
                                                                                                                                                               
 UID132_ TTATCCACTGCCTGCTGTAAGTCACAGCATGACTACACCTCCATCTCCTCCACCTATTTTCTCATGTTCCTCCCACATCAGAAGCTAGCAGAGAGGTTTACGTTTGCATGATTTTCTCAGTATGCTACCTCTCTTACTCAGGCATGTTCA   150
 UID711_ ------------------------------------------------------------------------------------------------------------------------------------------------------
  UID26_ ------------------------------------------------------------------------------------------------------------------------------------------------------
  UID44_ ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID341_ ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID125_ ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID308_ ------------------------------------------------------------------------------------------------------------------------------------------------------
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ ------------------------------------------------------------------------------------------------------------------------------------------------------
   ruler 1.......10........20........30........40........50........60........70........80........90.......100.......110.......120.......130.......140.......150

                                                                                                                                                               
 UID132_ GGGGAAGAGAACTAAACCTCAGTATTATGTCTTATGATCCACAACAAAGACTAAATATCAGCTACTACAGCCTGCCTATGATCTTGTCCTAAATGTACTACTTTCAAAGACTTCAATACACAGTCCATCAGTCAGCCATTTTAAATACGT   300
 UID711_ ------------------------------------------------------------------------------------------------------------------------------------------------------
  UID26_ ------------------------------------------------------------------------------------------------------------------------------------------------------
  UID44_ ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID341_ ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID125_ ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID308_ ------------------------------------------------------------------------------------------------------------------------------------------------------
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ ------------------------------------------------------------------------------------------------------------------------------------------------------
   ruler .......160.......170.......180.......190.......200.......210.......220.......230.......240.......250.......260.......270.......280.......290.......300

                                                                                                                                                               
 UID132_ CCTGAGACCCACAAGGTGAACCCCATTTGTCAAGAAGACATGAGAAGACAGCCACTGTGGAATTACCCCCAAGGTTGCTCCACCCTCACCTCAACTTAAGATGTCTTTGCCATCCATTGGGGAGGGAACATGCTATTGCAAGAAAAACAT   450
 UID711_ ------------------------------------------------------------------------------------------------------------------------------------------------------
  UID26_ ------------------------------------------------------------------------------------------------------------------------------------------------------
  UID44_ ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID341_ ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID125_ ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID308_ ------------------------------------------------------------------------------------------------------------------------------------------------------
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ ------------------------------------------------------------------------------------------------------------------------------------------------------
   ruler .......310.......320.......330.......340.......350.......360.......370.......380.......390.......400.......410.......420.......430.......440.......450

                                                                                                                                                               
 UID132_ ACATGCCACATGGGGGAAGGTTACCTATCTCCTTCGGCTTGTCCCCATCTACTCTACACTAAATGAATCATGATTGATTGTGTATTACTCACTACATGGTAGGCCACAAAATCACTCCTCATTGACTCTTTT-TTGTTCTTGTTGTTTTG   599
 UID711_ -----------------------------------------------------------------------------------------------------------AAAAGGTCTTCCCGGGGAATCAGTA-TCCCTGAACTCAAGCAG    42
  UID26_ --------------------------------------------------------------------------------------------------ACTCACCTGGAAACATTCTGAGACTAATTCAGTG-GCTTAGGCTCTCAAAAA    51
  UID44_ -------------------------------------------------------------------------------------------------------------------------------CAGTAAGCCTCCAAGATGACAAT    23
 UID341_ -----------------------------------------------------------------------------------------------AATGAGGTATTGTAGATGTCCTGTTCCTCACTGAGCACCCATAAGTCATTTATTG    55
 UID125_ ----------------------------------------------------------------------------------------------------------------------ATACTTGGGCATCAGAACTTTTCCTTTTGGAA    32
 UID308_ ------------------------------------------------------------------------------------------------------------------------------------------------------
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ --------------------------------------------------------------------------------------------------------ATGAGTGCGTTTTGAGTCTGAGGAATGGTTGGGACTCTGCAGAGGG    46
   ruler .......460.......470.......480.......490.......500.......510.......520.......530.......540.......550.......560.......570.......580.......590.......600
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 UID132_ CTATTAG-AATTATTGTAGAAGCACAAGCCTGGTGACCTGGGCCCA-ATTCTTGGAGGACACATAAAG--GCAGGAAA--GAGCTAACCCCACAGAGTTGTCCACTGACCTTCACACACACATC-CACAT-ATCATGCACACATATATAA   741
 UID711_ TATTACA-GAGCAATAGTGATAAAAAAACTGCATGGTATTGGTACA-G----AGACAGACAGATAGACCTGTGGAATA--GAATTGAAGACCCAGAAATG------AACCCACACACCTATGGT-CACTTGATTTTTGACAAAGGAGCCA   177
  UID26_ ATATCAA-TGTCGTGAAGGTCAAGGAAGGTCCAAGAAGTAGGGAAATAAAATAGGAAAACAGAAGTCTTCATGGCATCCTACACCTGCATCCCACACCTGT-----ATTCTACACCTGCATCCTACACCT-GCATCCCACACCTGTATTC   194
  UID44_ TTAGTAA-TTTAGTAAGGAGAATAAAAGTTCCTTTTCCAAAACCCCAACTCATAATAGCCATTCATCCACATGTTAAC---AGTGGATAACAGA-ATGTATA----AACAGATTCATGTAAGAGGATAATATTGTTCTGTGTTTGGTCCC   164
 UID341_ TTAGTAC-TTTGATCTGTTATGAGCATCTACAGTCACTGTTGCTCACTGCAAAAGGAATCTTCTTGGACCAAGTAAACA-GCAGCACTAATATACAGGCAATA---AGCATAGCTGTTTAGAAGGCAATT--TGATAGACATATAAAGTC   198
 UID125_ AAAAAAC-TATTGCATGAAGTGTTGAAGTCCTCTAGGTTTTTTATCTCCTATGTATTGATAACATTCTATGAATAAAAT--AACCAATAGCTAAGCAGAT------ATTATATATTAATTTTAT-TAGGTTGTTTCACAAATTTGGAGCA   172
 UID308_ ------A-AAATACAAGAAATCGACAACCCAATTAATAAACCGGCTAAACAAATGAAGAGGCAGTGCTCAAAAGAGGAA-CTGCAAATGGCAAAAAAGCTTT-----CCAAAAACATGAACAATGTCTGTCTTCACGAGCCATCAGAGAA   137
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ CTGTAAACTGTGGATAAGAACAGAGTGATTTATTACCCCAGATATTCTGAATGGGAAGGCTGCCAGTGCTGTGTTTCCC-AATGTGTTAGTTTTACTTTACA----ATCTGGTACAAAAAGAACATTAGA-ATTAAAAATAAATAAAAAG   190
   ruler .......610.......620.......630.......640.......650.......660.......670.......680.......690.......700.......710.......720.......730.......740.......750

                                                                                                                                                               
 UID132_ AAACACATATATACAAATAGTATAATAG-TAGTAATAATATAGGAATTTAGGGGCCAGTGATATGATTCAGACACATTACG-ATCAGAGTTAGATTCCTGTAACCCACATGGTAAAAGGATAGAAATATTCCTGAAAG---TTGTCCTTT   886
 UID711_ AAACAATCCAATGGAAAAAAGATAGCAC-TTTCAGCAA-ATGGTGCT----GGTTCAACTGGA-GGTCAACATGTAGAAGA-AT-GCAGATCGATCCATGCTTATCACCCTGTACAAATCTTAAG----TCC---AAG---TGGATCAAG   308
  UID26_ TA-CACCTGCATCCTACACCTGCATCCCACACCTGCATCCTACACCTGCAACCCATACCTGAATTCTACTCCTGCATCCCACATCTGAATCCTACACCTGTATTCTACACC-TGCATCCTACACCTGCATCCCACACC---TGCATCCTA   339
  UID44_ TATTTGGCATGTCT-----GTAAAGCTCATTTCTGTAGCTCATTACTTGGATGCATTATTAAAGTAGAATACTCTTTGGTAAAGCAAATAATCACCTCTA-ACTTAAAAAGATAAATGGGCTGAAGAGATGTTGCAAT---GGCTAAAAG   305
 UID341_ CACTTTTCAAACCAATAACAGTAGCTATTCCACTAAGGCCTATAACC----TCTCTAGTCACAGGCTGATTGTGCATTACAGTACAAAGAGTCAATTCCCTCCTATAGTGCTGGCATCAAACCAA---ATCAGGGAAC---AGTTGTTTA   338
 UID125_ CA-TAGTTGCTTTCCCCCTCTAAAGTAATAAAGTAGAGCCTTTAGCA--GAGACATGGCTCAAAGCTGCTCCTGTAAGGCTTGAGTTCTGTTACATCATCCACATGGCAGGTCACAACTGCCTCTAACATCCCAGTTCCCAGGGATCTAG   319
 UID308_ ATGCAAGTCAGAACAACCCTGAGATTTC--ATCCACAGTCTGCCTATCAGATACAAAGAATGCGGTATCAGATGCTGGCAGAATGTGGACTACAGGGAGGGGCTTTATCCGGTGTGGGCAGAATAGGAGTGCACCAGC--------CCGG   277
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ GAGAAAATGTGGGTGGC-TTGGCGTAGTTTTTCAATGTACAGCTATTTCTTAATTTACTTAATTGACCCTTTTGTGGCATA-TTTAGATTTTTTTTCTGGTTCTGTCTGTAATGTATAACCCAAAGAACACTATCTGCCGTGGGGAATGC   338
   ruler .......760.......770.......780.......790.......800.......810.......820.......830.......840.......850.......860.......870.......880.......890.......900

