CA! GCACCC CCCGTGGGAGGGAGAGC CAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGC ClC GCACACAC. CGGACGCCAGAGGAAAAAGCCGAAGACC. GGAACCC
CA GCACCC. CCCGTGGGAGGGAGAGC CAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTICCCTIGCACACAC. CGGACACCAGAGGAAAAAGCCAAAGACC GGAACCC!
CA! GCACCC CCCGTGGGAGGGAGAGC CAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTICCCTGCACACAC. CGGACGCCAGAGGAAAAAGCCAAAGACC GG. C
CA GCACCC CCCGTGGGAGGGAGAGC CAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCICCCTGCACACAC. CGGACGCCAGAGGAAAAAGCCAAAGACC. GG. C
CA GCACCC. CCCGTGGGAGGGAGAGC CAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTICCCTIGCACACAC. CGGACGCCAGAGGAAAAAGCCAAAGACC GGAACCC!
CA! GCACCC CCCGTGGGAGGGAGAGC CAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTICCCTGCACACAC. CGGACGCCAGAGGAAAAAGCCAAAGACC GGAACCC
CA GCACCC CCCGTGGGAGGGAGAGC CAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGAC CCCTGCACACAC CGGACGCCAGAGGAAAAAGCCAAAGACC. GGAACCC
GCACCC. GGGAGGGAGAGC CAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGAC CTCTGCACACAC CGGACGCCAGAGGAAAAAGCCAAAGACC GGAACCC!
GCACCC CAGAGAGGCAGACAAGCCGGGGAAACCAGAAGAGAC CGGACGCCAGAGGAAAACA.CAAAGGCC GGAACCC
GCACCC CAGAGAGGCAGACACGCClGGGAAACCAGAAGAGAC ClGACGCCAGAGGAAGACACCAAACGCC GGAACCC
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GAAGCTCCCGGAAACGECEACACAGETCTTCCTGETTCCTGCCICTGCAGAGAGCCCCIGEECAGCACCCCACGAGCGAACTTGAGCCTCCGGACCACAG GACCAAR GCTGCAAGAAAGC CAAG
GAAGCTCCCGGAAGGGGCEECACAGGTCTTCCTGETTGCTGCCGCTGCAGAGAGCCCGTGGGCAGCACCCCACGAGCGAACTTGAGCCTCAGGACCACAG GACCAAC GCTGCAAGAAACC CAAG
GAAGCTCCCGGAAGGGGCCGCACAGGTCTTCCTGETTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCAGGACCACAGGGAAGAACCAAR GCTGCAAGAAAGC canG
GAAGCTCCCGGAAGGGECEECACAGGTCTTCCTGETTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCAGGACCACAGGGAAGACCAAR GCTGCAAGAAAGC CAAG
GAAGCTCCCGGAAGGGGCGECACAGGTCTTCCIGETTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCAAACCTGAGCCTCGGGACCACAG GACCAAR GCTGCAAGAAAGCGGCC CAAG
GAAGCTCCCGGAAGGGGCGECACAGGTCTTCCTGETTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAG GACCAAR GCTGCAAGAAAGCTIGCC canG
GAAGCTCCCGGAAGGGECEECACAGGTCTITCCIGETTGCTGCCGCTGCAGAGAGCCCCTGEACAGCACCCCACGAGCGAACCTGAGCCTCGEGACCACAG GACCAAR GCTGCAAGAAAGCTGCC CAAG
GAAGCTCCCGGAAGGGGCGECACAGGTCTTCCTGETTGCTGCCACTGCAGAGAGCCCCTGGGCAGAACCCCACGAGCGAACCTGAGCCTCGGGACCACAG GACCAAR GCTGCAAGAAAGCTGCC CAAG
GAAGCTCCCGGAAGGGGCGECACAGGTCTTCCTGETTGCTGCTGCCGCAGAGAGCCCTTGGGCAGCACCCTGCGAGCAAACTTGAGCCTCGGGACCACAG GACCAACTTGTCTGCTGCAAGAAAGCTGCC canG
