I-21p-type

L1-8 MARGKRRNPSNRNQDYMPSSEPNSPTKTNMEYSNTPEKQDLVSKSYL IMMPEDFKKDMNTLRETQEN INKQVEAYREESQKSLKEFQENT IKQLKELKME ITEAIKKEHMETTLD IENQKK
L1-13 MARGKRRNPSNRNQDYMPSSEPNSPTKTNMEYSNTPEKQDLVSKSYL IMMLEDFKKDMNTLRETQEN INKQVEAYREESQKSLKEFQENT IKQLKELKME IEATKKEHMETTLD IENQKK
L1-12 MARGKRRNPSNRNQDYMPSSEPNSPTKTNMEYPNTPEKQDLVSKSYL IMMLEDFKKDMNTLREAQEN INKQVKAYREESQKSLKEFQENT IKQLKELKME IEATKKEHMETTLD IENQKK
L1-3 MARGKRRNPSNRNQDCMPSSEPNSPAKTNMEYPNTPEKQDLVSKSYL IMMLEDFKKDMNTLRETQE I INKQVEAYREEWQKSLKEFQENT I KQMKELKME I EATKKEHMETTLD IENQKK
L1-23 MARGKRRNPSNRNQDCMPSSEPNSPTKTNMEYPNTPEKQDLVSKSYL IMMLEDFKKDMNTLRETQE I INKQVEAYREEWQKSLKEFQENT IKQMKELKME IEATKKEHMETTLD IENQKK
L1-10 MARGKRRNPSNRNQDYMPSLEPNSPTKTNMEYPNTPEKQDLVSKSYL IMMLEDFKKDMNTLRETQEN INKQVEAYREESQKSLKEFQENT IKQLKELKME IEATKKEHMETTLD I1ENQKK

heptads abcdefgabcdefgabcdefgabcdefg abcdefgabcdefgabcdefgabcdefgab
NLS KKEHMETTLD IENQKK
L1-8 RQGAVDTSFTNRIQEMEERISGAEDSIEMIDSTVKDNVKQKKLLVONIQEIQDSMRRSNLRIIGIEESEDSQLK- -~~~ -=-=---==----= TLEEARN 357
L1-13 RQGAVDTSFTNRIQEMEERISGAEDSIEMIDSTVKDNVKQKKLLVONIQEIQDSMRRSNLRIIGIEESEDSQLK------------------ TLEEARN 357
L1-12 RQGAVDTSFTNRIQEMEERISGAEDSIEIIDSTVKDNVKRKKLLVONIQEIQDSMRRSNLRIIGIEESEDSQLK-----------==----- TLEEARN 357
L1-3 RQGAVDTSFTNRIQEMEERISGAEDSIEIIDSTVKDNVKRKKLLVONIQEIQDSMRRSNLRIIGIEESEDSQLK------==---==----- TLEEARN 357
L1-23 RQGAVDTSFTNRIQEMEERISGAEDSIEIIDSTVKDNVKRKKLLVONIQEIQDSMRGSNLRIIGIEESEDSQLK------------------ TLEEARN 357
L1-10 RQGAVDTSLTNRIQEMEERISGAEDSIEIIDSTVKDNVKRKKLLVONIQEVODSMRRSNLRIIGIEESEDSQLK------=-=----=----- TLEEARN 357
heptads cdefgabcdefgabcdefgabcdefgabcdefgabcdefgabcdefgabcdefg
NLS R KRKK
I-21a-type
L1-17 MARGKRRNPSNRNQDYMAPSEPNSPIKTNMEYPNTPEKQDLVSKSFLIMMLEDFKKDVKNSLREQVEAYREESQKCLKE- - - - - - - FQENINKQVEAHREETQKPLKEFQENINKQVEAH
L1-19 MARGKRRNPSNRNQDYMASSEPNSPTKANTEYPNTLENQDLVSKSYLIMMLEDVKKDVKNSLREQVEAYRQESQKSLKE- - - - - - - FKEIINKQVEAHREESQKSQKEFQEIINTKVEAH
L1-21 MARGKRRNPSNRNQDYMAPSEPNSPIKTNMDIPNTPEKQDLFSKSYLIMMLEDFQKDMKNSLREQVEAYREESQKCLKESQKSLKEFQENINKQVEAHREETQKSLKEFQENINKQVEAH
heptads abcdefgabcdefgabcdElls Eefgabcdefg

defgabc
L1-17 REETQKSLKEFQENTIKQLKELKMEIEATIKKEHMETTLDIENQKKRQGAVDTSFTNRIQEMEERI SGAEDSIEI IDSTVKDNVKRKKLLVQNIQEIQDSMRRS - - - - - - TLEEARK 395
L1-19 REVSQKSLKEFQENTIKQLKELKMEIEATIKKEHMETTLDIENQKKRQGVVDTSFTNRIQEMEERI SGAEDSIEI INSTVKDNVKWKELLVONIQEIQDSMRRS - - - - - - TLEEARN 395
L1-21 REETQKSLKEFQENTIKQLKELKMEIEPIKKEHMETTLDIENQKKRQGAVDTSFTNRIQEMEERI SGAEDSIEI IDSTVKDNVKRKKLLVQNIQRIQDSMRRS - - - - - - TLEEARN 402
heptads abcdefgabcdefgabcdefgabcdefgabcdefgabcdefgabecdefgabcdefgabecdefgabcdefgabcdefgabedefg
NLS KKEHMETTLD IENQKKR KRKK

Kirilyuk et al. Fig. S2B