                                                                                                                                                               
 UID132_ GATCTCAACATATATGCCAC-AATTCATTTGTGTCCACAAACATACATGTGCATATAAACACATTAAA-ATTGATGTAATAAAAAGTTAAACTAAAGATTTACTATAAAATCTTACATTTATTATAAAAACTGTTACA----ATTTGCTG  1030
 UID711_ GACCTCCACA-ATGAACCA--GATACACTCAAACTAATAGGACAAAAAGTGGAGAAGAATCTGGAACACATGGGCACTGGAGAAAATTTCCTGAACAGAACACCAATGGCTTATGCTCTAAGATCAAGAATTGACAAATGGGATCTCATA   455
  UID26_ GACCTGCATC-CCACATCTG-AATCC-TTCACATGCAT---CCTACATCTGTA-ACGTATATGCTATA-GTAGATATTGAAGATAATTGGAGTATTGTCTTGACTTTTA-TATTATAATTATTTCAA-AGTAGCAACA----AAATAGTT   475
  UID44_ CATTTGAATCTGGGTTCACA-AGTAC---CACATACAT---GTGGTGCACGTACATATATGCAATCAAAACACACAAAGTAAAAAATAATAATAATAGCTTTCCTT--GCTCGCCGAGTCCTCTGTAGGCAAGCTAAGCTG-CTCTGATC   445
 UID341_ TCCCCAAACAGACTTGCCACTATTACCAGTAGACACTTTGTGCTGAGCCAGTA---GTATTTGTTC---ACAAAGGGTGAAAAAAAC-------ATGGCTTACAAA-------AGTAGTCTGCTCCATGCCTACCAAC----ATGTTGAC   464
 UID125_ CACCTTCTTCTGGTCTCCCTAGGTTTCTGCATATTTTC-----GGTGCACATAAACTCATGCAGCGCGCGCACACACACACACACACACACACACACACACACACA-----CACACATCCATATAAATAAAATAAATA---AATATTTTT   456
 UID308_ CCTCTATGGGAATCTGTATGGAGTTTATCAAAGGACTT-----TGAGTACGGGACTGGAGAGGGGGC--GCAGGGTGAGGAGCACCTGGCTCTCCCAGAGGACCCACATTCCGTTCCAGCACCACACAGAGCTCATAACTATCTGTAACT   420
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ TGTCTGACCTCTAGCAGCTCCCACTTTACCTCATTCCC-----TTTCTGTGAGAATGATGGGAGAACTCTCCCATAGTCATGCTACATTACCAGCTAGGGGATTTT-------TGCCGGTATAATTAAAGTAGCTAATTCG-TCGGCTTT   475
   ruler .......910.......920.......930.......940.......950.......960.......970.......980.......990......1000......1010......1020......1030......1040......1050

                                                                                                                                                               
 UID132_ GAGTTACAAA---TTCAAAGTACTATACATGCTGTTTTAATAATATACTGATA--TAACTGGT-CATATTTTAAAACTAATGTTGATGCTTC--TGAATTTACAACTTCTTCTACATAGTCTGATTTTATTGCATTTCCAACTTTATATT  1172
 UID711_ AAACTGCAAAGCTTCTGTAAGGCAAAGGACACTGTTGTTAGGACAAAACGACAACCAACAGAT-TGGGA--AAAGATCTTTACCAATCCTACAATGGATAGAGGGCTTATT-TCCAAAATATA----CAAAGAACTCAAGATGTTAGACC   597
  UID26_ AACCAATGAATGAAGCACAAAGCCTGTAAATTTTCTCAAGCAGAAGAGAAATACACACCATATATGCATGTTAAATATACTACAGGTTTCAT-----ATAGCAAACTTCAG--AAAAAGAAAAACAATAATAAGGCCAATGTGGTATGTT   618
  UID44_ AGCCTGCTA-----TCACAGGACCTCCATTCTTGCTCCACCTCTCTGTCCACCTTCATCAGACCTGCAGCTCCTGAACCATACAGACCATGA-----ATACTGAACCATACAGACCAAGGATACCAATCAGAAGCTTGCCATACTAGGAC   585
 UID341_ AACTAGCTAT-CAGGAAAAATAATTCCAGTATTGTTCTGGTTTCATTTCCCTAGTCCACAAAC--CAAGGTACTATACCCTTAGGGCTATAC------TACAGAATTTTGG-----TGGAAAGTCATTATTGTTTGGGTAGACTCAGAGA   600
 UID125_ AAAAAAGCAGAGAGTAACATGAAAGGTGTTCGTAGCATATTTCTGTAAAATAA--CCTCAGAT---CATTTTTTTTTTCCTTTCGGAGCTGA-----GGACCGAACCCAGG----GCCTTGCGCTTGCTAGGCAAGCGCTCTACCACTGA   592
 UID308_ CCGGTTCCAGGGGATCTGAGGACCCCCCTTTGTCCTCCAGGGTTCTGTGCACACGCAGTGCATAGAGATACATGCAGGCAAAACACTCATGT-----GTATAAAACACATCTATCACATGACCCAAACATGCCACTCCTGATATT-TAGT   564
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ GAGTTACTAGAAAGGGAGATAGTCTGTGTGAGTCTGACTTCACCACATGAACCCTTTAAAAGCAGTTAGGAGAGGAATCAAAGAAAGTCAAAATGTATAAGAGACTTGGACAGGAGGAGTTTTCTCTGTTGGGAAATGAAGTCCAGAGGC   625
   ruler ......1060......1070......1080......1090......1100......1110......1120......1130......1140......1150......1160......1170......1180......1190......1200
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 UID132_ TCTATTTCTTTAAATGCACACTT-AATTTAAGAATATTAAATTATCATAGAAAGTAATTTAGGAGTTCAAAATAT-GGATCTTTAAATATTATCTTGGGT----TTTGCCATATTGAATCATATCAAAAACTCTTCTT--TACAAAAAAT  1314
 UID711_ ACAGGGAGACAAATAACCCTATT-AAAAAATGGAGTTCAGA--GCTAAACAAAG-AATTCACAGCTGAGGAATGCCGAATGGCTGAGAAACACCTAAAGAAATGTTCAACATCTTTAGTCATAAGGGAAATGCAAATC--AAAACAACCC   741
  UID26_ AAAATGTACTTAATATCAGGCTT-TGTGGCCAGGCCTTTGATACCAGCACTGGGGAGGCAAAAGTGCATGGATTAAACACACTGGTGATTTACTCCAAGT--TACCAGTTGGAGGTAATCACATTAAGGAAATCAATC--AAAAGTCAAT   763
  UID44_ CACCTTCCAACACCAGTACACAA-CAGGAATATCTAAAGACCAAAGCCATCCAGATGGCTAAAAGCTCACGAAAGAACACAATGAACAAAAACCTGGGCA---ATATGACACCTTCAGA-GCACAAGTATCCTACTAT--AGCAAACCCT   728
 UID341_ ATTCTCTGACTAGC-TCATAGGG-AAGTAGTCCACCTTCGGCACTGAGATTTTCATTTCATAACCTAGGAGCAACAAAGCTTATTTTTATTATGTTATGT--TATTGGTAGTGAGTATACACACCACTTACCAGATTTCTTCCTTAGCCT   746
 UID125_ GCTAAATCCCCAACCCCTCAGAT-CATTTTTTTTCTCATACTTCCCTACACAATTCTGTTATACCAGGTGGGCTCCAGAGATTAAACTCAGAT---AGGCATTCGTGGTGGCAAGTATCTTTACCAGTTGTGCTTTCT--TGCTGGTCCT   736
 UID308_ GAAAGAACTCCAAGTCAACACAT-CAGGAGTC--CATTAGATGTCTAGAGGAAT-GGGTAAAGAATTGTGTACATAAAAGAATGTGTGTGTGTGT-GTGT----GTGTGTGTGTGTGTGTGCACGCGTGCGCGCGCAC---ATACAACAC   702
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ AAGATATGACAGAGGGCTCAAGTGTGGAGAGTGGTTCCTGGCAACCACCATCAAATGCAGGACCTTCACTCCTACAGCAGCAAGGAGCTAAGTTCTGGAT------GACCTCAGGGAGACTTGGGAGCTAGTTCTTCC-------TCCTG   762
   ruler ......1210......1220......1230......1240......1250......1260......1270......1280......1290......1300......1310......1320......1330......1340......1350