ACGGAGGCTCCCGGAAAGGECEECGCAGATCTTCCTGETTGCIGCCECIGCCGAGAGCTCATAGGCAGCACCCCAAGAGCAAACTTGAACCTCGGGACCACAG GACCAAC GCTGCAAGTGACTTGC GAACACCAG
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ACACAGGCCCACAGGAACAGC GAGAGGAAAAACTACACGCCCAAAAGCAGAACACEICTGTCCCC CTGACTGAAAGAGA - - - GGAAAACAGGTCTACAGCACTCCTGACACACAGGC GGGCAGTICTAGCC
ACACAGGCCCACAGGAACAGC GAGAGGAAAAACTACACGCCCGAAAGCAGAACACTCIGTCCCC CTGACTGAAAGAGA - - - GGAAAACAGGTCTACAGCACTCCTGACACACAGGC GGAAAGTCTAGCC
ACACAGGCCCACAGGAACAGC GAGAGGAAAAACTACACGCCCGAAAGCAGAACACTCIGTICCCC CTGACTGAAAGAGA- - - GGAAAACAGGTCTACAGCACTCCIGACACACAGGC GGACAGICTAGCC
ACACAGGCCCACAGGAACAGC GAGAGGAAAAACTACATGCCCGAAAGCAGAACACTCIGTICCCC CTGACTGAAAGAGA - - - GGAAAACAGGTCTACAGCACTCCTIGACACACAGGC GGACAGICTAGCC
ACACAGGCCCACAGGAACAGC GAGAGGAAAAACTCCACGCCCGAAAGCAGAACACTICIGTCCCC CTGACTGAAAGAGA - - - GGAAAACAGGTCTACAGCACTCCTGACACACAGGC GGACAGTICTAGCC
ACACAGGCCCACAAGAACAGC GAGAGGAAAAACTACACGCCGGAAAGCAGAACACACIGTICCCC CTGACTGAAAGAGA- - - GGAAAACAGGTCTACAGCACTCCTGACACACAGGC GGTCAGICTAGCC
ACACAGGCCCACAGGAACAGC GAGAGGAAAAACTACACGCCCGAAAGCAGAACACACTGTCCCC CTGACTGAAAGAGA - - - GGAAAACAGGTCTACAGCACTCCTGACACACAGGC GGTCAGICTAGCC
ACACAGGCCCACAGGAACAGC GAGAGGAAAAACTACACGCCCAAAAGCAGAACACTCIGTCCCC CTGACTGAAAGAGA - - - GGAAAACAGGTCTACAGCACTCCTGACACACAGGC GGAGAGTICTAGCC
ACACAGGCCCACAGGAACAGC GAGAGGAAAAACTACACGCCCGAAAGCAGAACACTCIGTICCCC CTGACTGAAAGAGA- - - AGAAAACAGGTCTACAGCACTCCIGACACACAGGC GGACAGICTAGCC
ACACAGGCCCACAGGAACAGC GATAGGAAAAACTACACGCCCGAAAGCAGAACACICIGICCCC cIeeC GAAAACAGGAAAACAGGICTACAGCACICCTGACACACAGGC GGACAGICTAGCC
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L1-17 (ele] c cc cc c 745
L1-21 cc c cc cc 745
L1-8 cc cc cc 745
L1-13 cc cc cc 745
L1-12 cc c cc 745
L1-3 cc cc cc 747
L1-23 cc cc cc 747
L1-22 c cc cc 745
L1-10 cc cc cc 745
L1-19 cc CT 747
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AGGAGCAGAAG. CC G. C GACTCAAC CAAAG GCGGAAAAAGCTACTGGTCCAAAAC, CAGG. CCAGGACTC GAGAAG. GAAGAGAGTGAAGACTC
AGGAGCAGAAG. CC. G. C GACTCAAC CAAAG. GCGGAAAAAGCTACTGGICCAAAAC CAGCG. CCAGGACTC, GAGAAG. GAAGAGAGTGAAGACTC
AGGAGCAGAAG. CC. G. GATCGACTCAAC CAAAG. GCAGAAAAAGCTACTGGICCAAAAC CAGG. CCAGGACTC, GAGAAG. GAAGAGAGTGAAGACTC
AGGAGCAGAAG. CC G. GATCGACTCAAC CAAGG. GCAGAAAAAGCTACTGGTCCAAAAC, CAGG. CCAGGACTC GAGAAG. GAAGAGAGTGAAGACTC
AGGAGCAGAAG. CC. G. C GACTCAAC CAAAG. GCGGAAAAAGCTACTGGICCAAAAC CAGG, CCAGGACTC, GAGAAG. GAAGAGAGTGAAGACTC
AGGAGCAGAAG. CC. G. C GACTICAAC CAAAG. GCGGAAAAAGCTACTGGICCAAAAC CAGG. CCAGGACTC, GAGAAG. GAAGAGAGTGAAGACTC
AGGAGCAGAAG. CC G. C GACTCAAC CAAAG GCGGAAAAAGCTACTGGTCCAAAAC, CAGG. CCAGGACTC GAGAGG. GAAGAGAGTGAAGACTC
AGGAGCAGAAG. CC. G. C GACTCAAC CAAAG. GCAGAAAAAGCTACTGGICCAAAAC CAGG, CCAGCACTC. GAGAAG. GAAGAG. GAAGACTC
AGGAGCAGAAG. CC. G. C GACTICAAC CAAAG. GCGGAAAAAGCTACTGGICCAAAAC CAGGAAGTCCAGGACTC GAGAAG. GAAGAGAGTGAAGACTC
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CCAGCTICAAAGGACCA C CAAGAAGCCTACAGAACTCC, G. GGACCAGAAAAGAAACACCTCCCGTICAC,
CCAGCTCAAAGGACCA C CAAGAAGCCTACAGAACTCC. G. GGACCAGAAAAGAAACACCICCTGICAC
CCAGCTCAAAGGACCA C CAAGAAGCCTACAGAACTCC, G. GGACCAGAAAAGAAACACCTCCCGTCAC,
CCAGCTICAAAGGACCA C CAAGAAGCCTACAGAACTCC, G. GGACCAGAAAAGAAACACCTCCCGTICAC,
CCAGCTCAAAGAACCA C CAAGAAGCCTACAGAACTCC. G. GGACCAGAAAAGAAACACCTCCCGICAC
CCAGCTCAAAGGACCA C CAAGAAGCCTACAGAACTCC, G. GGACCAGAAAAGAAACACCTCCCGTCAC,
CCAGCTICAAAGGACCA C CAAGAAGCCTACAGAACTCC, G. GGACCAGAAAAGAAACACCTCCCGTICAC,
CCAGCTCAAAGGACCA C CAAGAAGACTACAGAACTCC. G. GGACCAGAAAAGAAACACCTCCCGICAC
CCAGCTCAAAGGGCCA C CAAGATGCCTACAGAACTCC G. GGACCAGAAAAGAAACACCTCCCGTCAC,
CCAACTCAAAGGACCA C A CAAGAAGCCTACAGAACTCC, G. GGACCAGAAAAGAAATACCTICCCGICAC

...... 1360...... 1390 eee...1440......1450......1460......1470......1480......1490......1500
Ihhkkhhhhhhkh KhhRhh Rk hhh kR hhhhhhhhhhhhhhkd Khhkk Khkhhhhh Khhhhhhhhdh *hhhhhkh khhkdkhk *hhhhhhkd Khhhhhhhhhh *hhkhhhhhhhhhhhhhd khhkhhhhhdhk *hhhkdk *khkrhhkhhdn
CAAAACACCAAACGCACAAAR ATATAAA CACACCAGACTTCTCGCCAGAAAC GAAGGCCAGAAGATCATGGACTG. C CA
CAAAACACCAAACGCACAAAA ATATAAA CACACCAGACTTCICGCCAGAAAC GAAGGCCAGAAGATCCIGGACTG. C CG
CAAAACACCAAACGCACAAAA ATATAAA CACACCAGACTTATCGCCAGAAAC] GAAGGCCAGAAGATCCTGGACTG. C CA
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CAAAACACCAAACGCACAAAR CACACCAGACTTCTCGCCAGAAAC GAAGGCCAGAAGATCCTIGGACTG. C CA
CAAAACACCAAACGCACAAAA CACACCAGACTTCTICGCCAGAAAC GAAGGCCAGAAGATCCTIGGACTG. C CA
CAAAACACCAAA.GCAC““ CACACCAGACTTCTCGCCAGAAAC] GAAGGCCAGAAGATCCTGGACTG. C CA
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dkhkdkkhkhkhkk hhkkhkkhkkhkkhkkhkkhkkhkkhkkhkhkhkhkhkkhkhkhkkhkkhkkhkkhkkhkk hhkkkkhkkhkkhkkhkkhkkhkkkkk *hkk *hkkkk *hhkkkkkkkkkkkkkkkkkk dhkk Khhkkkkkkkkkkkkkkkk dhkkk hhkkkkk *kk khkkk kkkkkk
L1-17 GCCCAAC GGAGGCAAGC CCCTAGAAGAAGCAAGAAA CGTCTTGGCAACAAAACAAA-GAG. 'GAAAGCACACAAAC, CATCAC. 1923
L1-21 GCCCAAC GGAGGCAAGC CCCTAGAAGAAGCAAGAAA CGTCTTGGCAACAAAACAAA-GAG. 'GAAAGCACACAAAC CIéICAC A 1944
L1-8 GCCCAAC GGAGGCAAGC CCCTAGAAGAAGCAAGAAA CGTCTTGGCAACAAAACAAA-GAG. 'GAAAGCACACAAAC CCGCAC A 1809