                                                                                                                                                               
 UID132_ AAATTTTTCATAAGC-AAATTTTTATGATT-TTGTGTTCTAAA-ATATTATTTGCAA-CTATGTTTTG--TCTTGATATAACTGTATTTTGCATTTATATCTACTGTTTTGTTTATTCTTGGTTTCATTAAGGCCCTATTTTAAAAATAA  1458
 UID711_ TGAGATTTCACCTCT-CACCAGGGAGAATGGCTAAGATCAAAA-ACTCAGGTGACAG-CAAATGGTGG--TGAGGATGTGGA-GAAAGAGGAACACTCCTCCATTGTTGGTGGGATTGCAGACT--GGTAGAGCC--ATTCTGGAAAT--   879
  UID26_ GAAAATCAGGTTAATGAAAGAAATACAAAGTTTCCCTTGGAGTCACCTAAGAGAAAGTCTAGATTTTAACTGTTTACTTTGTGATACCTGTGCCTTATGTTTTCT-TTCTGTCTGTTATGAGTCTGAATCTGTGCCTGCCTGAAGAATG-   911
  UID44_ GGATATCCTAACACA--ACCAAAGAACAAGGAAATGACCTTAAATCCAATCTTGTAAAGATGATAGAGGCCTTCAAAGAGGAAATGTATAAATCCTTTAAGGAAA-TACAGGAAAATACAATAAAAAAAAGGTGGAGGTCTTTAAAGAGG   875
 UID341_ TTATATTTTATTCAGTTATTTCTAATAATGATTACAGTTCATTAAATTAAACATTGTTCACTTAGTTT--TCTAGATGGAAAAGTCACCCAGCATGCAGTGGTCCAGTGGTGAAGCAAAGAGTTAAGACAAGAACACATTCTTCTCATT-   893
 UID125_ GTATCTTTTGATTATGTATGTATGTTGCTG-TAAAATTATAAAAAAAAAAATGCTGTCTTTTACCCTG--CATTAGATCCAACACCATAGTGCCCTAAGATATCT--GGTAGATATCTTCATCTCAGTCAGCAAAGCGTCTCACCTGCT-   880
 UID308_ AAAAGTAAAGTCAAAGTATCTAGGAAAACAAAAGGAATAAATAAGAGGGGCAAGAAAAGGAGGGGGAG----GAAGGGATATGCCTAAGGTACTATATCTGCACGAAAATTAAAAAATCAAGAAGAAAGAAGAGGTGAGTGGAGAAATGA   848
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ ATTTCTGCTGTGTGAGACCCTGGAGACCCAGCTAAGCTGTCCCGGATGGGGTTCTGACCTATGGGCATCTATGATAATAAATAGGGGCTGGACTGGAAGAGCTCAGTCGGTAGGAGTACTTACTGCCCTTGTAGAAGACCTTGTAGACCT   912
   ruler ......1360......1370......1380......1390......1400......1410......1420......1430......1440......1450......1460......1470......1480......1490......1500

                                                                                                                                                               
 UID132_ TAAAAACCACAGGATGTCTTTTACACTGAAACTTTAGG-ATCTCA-ACATGAAGACTATGTATCATAAACATTTGTTTGTGTGCTTAAAAAGGGG--AACCAA-TGGGCTGAATATGATCAAAATATATTATGTGATCTATGAAATTCTC  1603
 UID711_ --CAGTCTGGAGGTTCCTCAGAAAATTGGACATTGAACTACCTGA-GGACCCAAGCTATGTCTCTC------TTGGGCATATACCCAAAA-GATG--CCCCAA-C-------ATATAACAGAGACACATGGTCCAGTATGT----TCATA  1005
  UID26_ -CTCATTGTGAATCTTTCTCTCACATCTACTGTCTGACTCTGTGA-CTGTCT---CTATATGTC---------TGTCTGTCCCTATCGAG-GGTT--CCCTAC-TGAACAGTACAGAAGCATCACATGGTAAAGGAGTGGTACTCTTCCA  1043
  UID44_ -AAAGAAATAAATCCCTTAAAGATATAAAGGAGAAGACAATTAAACAGGTGAAGGAAATGAATAAAACTGCAATATCTGAGAGTGGAAACAGAAG--CAATAA-AGAG-AACACA-AACTGAGGCAATCCTGGTGATGGGAAACCTAGGG  1019
 UID341_ --CAAGTGAATTGCTTCTCAACCCAAATGGAAAATAAGTTTTGAGGACCCAAATCCCATGGGGGAGA------GAGCTGAACTCCCAGAAGTGTG--GACAAT-CC-----TGAGAGCTCAGAGGAGATGGCCACTTCTGCCCACTTCTG  1027
 UID125_ -----TTGCTCTATCCCATATCACACTGCGGATGGCTTCTTTCTGAGCCTGGTAACAGTCTCTCTAC-----CTGTCTACTTCCCAAGGTAGGTTGCCACCATGCCAGACATACACATCCCAATTTCGTGGCGGGCTAAAGTGTCTAGCC  1020
 UID308_ --AAAGGTAATTACACAGGTCTACAAAAAAAAAAAAAACCTTAAGAGAATCGCAGATATATTTATTA-----TTGTTCTGATGGTTTCATAGCTA-TGTCCATGTG------TCACACTTAGCAAGTCATACAATATATTTATATTTTTG   984
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ ----TTGCGGAGGCTCAGCTCCCTCCTCCCAGTGGTGGCTCACAATTGTCTGGAACTCCAACTC---------CACATGGAGTTCTAGATAAAGACTTTCTAGGT------TAAAAAGTTATGACAAA--ATATTTTAAGTTTTTTCTCT  1041
   ruler ......1510......1520......1530......1540......1550......1560......1570......1580......1590......1600......1610......1620......1630......1640......1650

                                                                                                                                                               
 UID132_ AAAACCTTAATTTAAACTC--ATACTTTTTAAA--AATGATAGTA-GAACTACTTA---GGTGTTCAATGCTGTTATGGGA--GTTTTC--TCTTTATACAGTATAGGAGAAACATATTTTGG-TGAGTGTTTGCTTTTGGAATATAATG  1740
 UID711_ GCAGCCTTATATATAATAG--CCAGAAGCTGGA--AAGAACCCAG-ATGCCCTTCA---ACAGAGGAATGGATACAGAAAAT-GTGGTA--CATCTACACAATGGACTACTACTTAGCTATCA-AAAACAATGACTTTATGAAATTCATA  1143
  UID26_ GAAACGTTTAATGAAGTTTTACTCAAGATTAAATCATTGGTTCTA-ACTGACCCCA---ACTGACCCAGAAAACAAGCAAAT-GCCAT---TATTTAT-CAAC-CAGTACATACATGTTGTGT-TCAACATTTACAGTGGATGTTCATTT  1182
  UID44_ AAGAGAACAGGAGCAACAGACAAAATCATCACCAACAGAATACAG-GATGGAAGAG---AGAAACTCAGGAATAGAAGATACCACTGAAGAAATTGATACACCAGTCAAAGAAAACGTTGAATCTAAACAATTCCTGACACAAAGCATCC  1165
 UID341_ CTCACATTCACTTCTGCCCAAGAGGAAACTGTATAGTGGTCTCTG-GATACAGGAATATAGGAGCAGTCAGTGGCAGGAACCTGCTGGTT-TCTGCCTGTGGCAAAAAATTAACTGAACCTGTCCCACAGCTCCCTGCACCCAAATCCTG  1175
 UID125_ ACCACACTCTCTTAAACTTAAGTCACCACATGAAAGAACACACAACGAAATAACCTCTGATCCAATTGATAATATATAATTCGCTCATCTAGACATACAAAGCCCTGTACACATCCATCCCTTAAGAATATTTATAACAACCTATAAATG  1170
 UID308_ GTATCCCAAAGTTTGGCTT----CAAAATTGTGATAATTCTCCAACCTTACCCTCC---AGGGTGCTGGGATTGAAGGTATGAGCCCCAAATTTGGTTAAACCATATCATTTACATATAGGTTACCAGAAGTCAAAAAAGCAATTTAGGA  1127
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ CATGTTGCTAATTTGTCTTCCTGATGTGCCTTGGAACAGCCTATGTGACATACCCT---GGAAAAAAGATGCTAGGGGAAAAAACTAACATCCAAGACGATTTATATTTTTCTTATCACTTGTAGGATTCTTTAGGGCACGGCCTATTTC  1188
   ruler ......1660......1670......1680......1690......1700......1710......1720......1730......1740......1750......1760......1770......1780......1790......1800
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 UID132_ -AAACATTCGTTTTCACTTTAAT--TGTAAATTTGGGCTCAGAAACTACTTTTAAAATATACAATCAAGTCTCTGCTCCCAGACCCGGTGAGAGAGAGAC-CCAACCGCCTGGTCAGGTGGGCACTCC-TGAGGCTGCAGAGCGGAAGAG  1885
 UID711_ -GGCAAATGGATGGAACTGGAAAA-TATCATCCTTGACCCGCGGATCCC------GGCCCGCAG-CAGCTCTCTGCTCCCAGACCCGGTGAGAGAGAGAC-CCAACTGCCTGGTCAGGTGGGCACTCC-TGAGGCTGCAGAGAGGAAGAG  1282
  UID26_ TAGAAGACTGCTTTCACACTCTG--TATTCACTGCATTTAGCAAAT---------GAGACATATGCATTTTTCTG------AGTCAGGGGCATGGAAGAC-CATGTAAT----TTAAGATTACATCTA-TGTATTAACTTAGTTTTAAAA  1309
  UID44_ AGAAAATCCAGAGTAAGATGAAAAAGACCAAACAAGAATAGCAGGAATAG---GGGCTGGGGGTTTAGCTCACTGGTA--GAGCGCTTGCCTAGGAAGAG-CAAGGCCCTGGGTTCGGTCCCCAGCTC-CGGAAAAAAAGAAAAGAAAAA  1308
 UID341_ TGGGGGAGAGAGCTGGACCCTCAGAAGTGCAGACAATCCTGAGAACTCAG-----AGGAGACAA-TAACCTTCTGCCCACATTCCTGACCCAAAAGGAAA-CCACCTAGAGCCATCAGTGCCCTCTGGGCACAGTGACCTAGGAGCAGTC  1318
 UID125_ TGCAGAGAGGAATCTTAACATCCGCCTCCATGTTCTCTCCACTGGTTATCCC--CTCTCTCCAGTCTCCTCCCTTCCCTAAAACTTTTCTCCTGCCCATC-CTTCCTTCTCGTCCAATGACAGGCCTCGTTCTATTTTGTACCTGCCTTC  1317
 UID308_ AAACTTTTTGAGCAAACCCAAACAAACTTACAAAGAATTTCCACATTGTAAC---TTTTCTTAGGATCCTCAGCATTTATATTTACACTGCATCAAAGTCACTTTGTACTGTGATTACTAAACGCTTGTTAAAGCTGTGAGGTCCTAGAC  1274
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ TTAGTTTAACTGTTGGCATCACGAAAATATTCTCTAACTTGTAGG---------------ATAG-CACTTCTCCTCTGCAATGTGTTCAGGGGAAAATGAATTCTGAGCTTAGTTAAGAGGATGAGCATCCGTAGTA---AATATTAGTT  1319
   ruler ......1810......1820......1830......1840......1850......1860......1870......1880......1890......1900......1910......1920......1930......1940......1950

                                                                                                                                                               
 UID132_ ACCACCAACACTGCT--CACCCCTGCCCACA-ACCCTGGCCC--AAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGG---AGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCGCCAGAACCTGAAAGAAACAGACCA  2027
 UID711_ ACCACCAACACTGCT--CACCCCTGCCCACA-TCCCTGGCCC--AAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGG---AGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCACCGGAACCTGAAAGAAACAGACCG  1424
  UID26_ GTTGGTTACGTGGGA--AATCCAAA---GCA-AATGAGGTT-------GGTTGCCATGTTGTTCTCCTACAGTCATGTTAAAC---AAGG----AGCGCACATAAGCATATCGGTCTGA-AGACTTACGCGACCTCAAGGG--------G  1430
  UID44_ AA-AATAACAGGAAT--AGAATAAGGTGAAG-AGTCTGGGCT--ACAAGGT--CCAGAAAATATTTCAA----TCAATTATAG---AAGA-----AAGCTTTTCTAATCTAAATAAAGAAATGCCTATAAACATTCAAGAAG------CT  1432
 UID341_ ACGGGCAAGACCCTTTGGGTTTTGGCCTACC-CCCATAGCT---GAAAGCCACTCACCAAGAACACCTACACACCCGAGAGCA---GAGGC--AAGACCAACTCTTCTGTGCCAACCAACCCACCTG-GAAACTTCAGGTAAAACAAACC  1458
 UID125_ GCCTGCATAATGACAT-CATCCTA---CATA-TGTATAGTCA--ATTAAACAGGTACTTGCTGATCTAAAATGGCTTTGAATA---GGAAT----GTGCAGTTGAGCCAGGGAGATCCAGAAGTA---GGATGCTGAGACT--------G  1442
 UID308_ TGTCTTATTATATTCTGAGACCCAGAAAGTGGAGTCCTGCTTACAGAAAGTATGTGTTCAATTCACTGAACTTACGTTTAATTTTTAAAATATTTACTTATGTATAGCACATGTATGGGGTGCCCTGGAGGCCATGGAGGGCGGCAGATG  1424
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ ACTGCCATTACTCCTTGCAACAGCCAATGCCAGCCATTGTCT---GTGGGAAGTCGAATAACATCCTTTTTAATTCATTAAGC---AATAT----TGATGTTTATACTTTTCTAGGGGAAAGGTCT----AATTT--------------G  1441
   ruler ......1960......1970......1980......1990......2000......2010......2020......2030......2040......2050......2060......2070......2080......2090......2100

                                                                                                                                                               
 UID132_ GATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGG-AAAAAGCCAAAGACCATCTGGAACCCTGGT  2176
 UID711_ GATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGG-AAAAAGCCAAAGACCATCTGGAACCCTGGT  1573
  UID26_ TATTATTAACTCTA-GCTGTGAGAACCAGTGAAAGTT----CCAGTCTCTTAGAATGTAAGCTATATTCATAATATTGGATCACCACGCAGAG-GTACTCAGAGGTTCAGGGCCAGTCA-GGGCTACATACGAGACTCTGGCGCAAAATT  1573
  UID44_ GATGA--AACACCAATTAGACTGGACCAGAAAAGAAA------ATCCTCCTGCACATAATAATAAAAACACAAAATCTACAGAACAAATAAAGAATATTAAAAGCAGCAAGGGGAAAAG-GCCACGTAACATACCTATCAGAATTACACC  1573
 UID341_ CAGGAGAAGCTCTCCGTTCCCAGATCCAGCTGAAAGA------AAACAGGTCTACAGGAGTGCTGACACACAGGCCTACAGGAGGGTCAAGTCACTGTCAGAGACAGCAAAACAAGCTA-ACACCAGACACAATGTGATGATG-AGAGGC  1600
 UID125_ TCTGA---CCTCCTTGCTCTAGATTCCCTCTCAGCTT----CTAAAACAGTGAATC----TCTATTCCCAATGTCTCTCCTTAGCCCCTTTCCTGTAGGTGTGTGTGTGCTGGT-GTTG-AGGTGGTGACTAAAAGCTTTATGTCGCTTT  1579
 UID308_ CCCTGG-AGCTGGACTTAGAATGGTGTCTGTGAGCTACTTACTACGGGTCCTGAGAGCTACTCTGAGTCAGTAGAGGACCATCTACGCCTCCTCATGTAATGAGGTCTCATGGTAATGCTAGGACGAAAACAACCACCCAAGAGCACACA  1573
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ TCTGGTTTACATCATACATTTGATTGTTTTAGGAATG--TATTATATTTTATTGTGGAAATGTTAACTTTTGTTATTGAAGGAACTGACACTGTTCACTCACAA----------------AGGAAGTTGACTATCTTCTTAAATAAACAT  1573
   ruler ......2110......2120......2130......2140......2150......2160......2170......2180......2190......2200......2210......2220......2230......2240......2250