L1-13 GCCCAAC GGAGGCAAGC CCCTAGAAGAAGCAAGAAA CGTCTTGGCAACAAAACAAA - GAG. 'GAAAGCACACAAAC, CCTCAC. A 1809
L1-12 GCCCGAC GGAGGCAAGC CCCTAGAAGAAGCAAGAAA CGTCTTGGCAACAAAACAAA-GAG. 'GAAAGCACACAAAC CCTCAC A 1809
L1-3 GCCCAAC. GGAGGCAAGC CCCTAGAAGAAGCAAGAAA CGTCTTGGCAACAAAAAAAAAGAG. 'GAAAGCACACAAAC CCTCAC A 1812
L1-23 GCCCAAC GGAGGCAAGC CCCTAGAAGAAGCAAGAAA CGTCTTGGCAACAAAACAAA - GAG. 'GAAAGCACACAAAC, CCTCAC. A 1811
L1-22 GCCCAAC GGAGGCAAGC CCCTAGAAGAAGCAAGAAA CGTCTTGGCAACAAAACAAA-GAG. 'GAAAGCACACAAAC CCTCAC A 1791
L1-10 GCCCAAC GGAGGCAAGC CCCTAGAAGAAGCAAGAAA CGTCTTGGCAACAAAACAAA-GAG. 'GAAAGCACACAAAC CCTCAC A 1809
L1-19 GCCCAAC GGAGGCAAGC CCCTAGAAGAAGCAAGAAA CGTCTTGGCAACAAAACAAA-GAGAA-GAAAGCACACAAAC CCTICAC. A 1924
ruler ...... 1810...... 1820...... 1830...... 1840...... 1850~ .... 1860...... 1870...... 1880...... 1890...... 1900...... 2
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L1-17 CTC C GGCC! GG. CACAACAAGGACCC! C CAGGAAACACACCTCAGAGACAAAGACAGACAC 2073
L1-21 CTC C GGCC! GG. CGCAACGAGGACCC! C CAGGAAACACACCTCAGAGACAAAGACAGACAC 2094
L1-8 CTC C 'GGCC! GG. CGCAACGAGGACCC! C CAGGAAACACACCTCAGAGACAAAGACAGACAC 1959
L1-13 CTC C GGCC! GG. CGCAACGAGGACCC! C CAGGAAACACACCTCAGAGACAAAGACAGACAC 1959
L1-12 CTC C GGCC! GG. CGCAACGAGGATCC C CAGGAAACACACCTCAGAGACAAAGACAGACAC 1959
L1-3 CTC C 'GGCC! GG. CGCAACGAGGACCC! C CAGGAAACACACCTCAGAGACAAAGACAGACAC 1962
L1-23 CTIC C GGCC! GG. CGCAACGAGGACCC! C CAGGAAACACACCTCAGAGACAAAGACAGACAC 1961
L1-22 CTC C GGCC! GG. GCAACGAGGACCC C CAGGAAACACACCTCAGAGACAAAGACAGAC 1941
L1-10 CTC C 'GGCC! AR GG. CGCAACGAGGACCC! C CAGGAAACACACC 1959
L1-19 CIC C GGCC! AATAARA GG. CGCAATGAGGACCC C CAGGAAACACACC 2074
ruler 1970 2010
*k khkkkk*k khkhkhkhkhkhkhkhkhkhkhkk hhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhhkhhkhhkhhkhhkhhkhhkhhkd *hhkhkhkhkhkhhkd *hhkhhkdkdk *khkkhdkhhkhhkhrhkhrhkhrhkhrhhd *k hhkkkkkkkkkkkkkkkkkk * % *hkkkk *hkkkk *
L1-17 AAC CCAACC CAGAAGAAGCAAGCTGGA GCC CTAA CATCAAAAAAG GGAAGGACACTTC CATCAAAGGAAAAZ CTC 2223
L1-21 AAC CCAAGC GGTCAGAAAAAGCAAGCTGGA GCC C AA CATCAAAAAAG GGAAGGACACTTC CATCAAAGG CTC 2244
L1-8 CCAAGC GGTCAGAAGAAGCAAGCTGGA GCC C An CATCAGAAAAG GGAAGGACACTTC CATCAAAGG CTC 2109
L1-13 CCAAGC GGTCAGAAGAAGCAAGCTGGA GCC C AR CATCAAAAAAG GGAAGGACACTTC CATCAAAGG CTC 2109
L1-12 AAC CCAAGC GGTCAGAAGAAGCAAGCTGGA GCC C AA CATCAAAAAAG GGAAGGACACTCC CATCAAAGGAAAAA CTC 2109
L1-3 AAC CCAGGC GGTCAGAAGAAGCAAGCTGGA GCC C An CATCAAAAAAG GGAAGGACACTTC CATCAAAGGAAAAA CTC 2112
L1-23 AAC CCAAGC GGTCAGAAGAAGCAAGCTGGA GCC C AR CATCAAAAAAG GGAAGGACACTTC CATCAAAGG CTC 2111