                                                                                                                                                               
 UID132_ GCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTCCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAGGT----AAGACCAAACTTTCTGCTGCAAGAAAGCTGCCTGGTGAG  2322
 UID711_ GCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTCCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAGGT----AAGACCAAATTTTCTGCTGCAAGAAAGCTGCCTGGTGAG  1719
  UID26_ AAAAAAGTGACCATTTTTGGCGCGGCACAGGTCTCCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAGGT----AAGACCAAATATTCTGCTGCAAGAAAGCTGCCTGGTGAG  1719
  UID44_ AAACTCTAAAAGCTAAAGGGACAGATGTCGTGCAACCTCTTTAAAAAAAAAAAAAAACCGCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAGGT----AAGACCAAATTTTCTGCTGCAAGAAAGCTGCCTGGTGAG  1719
 UID341_ AAGCACAGGAATCAAGACTACTTGGCATTGTCAGAGCCCAGTTCTCTCACCAAAGCAAA-TACTGGATATC------CGAACACACTGAAAAAGCAAGATTGGGATTG---AAAATCAGATCTTATGATGATGATAGAGGACTTTAAGAA  1740
 UID125_ CCTTTAAGGGTGGTAAATGAGAGGACACCAGGGAACGCGTGGGTAAAATGAGTGGTTACTCCTTGGGGTCTATTTTTCATACTTACTTTAATGAGTGTACT-TAAAT----GTTTTTACCTCCCCTCTCGCTTACCATCCACCCGAGGTA  1724
 UID308_ GTTGTGACTTCCAGGTTTGGAGTAAGTGCTGACGAGGATCATGAAGGAATCAAGGAGTGAACCTGAGC--CAGTCTACAAGCTTCTTCAGGACAATCTGGTACGCAGA---GAGAAGAAATGAAAGAAACTGAGTAGAGTAGATCCTGAA  1718
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ ACTGCT-CATTTCGATTTGAACTGGTCTCTATGGTTGTGTATACAGGCTGAGTATTCATTATCTGAAGGGC--TTCACAATAGAATTTCAGAGTTTGAATCTTTGTTTTTTGAGACAGGGTTTTTCTGTGTTGCCTTGGCTGTCCTAGAA  1720
   ruler ......2260......2270......2280......2290......2300......2310......2320......2330......2340......2350......2360......2370......2380......2390......2400
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 UID132_ CTTGGGACACGGAAGCAGAATTTCTCTAGGA---GGCACGGTCTGTGTTTACCGGAAGTCCCACACCCGCGGATCCCGGCCCGCAGCAGCTCTCTGCTCCCAGACCCGGTGAGAGAGAGACCCAACCGCCTGGTCAGGTGGGCACTCCTG  2469
 UID711_ CTTGGGACACGGAAGCAGAATTTCTCTAGGA---GGCACGGTCTGTGTTTACCGGAAGTCCCACACCCGCGGATCCCGGCCCGCAGCAGCTCTCTGCTCCCAGACCTGGTGAGAGAGAGACCCAACTGCCTGGTCAGGTGGGCACTCCTG  1866
  UID26_ CTTGGGACACGGAAGCAGAATTTCTCTAGGA---GGCACGGTCTGTGTTTACTGGAAGTCCCACACCCGCGGATCCCGGCCCGCAGCAGCTCTCTGCTCCCAGACCCGGTGAGAGAGAGACCCAACCGCCTGGTCAGGTGGGCACTCCTG  1866
  UID44_ CTTGGGACACGGAAGCAGAATTTCTCTAGGA---GGCACGGTCTGTGTTTACCGGAAGTCCCACACCCGCGGATCCCGGCCCGCAGCAGCTCTCTGCTCCCAGACCCGGTGAGAGAGAGACCCAACCGCCTGGTCAGGTGGGCACTCCTG  1866
 UID341_ ----GGACATAAATA---ACTCCCTTAAAGA---AATACAGGATA--------------CCCACACCCGCGGATCCCGGCCCGCAGCAGCTCTCTGCTCCCAGACCCGGTGAGAGAGAGACCCAACCGCCTGGTCAGGTGGGCACTCCTG  1866
 UID125_ GT-GGAAAAGAAAGGTTAACAGGGCATAGGA---GGACCTGCGTAGAAATAGTT----CTTTGGACCCGCGGATCCCGGCCCGCAGCAGCTATCTGCTCCCAGACCCGGTGAGAGAGAGACCCAACCGCCTGGTCAGGTGGGCACTCCTG  1866
 UID308_ AT--GAACTCAGAAACTTAGACAACCAAACATCCAGGACAACTCAAAACTGTAGAAACAGACAGATCAAAACCAACCATCCGGCAGCAGCTCTCTGCTCCCAGACCCGGTGAGAGAGAGACCCAACCGCCTGGTCAGGTGGGCACTCCTG  1866
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------
 UID225_ CT--GACTCTATAAACCAGGCTGGCCTCAAACTTACAGCGATCTGTCAGCCTCCTAAATGCTGAGATTAAAGGTATATGCCG--AGCAGCTCTCTGCTCCCAGACCCGGTGAGAGAGAGACCCAACCGCCTGGTCAGGTGGGCACTCCTG  1866
   ruler ......2410......2420......2430......2440......2450......2460......2470......2480......2490......2500......2510......2520......2530......2540......2550

                     ************************** ************************************************************** ********************************** ** **********
 UID132_ AGGCTGCAGAGCGGAAGAGACCACCAACACTGCTCACCCCTGCCCACATCCCTGGCCCAAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGGAGGGTCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCGCCAGAACCTGAAA  2619
 UID711_ AGGCTGCAGAGCGGAAGAGACCACCAACACTGCTCACCCCTGCCCACATCCCTGGCCCAAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGGAGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCGCCGGAACCTGAAA  2016
  UID26_ AGGCTGCAGAGCGGAAGAGACCACCAACACTGCTCACCCCTGCCCACATCCCTGGCCCAAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGGAGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCGCCGGAACCTGAAA  2016
  UID44_ AGGCTGCAGAGCGGAAGAGACCACCAACACTGCTCACCCCTGCCCACATCCCTGGCCCAAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGGAGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCGCCGGAACCTGAAA  2016
 UID341_ AGGCTGCAGAGCGGAAGAGACCACCAACACTGCTCACCCCTGCCCACATCCCTGGCCCAAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGGAGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCGCCGGAACCTGAAA  2016
 UID125_ AGGCTGCAGAGCGGAAGAGACCACCAACACTGCTCACCCCTGCCCACATCCCTGGCCCAAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGGAGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCGCCGGAACCTGAAA  2016
 UID308_ AGGCTGCAGAGCGGAAGAGACCACCAACACTGCTCACCCCTGCCCACATCCCTGGCCCAAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGGAGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCGCCGGAACCTGAAA  2016
    L1-3 ------------GGAAGAGACCACCAACACTGCTCACCACTGCCCACATCCCTGGCCCAAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGGAGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCACCGGAACCTGAAA   138
 UID225_ AGGCTGCAGAGCGGAAGAGACCACCAACACTGCTCACCCCTGCCCACATCCCTGGCCCAAGAGGAAACTGTATAAGGCCTCTGGGCTCCCGTGGGGGAGGGCCCAGGAGCGGCAGGACTTCTGCGCCTGAGACACCGCCGGAACCTGAAA  2016
   ruler ......2560......2570......2580......2590......2600......2610......2620......2630......2640......2650......2660......2670......2680......2690......2700

         ********** *********************************************************************************************************************** *******************
 UID132_ GAAACAGACCAGATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGGAAAAAGCCAAAGACCATCTG  2769
 UID711_ GAAACAGACCGGATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGGGAAAAGCCAAAGACCATCTG  2166
  UID26_ GAAACAGACCGGATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGGAAAAAGCCAAAGACCATCTG  2166
  UID44_ GAAACAGACCGGATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGGAAAAAGCCAAAGACCATCTG  2166
 UID341_ GAAACAGACCGGATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGGAAAAAGCCAAAGACCATCTG  2166
 UID125_ GAAACAGACCGGATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGGAAAAAGCCAAAGACCATCTG  2166
 UID308_ GAAACAGACCGGATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGGAAAAAGCCAAAGACCATCTG  2166
    L1-3 GAAACAGACCGGATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGGAAAAAGCCAAAGACCATCTG   288
 UID225_ GAAACAGACCGGATAAACAGTTCTCTGCACCCAAATCCCGTGGGAGGGAGAGCTAAACCTTCAGAGAGGCAGACAAGCCTGGGAAACCAGAAGAGACTGCTCCCTGCACACACATCTCGGACGCCAGAGGAAAAAGCCAAAGACCATCTG  2166
   ruler ......2710......2720......2730......2740......2750......2760......2770......2780......2790......2800......2810......2820......2830......2840......2850