L1-22 CCAAGC GGTCAGAAGAAGCAAGCTGGA GCC C AA CATCAAAAAAG GGAAGGACACGTC CATCAAAGG CTC 2091
L1-10 CCAAGC GGTCAGAAGAAGCAAGCTGGA GCC C An CATCAAAAAAG GGAAGGACACTTC CATCAAAGG CTC 2109
L1-19 CCAAGC GGTCAGAAGAAGCAAGCTGGA GCC C AR CATCAAAAAAG GGAAGGACACTTC CATCAAAGGAAAAZ CIC 2224
ruler ......2110......2120......2130......2140......2150......2160......2170......2180......2190......2200......2210......2220......2230......2240......2250
dkhkhkkhkkhkhkhkkhkkhkk hhkkk hkkkkk khkkkkkkkkkkk dkhkhkhkhkkdkkk hhkkkkkhkkhkkhkkhkkkkkkkkk % % *hkkkkkk dkhkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkk hkkkhkkhkkhkkkk *hhkkkkkkk *kkkkkkk *%k *kkk
GCCCC CAAGGGCACCTAC C GAAACC! C GGGAG. CAACACCCCACTCTCATC. GGACAG. GGAAACAG 2373
GCCCCAC CAAGGGCACCTAC GAAACC! C GGGAG: CAACACACCACTCTCATC. GGACAG. GGAAACAG 2394
GCCCC CAAGGGCACCTAC, C GAAACC C GGGAG. CAACACCCCACTCTCATC. GGACAG. GGAAATAG 2259
GCCCC CAAGGGCACCTAC C GAAACC! C GGGAG. CAACACCCCACTCTCATC. GGACAG. GGAAACAG 2259
GTCCC CAAGGGCACCTAC C GAAACC! C GGGAG, CAACACCCCACTCTCATC. GGACAG. GGAAACA! 2259
'GCCCC CAAGGGCACCTAC, C GAAACC C GGGAG. CAACACCCCACTCTCATC. GGACAG. GGAAACAG 2262
GCCCC CAAGGGCACCTAC C GAAACC! C GGGAG. CAACACCCCACTCTCATC. GGACAG. GGAAACAG 2261
'GCCCC CAAAGGCACCTAC GAAATC C GGGAG: CAACACCCCACTCTCATC. 'GGACAGAGCATGGAAACAG. 2241
GCCCC CAAGGGCACCTAC, GAAACC C GGGAG. CAACACCCCACTCTCATC. 'GGACAGATCATGGAAACAG. 2259
GCCCC CAAGGGCACCTAC GAAACC C GGGAG. CAACACCCCACTCTCATC. GGACAGATCATGGAAACAG. 2374
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dhkhkk hhkkhkkhkkhkkhkkhkkhkkhkkhkkhkk hhkkhkkhkkhkkhkkhkkhkkhkkhkkk hhkkkkkhkkhkkhkkkk % hhkkhkkhkkhkhkhkhkhkkhkkhkkhkkhkhkhkhkhkkhkkhkkhkhkhkkhkk hhkkkkhkkk hhkkkkkkkhkkk *khkkkkkkkkkhkkkkkkk %k %%k **k%

L1-17 BAA CAAGGACC CAAACCAGACACAC GGGAAGCATCTGGAACACATGGGCAC 'GAACAAAACACC GGC C G. 4596
L1-21 AA CAAGGACC CAAACCAGACACAC! GGGAAGCATCTGGAACACATGGGCAC AAZ A 'GAACAAAACACC GGC C G. 4942
L1-8 AA CAAGGACC CAAACCAGACACAC! GGGAAACATCTGGAACACATGGGCAC AAAAAR 'GAACAAAACACC GGC C G. 4804
L1-13 AA CAAGGACC CAAACCAGACACAC! GGGAAACATCTGGAACACATGGGCAC AAAAAR 'GAACAAAACACC GGC C G. 4807
L1-12 AA CAAGGACC CAAACCAGACACAC! GGGAAGCATCTGGAACACATGGGCAC AAZ A 'GAACAAAACACC GGC C G. 4804
L1-3 AA CAAGGACC CAAACCAGACACAC! GGGAAGCATCTGGAACACATGGGCAC AAAAAR 'GAACAAAACACC GGC C G. 4810
L1-23 AA CAAGGACC CAAACCAGACACAC! GGGAAGCATCTGGAACACATGGGCAC AAAAARA 'GAACAAAACACC GGC C G. 4809
L1-22 AA CAAGGACC CAAACCAGACACAC! GGGTAGCATCTGGAACACATGGGCAC! AAZ A GGC C G. 4780