         ******************************************** ****** *************************************** **** ***** ** ********************************************
 UID132_ GAACCCTGGTGCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTTCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAGGTAAGACCAAATTTTCTGCTGCAAGAAAGCTGCCT  2919
 UID711_ GAACCCTGGTGCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTTCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCTTCGGGACCACAGGTAAGACCAAATTTTCTGCTGCAAGAAAGCTGCCT  2316
  UID26_ GAACCCTGGTGCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTTCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAGGTAAGACCAAATTTTCTGCTGCAAGAAAGCTGCCT  2316
  UID44_ GAACCCTGGTGCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTTCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAGGTAAGACCAAATTTTCTGCTGCAAGAAAGCTGCCT  2316
 UID341_ GAACCCTGGTGCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTCCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGTGAACCTGAGCCTCGGGACCACAGGTAAGACCAAATTTTCTGCTGCAAGAAAGCTGCCT  2316
 UID125_ GAACCCTGGTGCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTTCCTGGTAGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAGGTAAGACCAAATTTTCTGCTGCAAGAAAGCTGCCT  2316
 UID308_ GAACCCTGGTGCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTTCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACTTGAGCCTCAGGACCACAGGTAAGACCAAATTTTCTGCTGCAAGAAAGCTGCCT  2316
    L1-3 GAACCCTGGTGCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTTCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAGGTAAGACCAAATTTTCTGCTGCAAGAAAGCTGCCT   438
 UID225_ GAACCCTGGTGCACTGAAGCTCCCGGAAGGGGCGGCACAGGTCTTCCTGGTTGCTGCCGCTGCAGAGAGCCCCTGGGCAGCACCCCACGAGCGAACCTGAGCCTCGGGACCACAGGTAAGACCAAATTTTCTGCTGCAAGAAAGCTGCCT  2316
   ruler ......2860......2870......2880......2890......2900......2910......2920......2930......2940......2950......2960......2970......2980......2990......3000
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         ************************* **************** ************************************** ********************************************************************
 UID132_ GGTGAACTCAAGACACAGGCCCACAAGAACAGCTGAAGACCTGTAGAGAGGAAAAACTACACGCCGGAAAGCAGAACACACTGTCCCCATAACTGACTGAAAGAGAGGAAAACAGGTCTACAGCACTCCTGACACACAGGCTTATAGGTC  3069
 UID711_ GGTGAACTCAAGACACAGGCCCACAGGAACAGCTGAAGACCTGTAGAGAGGAAAAACTACACGCCGGAAAGCAGAACACACTGTCCCCATAACTGACTGAAAGAGAGGAAAACAGGTCTACAGCACTCCTGACACACAGGCTTATAGGTC  2466
  UID26_ GGTGAACTCAAGACACAGGCCCACAGGAACAGCTGAAGACCTGTAGAGAGGAAAAACTACACGCCGGAAAGCAGAACACACTGTCCCCATAACTGACTGAAAGAGAGGAAAACAGGTCTACAGCACTCCTGACACACAGGCTTATAGGTC  2466
  UID44_ GGTGAACTCAAGACACAGGCCCACAAGAACAGCTGAAGACCTGTAGAGAGGAAAAACTACACGCCGGAAAGCAGAACACACTGTCCCCATAACTGACTGAAAGAGAGGAAAACAGGTCTACAGCACTCCTGACACACAGGCTTATAGGTC  2466
 UID341_ GGTGAACTCAAGACACAGGCCCACAAGAACAGCTGAAGACCTGTAGAGAGGAAAAACTACACGCCGGAAAGCAGAACACACTGTCCCCATAACTGACTGAAAGAGAGGAAAACAGGTCTACAGCACTCCTGACACACAGGCTTATAGGTC  2466
 UID125_ GGTGAACTCAAGACACAGGCCCACAGGAACAGCTGAAGACCTGTAGAGAGGAAAAACTACACGCCGGAAAGCAGAACACACTGTCCCCATAACTGACTGAAAGAGAGGAAAACAGGTCTACAGCACTCCTGACACACAGGCTTATAGGTC  2466
 UID308_ GGTGAACTCAAGACACAGGCCCACAGGAACAGCTGAAGACCTGTAGAGAGGAAAAACTACACGCCGGAAAGCAGAACACACGGTCCCCATAACTGACTGAAAGAGAGGAAAACAGGTCTACAGCACTCCTGACACACAGGCTTATAGGTC  2466
    L1-3 GGTGAACTCAAGACACAGGCCCACAAGAACAGCTGAAGACCTGTAGAGAGGAAAAACTACACGCCGGAAAGCAGAACACACTGTCCCCATAACTGACTGAAAGAGAGGAAAACAGGTCTACAGCACTCCTGACACACAGGCTTATAGGTC   588
 UID225_ GGTGAACTCAAGACACAGGCCCACAAGAACAGCTGAAGACCTATAGAGAGGAAAAACTACACGCCGGAAAGCAGAACACACTGTCCCCATAACTGACTGAAAGAGAGGAAAACAGGTCTACAGCACTCCTGACACACAGGCTTATAGGTC  2466
   ruler ......3010......3020......3030......3040......3050......3060......3070......3080......3090......3100......3110......3120......3130......3140......3150

         ******************************************************************************************************************************************************
 UID132_ AGTCTAGCCACTGTCAGAAATAGCAGAACAAAGTAACACTAGAGATAATCTGATGGCGAGAGGCAAGCGCAGGAACCCAAGCAACAGAAACCAAGACTGCATGCCATCATCGGAGCCCAATTCTCCCGCCAAAACAAACATGGAATATCC  3219
 UID711_ AGTCTAGCCACTGTCAGAAATAGCAGAACAAAGTAACACTAGAGATAATCTGATGGCGAGAGGCAAGCGCAGGAACCCAAGCAACAGAAACCAAGACTGCATGCCATCATCGGAGCCCAATTCTCCCGCCAAAACAAACATGGAATATCC  2616
  UID26_ AGTCTAGCCACTGTCAGAAATAGCAGAACAAAGTAACACTAGAGATAATCTGATGGCGAGAGGCAAGCGCAGGAACCCAAGCAACAGAAACCAAGACTGCATGCCATCATCGGAGCCCAATTCTCCCGCCAAAACAAACATGGAATATCC  2616
  UID44_ AGTCTAGCCACTGTCAGAAATAGCAGAACAAAGTAACACTAGAGATAATCTGATGGCGAGAGGCAAGCGCAGGAACCCAAGCAACAGAAACCAAGACTGCATGCCATCATCGGAGCCCAATTCTCCCGCCAAAACAAACATGGAATATCC  2616
 UID341_ AGTCTAGCCACTGTCAGAAATAGCAGAACAAAGTAACACTAGAGATAATCTGATGGCGAGAGGCAAGCGCAGGAACCCAAGCAACAGAAACCAAGACTGCATGCCATCATCGGAGCCCAATTCTCCCGCCAAAACAAACATGGAATATCC  2616
 UID125_ AGTCTAGCCACTGTCAGAAATAGCAGAACAAAGTAACACTAGAGATAATCTGATGGCGAGAGGCAAGCGCAGGAACCCAAGCAACAGAAACCAAGACTGCATGCCATCATCGGAGCCCAATTCTCCCGCCAAAACAAACATGGAATATCC  2616
 UID308_ AGTCTAGCCACTGTCAGAAATAGCAGAACAAAGTAACACTAGAGATAATCTGATGGCGAGAGGCAAGCGCAGGAACCCAAGCAACAGAAACCAAGACTGCATGCCATCATCGGAGCCCAATTCTCCCGCCAAAACAAACATGGAATATCC  2616
    L1-3 AGTCTAGCCACTGTCAGAAATAGCAGAACAAAGTAACACTAGAGATAATCTGATGGCGAGAGGCAAGCGCAGGAACCCAAGCAACAGAAACCAAGACTGCATGCCATCATCGGAGCCCAATTCTCCCGCCAAAACAAACATGGAATATCC   738
 UID225_ AGTCTAGCCACTGTCAGAAATAGCAGAACAAAGTAACACTAGAGATAATCTGATGGCGAGAGGCAAGCGCAGGAACCCAAGCAACAGAAACCAAGACTGCATGCCATCATCGGAGCCCAATTCTCCCGCCAAAACAAACATGGAATATCC  2616
   ruler ......3160......3170......3180......3190......3200......3210......3220......3230......3240......3250......3260......3270......3280......3290......3300