L1-10 AA CAAGGACC CAAAGCAGACACAC! GGGAAGCATCTGGAACACATGGGCAC GGC C G. 4804
L1-19 AA CAAGGACC CAAACCAGACACAC! GGGAAGCATCTGGAACACATGGGCAC T GGC C G. 4920
ruler 4830 4920
*hkk hhkkkkkhkhkhkkhkkhkhkhkhhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkkkk hhkkhkkhkkhkkk hhkhkkhkkhkhkhkhhkhkhkhkhkhkhkhkhkhhkhkhkhkhkhkhkhkhkhkhkkkk hhkkhkhkhkkhkhkhkhkhkkhkkk *kkk *hkkkkhkkhkhkhkhkhkhkhkhkhkhkhkhkhkkhkkhkkkkkkkkkkkk
L1-17 G A C GGCAAAGGACAC G GGACAAAACGGCAACCAACAG. C CcC AAAATATA 4746
L1-21 GATCTCATAAAA C GGCAAAGGACAC G GGACAAAATGGCAACCAACAG. C CC AAAATATA 5092
L1-8 GATCICATAAAA C GGCAAAGGACAC G GGACAAAACGGCAACCAACAG. C CcC A ATAT2 4954
L1-13 GATCTCATAAAA C GGCAAAGGACAC G GGACAAAACGGCAACCAACAG. C CcC AAAATATA 4957
L1-12 GATCTCATAAAA C GGCAAAGGACAC G GGACAAAACGGCAACCAACAG. C CcC AAAATATA 4954
L1-3 GATCICATAAAA C GGCAAAGGACAC G GGACAAAACGGCAACCAACAG. C CCAACCC A ATAT2 4960
L1-23 GATCTCATAAAA C GGCAAAGGACAC G GGACAAAACGGCAACCAACAG. C CCAACCC AAAATATA 4959
L1-22 GATCTCATAAAA C GGCAAAGGACAC G GGACAAAACGGCAACCAACAG. C CcC CcC AAAATATA 4930
L1-10 GATCTCATAAAZ C GGCAAAGGACAC G GGACAAAACGGCAACCAACAG. C CcC cC A ATAT2 4954
L1-19 GATCETCATAAAA C GGCAAAGGACAC G GGACAAAACGGCAACCAACAG. C CcC CCAAAATATA 5070
ruler
* Khkkkkk hhkkhkhkhkhkhkhkkk hhkhkhkhkhkhkhkhkhkhkk * *hhkhkhkhkhkhkhkhkhkhkhkhkhkk hhkhkhkhkhhkhkhkhhkhkhkhkhkhhkhk hhkhkhkhkkhk % hhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkk *hhkhkhkhkk *hkhkk *hhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkdk *hkhkhkhkhkhkhkhkhkhkkhkkk
L1-17 CACAGGGAAACAAATAA A CAGAGC CAAAG CACAGCTGAGG GCCG. 'GGCTGAGAAACACC G. GCTCAAC C 4896
L1-21 CGCAGGGACACAAATAA ATTA AR CAGAGC CAAAG CACAGCTGAGG GCCG. 'GGCTGAGAAACACC G. CAAC GGTC. 5242
L1-8 CGCAGGGAGACAAATAA ATTA AR CAGAGC CAAAG CACAGCTGAGG GCCG. 'GGCTGAGAAACACC G. CAAC C 5104
L1-13 CGCAGGGAGACAAATAA A A AR CAGAGC CAAAG CACAGCTGAGG GCCG. 'GGCTGAGAAACACC G. CAAC C 5107
L1-12 CGCAGGGAAACAAATAA A CAGAGC CAAAG CACAGCTGAGG GCCG. 'GGCTGAGAAACACC G. CAAC C 5104
L1-3 CGCAGGGAAACAAATAA A CAGAGC CAAAG CACAGCTGAGG GCCG. 'GGCTGAGAAACACC G. CAAC C 5110
L1-23 CGCAGGGAAACAAATAA A A AR CAGAGC CAAAG CACAGCTGAGG CCG 'GGCTGAGAAACACC G. CAACACC C 5109
L1-22 CGCAGGGAAACAAATAA ATTA AATGGT CAGAGC CAAAC CACAGCTGAGG GCCG. 'GACTGAGAAACACC G. CAACATC C 5080
L1-10 CACAGGGAAAC“‘ AR ATTA AR CAGAGC CAAAG CACAGCTGAGG GCCG. 'GGCGGAGAAACACC G. CAACATC C 5104
L1-19 CGCAGGGAAACH A CAGAGC CAAAG CACAGCTGAGG GCCG. GGCTGAGAAACACC G. CAACATC C 5220
ruler ......5110......5120......5130......5140......5150......5160......5170......5180......5190......5200......5210......5220......5230......5240......5250
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CACCTCACACCAGTGAG GGC GATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGG, 'GGAGAAAGAGGAACACTCCTCC G GCAGACTG CcC C CAGTC 5045
CACCTCACACCAGTGAG GGC GATCAAAAACTCAGGTGACAGCTGATGCTAGCGAGG. GGAGAAAGAGGAACACTCCTCC G GCAGAGTG cC C CAGTC 5391
CACCTCACACCAGTGCG: GGC GATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGG, 'GGAGAAAGAGGAACACTCCTCC G GCGGACTG CcC C CAGTC 5253
CACCTCACACCAGTGCG GGC GATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGG, 'GGAGAAAGAGGAACACTCCTCC G GCGGACTG CcC C CAGTC 5256
CACCTCACACCAGTGCG GGC GATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGG, GGAGAAAGAGGAACACTCCTCC G GCAGACTG cC C CAGTC 5253
CACCTCACACCAGTGCG: GGC G. CAGGTGACAGCAGATGCTGGCGAG 'GGAGAAAGAGGAACACTCCTCC G GCAGACTG CcC C CAGTC 5259
CACCTCACACCAGTGCG GGC G. CAGGTGACAGCAGATGCTGGCGAG 'GGAGAAAGAGGAACACTCCTCC G GCAGACTG CcC C CAGTC 5258
CACCTCACACCAGTGAG GGC G. CAGGTGACAGCAGATGCTGGCGAGG. 'GGAGAAAGAGGAACACTCC G GCAGACTG CcC C C C 5230
CACCTCACACCAGTGAG: GGC G. CAGGGGACAACAGATGCTGGCGAGG. 'GGAGAAAGAGGAACACTCC G GCAAACTG CAACC C CAGTC 5253
CACCTCACACCAGTGAG G. CAGGGGACAACAGATGCTGGCGAGG. GGAGAAAGAGGAACAC G GCATACTG! CAACC C C 5369
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'GAGGATCCAGC CCCAAAAG. 'GGAAAGAACCCAG
GAGGATCCAGC CCCAAA-G GGAAAGAACCCAG
GAGGATCCAGC CCCAAAAG GGAAAGAACCCAG
GAGGATCCAGC CCCAAAAG. 'GGAAAGAACCCAG
GAGGATCCAGC CCCAAAAG. GGAAAGAACCCAG
GAGGATCCAGC CCCAAAAG GGAAAGAACCCAG
GAGGATCCAGC CCCAAAAG. 'GGAAAGAACCCAG
GAGGATCCAGC CCCAAAAC GGAAAGAACCCAG
GAGGATCCGGC CCCAAAAG GAAAGAACCCAG
GAGG. CCCAAAAG. 'GGAAAGAACCCAG
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CAACAGAGG. CAAAAAC---GA GGC. GGAAC AAAATA GA! CCC, CACA
GGC GGAAC A ATA GA CCC CACA
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GGAAC A ATA GA! CCC, CACA
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GAAAGAC. CATG! GCACTC G. GGC GCCC, GCTTG. CCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGGTC G. GCTTCACTICC 'GAGAAAAAAG. CCC
GAAAGAC. CATG! GCACTC. G. GGC GCCC. GCTTG. CCCTAGATGCCTAGAACAAAGGAAACTCAAGACGGATGATC G. GCTTCACICCTIT-C! 'GAGGAAAAAG. CCC
GAAAGAC CATG. GCACTC, G. GGC GCCC. GCTTG. CCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATC G. GCTTCACTCCTTC GAGGAAAAAG
GAAAGAC. CATG. GCACTC G. GGC GCCC, GCTTG. CCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATC G. GCTTCACTICCTTC 'GAGGAAAAAG.