         ******************************************************************************************************************************************************
 UID132_ AAACACACCAGAAAAGCAAGATCTAGTTTCAAAATCATATTTGATCATGATGCTGGAGGACTTCAAGAAAGACATGAACACACTTAGGGAAACACAGGAAATCATTAATAAACAAGTAGAGGCCTACAGAGAGGAATGGCAAAAATCCCT  3369
 UID711_ AAACACACCAGAAAAGCAAGATCTAGTTTCAAAATCATATTTGATCATGATGCTGGAGGACTTCAAGAAAGACATGAACACACTTAGGGAAACACAGGAAATCATTAATAAACAAGTAGAGGCCTACAGAGAGGAATGGCAAAAATCCCT  2766
  UID26_ AAACACACCAGAAAAGCAAGATCTAGTTTCAAAATCATATTTGATCATGATGCTGGAGGACTTCAAGAAAGACATGAACACACTTAGGGAAACACAGGAAATCATTAATAAACAAGTAGAGGCCTACAGAGAGGAATGGCAAAAATCCCT  2766
  UID44_ AAACACACCAGAAAAGCAAGATCTAGTTTCAAAATCATATTTGATCATGATGCTGGAGGACTTCAAGAAAGACATGAACACACTTAGGGAAACACAGGAAATCATTAATAAACAAGTAGAGGCCTACAGAGAGGAATGGCAAAAATCCCT  2766
 UID341_ AAACACACCAGAAAAGCAAGATCTAGTTTCAAAATCATATTTGATCATGATGCTGGAGGACTTCAAGAAAGACATGAACACACTTAGGGAAACACAGGAAATCATTAATAAACAAGTAGAGGCCTACAGAGAGGAATGGCAAAAATCCCT  2766
 UID125_ AAACACACCAGAAAAGCAAGATCTAGTTTCAAAATCATATTTGATCATGATGCTGGAGGACTTCAAGAAAGACATGAACACACTTAGGGAAACACAGGAAATCATTAATAAACAAGTAGAGGCCTACAGAGAGGAATGGCAAAAATCCCT  2766
 UID308_ AAACACACCAGAAAAGCAAGATCTAGTTTCAAAATCATATTTGATCATGATGCTGGAGGACTTCAAGAAAGACATGAACACACTTAGGGAAACACAGGAAATCATTAATAAACAAGTAGAGGCCTACAGAGAGGAATGGCAAAAATCCCT  2766
    L1-3 AAACACACCAGAAAAGCAAGATCTAGTTTCAAAATCATATTTGATCATGATGCTGGAGGACTTCAAGAAAGACATGAACACACTTAGGGAAACACAGGAAATCATTAATAAACAAGTAGAGGCCTACAGAGAGGAATGGCAAAAATCCCT   888
 UID225_ AAACACACCAGAAAAGCAAGATCTAGTTTCAAAATCATATTTGATCATGATGCTGGAGGACTTCAAGAAAGACATGAACACACTTAGGGAAACACAGGAAATCATTAATAAACAAGTAGAGGCCTACAGAGAGGAATGGCAAAAATCCCT  2766
   ruler ......3310......3320......3330......3340......3350......3360......3370......3380......3390......3400......3410......3420......3430......3440......3450

         *********************** *************************************** **************************************************************************************
 UID132_ GAAAGAATTCCAGGAAAACACAATCAAACAGATGAAGGAATTAAAAATGGAAATAGAAGCAATCAAGAAAGAACACATGGAAACAACCCTGGATATAGAAAACCAAAAGAAGAGACAAGGAGCTGTAGATACAAGCTTCACCAACAGAAT  3519
 UID711_ GAAAGAATTCCAGGAAAACACAATCAAACAGATGAAGGAATTAAAAATGGAAATAGAAGCAATTAAGAAAGAACACATGGAAACAACCCTGGATATAGAAAACCAAAAGAAGAGACAAGGAGCTGTAGATACAAGCTTCACCAACAGAAT  2916
  UID26_ GAAAGAATTCCAGGAAAACACAATCAAACAGATGAAGGAATTAAAAATGGAAATAGAAGCAATCAAGAAAGAACACATGGAAACAACCCTGGATATAGAAAACCAAAAGAAGAGACAAGGAGCTGTAGATACAAGCTTCACCAACAGAAT  2916
  UID44_ GAAAGAATTCCAGGAAAACACAATCAAACAGATGAAGGAATTAAAAATGGAAATAGAAGCAATCAAGAAAGAACACATGGAAACAACCCTGGATATAGAAAACCAAAAGAAGAGACAAGGAGCTGTAGATACAAGCTTCACCAACAGAAT  2916
 UID341_ GAAAGAATTCCAGGAAAACACAAACAAACAGATGAAGGAATTAAAAATGGAAATAGAAGCAATCAAGAAAGAACACATGGAAACAACCCTGGATATAGAAAACCAAAAGAAGAGACAAGGAGCTGTAGATACAAGCTTCACCAACAGAAT  2916
 UID125_ GAAAGAATTCCAGGAAAACACAATCAAACAGATGAAGGAATTAAAAATGGAAATAGAAGCAATCAAGAAAGAACACATGGAAACAACCCTGGATATAGAAAACCAAAAGAAGAGACAAGGAGCTGTAGATACAAGCTTCACCAACAGAAT  2916
 UID308_ GAAAGAATTCCAGGAAAACACAATCAAACAGATGAAGGAATTAAAAATGGAAATAGAAGCAATCAAGAAAGAACACATGGAAACAACCCTGGATATAGAAAACCAAAAGAAGAGACAAGGAGCTGTAGATACAAGCTTCACCAACAGAAT  2916
    L1-3 GAAAGAATTCCAGGAAAACACAATCAAACAGATGAAGGAATTAAAAATGGAAATAGAAGCAATCAAGAAAGAACACATGGAAACAACCCTGGATATAGAAAACCAAAAGAAGAGACAAGGAGCTGTAGATACAAGCTTCACCAACAGAAT  1038
 UID225_ GAAAGAATTCCAGGAAAACACAAACAAACAGATGAAGGAATTAAAAATGGAAATAGAAGCAATCAAGAAAGAACACATGGAAACAACCCTGGATATAGAAAACCAAAAGAAGAGACAAGGAGCTGTAGATACAAGCTTCACCAACAGAAT  2916
   ruler ......3460......3470......3480......3490......3500......3510......3520......3530......3540......3550......3560......3570......3580......3590......3600

Kirilyuk et al.                                                                                                                                  Fig. S4A



         ****************************** ******************************************************** **************************************************************
 UID132_ ACAAGAGATGGAAGAGAGAATCTCAGGAGCGGAAGATTCCATAGAAATCATTGACTCAACTGTCAAAGATAATGTAAAGCGGAAAAAGCTACTGGTCCAAAACATACAGGAAATCCAGGACTCAATGAGAAGATCAAACCTAAGGATAAT  3669
 UID711_ ACAAGAGATGGAAGAGAGAATCTCAGGAGCAGAAGATTCCATAGAAATCATTGACTCAACTGTCAAAGATAATGTAAAGCGGAAAAAGCTACTGGTCCAAAACATACAGGAAATCCAGGACTCAATGAGAAGATCAAACCTAAGGATAAT  3066
  UID26_ ACAAGAGATGGAAGAGAGAATCTCAGGAGCAGAAGATTCCATAGAAATCATTGACTCAACTGTCAAAGATAATGTAAAGCGGAAAAAGCTACTGGTCCAAAACATACAGGAAATCCAGGACTCAATGAGAAGATCAAACCTAAGGATAAT  3066
  UID44_ ACAAGAGATGGAAGAGAGAATCTCAGGAGCAGAAGATTCCATAGAAATCATTGACTCAACTGTCAAAGATAATGTAAAGCGGAAAAAGCTACTGGTCCAAAACATACAGGAAATCCAGGACTCAATGAGAAGATCAAACCTAAGGATAAT  3066
 UID341_ ACAAGAGATGGAAGAGAGAATCTCAGGAGCAGAAGATTCCATAGAAATCATTGACTCAACTGTCAAAGATAATGTAAAGCGGAAAAAGCTACTGGTCCAAAACATACAGGAAATCCAGGACTCAATGAGAAGATCAAACCTAAGGATAAT  3066
 UID125_ ACAAGAGATGGAAGAGAGAATCTCAGGAGCAGAAGATTCCATAGAAATCATTGACTCAACTGTCAAAGATAATGTAAAGCGGAAAAAACTACTGGTCCAAAACATACAGGAAATCCAGGACTCAATGAGAAGATCAAACCTAAGGATAAT  3066
 UID308_ ACAAGAGATGGAAGAGAGAATCTCAGGAGCAGAAGATTCCATAGAAATCATTGACTCAACTGTCAAAGATAATGTAAAGCGGAAAAAGCTACTGGTCCAAAACATACAGGAAATCCAGGACTCAATGAGAAGATCAAACCTAAGGATAAT  3066
    L1-3 ACAAGAGATGGAAGAGAGAATCTCAGGAGCAGAAGATTCCATAGAAATCATTGACTCAACTGTCAAAGATAATGTAAAGCGGAAAAAGCTACTGGTCCAAAACATACAGGAAATCCAGGACTCAATGAGAAGATCAAACCTAAGGATAAT  1188
 UID225_ ACAAGAGATGGAAGAGAGAATCTCAGGAGCAGAAGATTCCATAGAAATCATTGACTCAACTGTCAAAGATAATGTAAAGCGGAAAAAGCTACTGGTCCAAAACATACAGGAAATCCAGGACTCAATGAGAAGATCAAACCTAAGGATAAT  3066
   ruler ......3610......3620......3630......3640......3650......3660......3670......3680......3690......3700......3710......3720......3730......3740......3750