GAAAGAC. CATG! CACTC G. GGC GCCC. GCTTG. CCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATC G. GCTTCACTICCTTC 'GAGGAAAAAG.
GAAAGAC CATG! GCACTC, G. GGC GCCC. GCTTG. CCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATC G. GCTTCACTCCTTC GAGGAAAAAG
GAAAGAC. CATG! GCACTC G. GGC GCCC, GCTTG. CCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATC G. GCTTCACTICCTTC GAGGAAAAAG.
GAAAGAC. CATG! GCACTC. G. GGC GCCG. GCTTG. CCCTAGATCICTAGAACAAACGAAACTCAAGACGGATGATC G. GCTTCACTICCTTC 'GAGGAAAAAG
GAAAGAC CATG! GCACTICACTG GGC GCCC. GCTTG. CCC GCCTAGAAC 'GAAACTCAAGACAGATGATC G. G CACTCCTTCTT-AAAAGGGGAACAAG.
GAAAGAC, CATG! GCACTC G. GGC GCCC, GCTTG. GCCCTAGATGCC GAACQ??IGAAAC CAAGACG. GATC, G. GCTTCACICCTTIC GGGGGAACAAG.
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GGCAGGGAAGGGAGAAGCAAAGAATAAR GAAGGAACACCC CAGAGCCTGCCGCAC GGCCC C CAGCCACCC GACAAGATGGATGAAGCAAAGAAGTGCAGACTGACAGGAGCCGG. G
GGCAGGGAAGGGAGAGGCAAAGA ANA2 GAAGGAACACCC CAGAGCCTGCCCCAC GGCCC C CAGCCACCC. GACAAG. GAAGCAAAGAAGTGCAGACTGACAGGAGCCGG. G

CAGGGAAGGGAGAGGCAAAGA AR GAAGGAACACCC CAGAGCTITGCCCCAC GGTCC C CAGCCACCC, GACAAG GAAGCAAAGAAGTGCAGACTGACAGGAGCCGG. G

CAGGGAAGGGAGAGGCAAAGA AnA2 GAAGGAACACCC CAGAGCTTGCCCCAC GGTICC C CAGCCACCC GACAAG. GAAGCAAAGAAGIGCAGACTGACAGGAGCCGG: G
GGCAGGGAATAGAGAGGCAAAGA ANA2 GAAGGAACACCC CAGAGCCTGCCCCAC GGCCC C CAGCCACCC, GACAAG. GAAGCAAAGAAGTGCAGACTGACAGGAGCCGG. G
GGCAGGGAAGGGAGAGGCAAAGA AR GAAGGAACACCC CAGAGCCTGICCCAC. GGCCC C CAGCCACCC, GGACTAG. GAAGCAAAGAAGTGCAGACTGACAGGAGCCGG. G
GGCAGGGAAGGGAGAGGCAAAGR AnA2 GAAGGAACACCC CAGAGCCTGCCCCAC GGCCC C CAGCCACCC GGACTAG. GAAGCAAAGAAGIGCAGACTGACAGGAGCCGG: G
GGCAGGGAAGGGAGAGGCAAAGA ANA2 GAAGGAACACCC CAGAGCCTGCCCCAC GGCCC C CAGCCACCC, GACAAG. GAAGCAAAGAAGTGCAGACTGACAGGAGCCGG. G
GGCAGGGAAGAGAGAGGCAAAGA AR GAAGGAACACCC CAGAGTCTGCCCCAC. GGCCCATGC. CAGCCATCC GACAAG. GAAGCAAAGAAGTGCAGACTGACAGGAGCCGG. G
GGCAGGGAAGGGAGAGGCAAAGR EE“ GAAGGAACACCC CAGAGCCIGCCCCAC GGCCC C CAGCCACCC GAAGCAAAGAAGIGCAGACTGACAGGAGCCGG: G
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