         ************************************************************** ***************************************************************************************
 UID132_ AGGTATAGAAGAGAGTGAAGACTCCCAGCTCAAAGGACCAGTAAATATCTTCAACAAAATCATAGAAGAAAACTTCCCTAACCTAAAAAAAGAGATACCCATAGGCATACAAGAAGCCTACAGAACTCCAAATAGATTGGACCAGAAAAG  3819
 UID711_ AGGTATAGAAGAGAGTGAAGACTCCCAGCTCAAAGGACCAGTAAATATCTTCAACAAAATCATAGAAGAAAACTTCCCTAACCTAAAAAAAGAGATACCCATAGGCATACAAGAAGCCTACAGAACTCCAAATAGATTGGACCAGAAAAG  3216
  UID26_ AGGTATAGAAGAGAGTGAAGACTCCCAGCTCAAAGGACCAGTAAATATCTTCAACAAAATCACAGAAGAAAACTTCCCTAACCTAAAAAAAGAGATACCCATAGGCATACAAGAAGCCTACAGAACTCCAAATAGATTGGACCAGAAAAG  3216
  UID44_ AGGTATAGAAGAGAGTGAAGACTCCCAGCTCAAAGGACCAGTAAATATCTTCAACAAAATCATAGAAGAAAACTTCCCTAACCTAAAAAAAGAGATACCCATAGGCATACAAGAAGCCTACAGAACTCCAAATAGATTGGACCAGAAAAG  3216
 UID341_ AGGTATAGAAGAGAGTGAAGACTCCCAGCTCAAAGGACCAGTAAATATCTTCAACAAAATCATAGAAGAAAACTTCCCTAACCTAAAAAAAGAGATACCCATAGGCATACAAGAAGCCTACAGAACTCCAAATAGATTGGACCAGAAAAG  3216
 UID125_ AGGTATAGAAGAGAGTGAAGACTCCCAGCTCAAAGGACCAGTAAATATCTTCAACAAAATCATAGAAGAAAACTTCCCTAACCTAAAAAAAGAGATACCCATAGGCATACAAGAAGCCTACAGAACTCCAAATAGATTGGACCAGAAAAG  3216
 UID308_ AGGTATAGAAGAGAGTGAAGACTCCCAGCTCAAAGGACCAGTAAATATCTTCAACAAAATCATAGAAGAAAACTTCCCTAACCTAAAAAAAGAGATACCCATAGGCATACAAGAAGCCTACAGAACTCCAAATAGATTGGACCAGAAAAG  3216
    L1-3 AGGTATAGAAGAGAGTGAAGACTCCCAGCTCAAAGGACCAGTAAATATCTTCAACAAAATCATAGAAGAAAACTTCCCTAACCTAAAAAAAGAGATACCCATAGGCATACAAGAAGCCTACAGAACTCCAAATAGATTGGACCAGAAAAG  1338
 UID225_ AGGTATAGAAGAGAGTGAAGACTCCCAGCTCAAAGGACCAGTAAATATCTTCAACAAAATCATAGAAGAAAACTTCCCTAACCTAAAAAAAGAGATACCCATAGGCATACAAGAAGCCTACAGAACTCCAAATAGATTGGACCAGAAAAG  3216
   ruler ......3760......3770......3780......3790......3800......3810......3820......3830......3840......3850......3860......3870......3880......3890......3900

         ******************************************************************************************************************************************************
 UID132_ AAACACCTCCCGTCACATAATTGTCAAAACACCAAACGCACAAAATAAAGAAAGAATATTAAAAGCAGTAAGGGAAAAAGGTCAAGTAACATATAAAGGGAGACCTATCAGAATCACACCAGACTTCTCGCCAGAAACTATGAAGGCCAG  3969
 UID711_ AAACACCTCCCGTCACATAATTGTCAAAACACCAAACGCACAAAATAAAGAAAGAATATTAAAAGCAGTAAGGGAAAAAGGTCAAGTAACATATAAAGGGAGACCTATCAGAATCACACCAGACTTCTCGCCAGAAACTATGAAGGCCAG  3366
  UID26_ AAACACCTCCCGTCACATAATTGTCAAAACACCAAACGCACAAAATAAAGAAAGAATATTAAAAGCAGTAAGGGAAAAAGGTCAAGTAACATATAAAGGGAGACCTATCAGAATCACACCAGACTTCTCGCCAGAAACTATGAAGGCCAG  3366
  UID44_ AAACACCTCCCGTCACATAATTGTCAAAACACCAAACGCACAAAATAAAGAAAGAATATTAAAAGCAGTAAGGGAAAAAGGTCAAGTAACATATAAAGGGAGACCTATCAGAATCACACCAGACTTCTCGCCAGAAACTATGAAGGCCAG  3366
 UID341_ AAACACCTCCCGTCACATAATTGTCAAAACACCAAACGCACAAAATAAAGAAAGAATATTAAAAGCAGTAAGGGAAAAAGGTCAAGTAACATATAAAGGGAGACCTATCAGAATCACACCAGACTTCTCGCCAGAAACTATGAAGGCCAG  3366
 UID125_ AAACACCTCCCGTCACATAATTGTCAAAACACCAAACGCACAAAATAAAGAAAGAATATTAAAAGCAGTAAGGGAAAAAGGTCAAGTAACATATAAAGGGAGACCTATCAGAATCACACCAGACTTCTCGCCAGAAACTATGAAGGCCAG  3366
 UID308_ AAACACCTCCCGTCACATAATTGTCAAAACACCAAACGCACAAAATAAAGAAAGAATATTAAAAGCAGTAAGGGAAAAAGGTCAAGTAACATATAAAGGGAGACCTATCAGAATCACACCAGACTTCTCGCCAGAAACTATGAAGGCCAG  3366
    L1-3 AAACACCTCCCGTCACATAATTGTCAAAACACCAAACGCACAAAATAAAGAAAGAATATTAAAAGCAGTAAGGGAAAAAGGTCAAGTAACATATAAAGGGAGACCTATCAGAATCACACCAGACTTCTCGCCAGAAACTATGAAGGCCAG  1488
 UID225_ AAACACCTCCCGTCACATAATTGTCAAAACACCAAACGCACAAAATAAAGAAAGAATATTAAAAGCAGTAAGGGAAAAAGGTCAAGTAACATATAAAGGGAGACCTATCAGAATCACACCAGACTTCTCGCCAGAAACTATGAAGGCCAG  3366
   ruler ......3910......3920......3930......3940......3950......3960......3970......3980......3990......4000......4010......4020......4030......4040......4050

         *********** ********* ************************** *****************************************************************************************************
 UID132_ AAGATCCTGGATTGATGTCATACAGACCCTAAGAGAACACAAATGCCAGCCCAGGTTACTGTATCCAGCAAAACTCTCAATTAACATTGATGGAGAAACCAAGATATTCCATGACAAAACCAAATTTACACAATATCTTTCTACAAATCC  4119
 UID711_ AAGATCCTGGACTGATGTCATCCAGACCCTAAGAGAACACAAATGCCAGCCCAGGTTACTGTATCCAGCAAAACTCTCAATTAACATTGATGGAGAAACCAAGATATTCCATGACAAAACCAAATTTACACAATATCTTTCTACAAATCC  3516
  UID26_ AAGATCCTGGACTGATGTCATACAGACCCTAAGAGAACACAAATGCCAACCCAGGTTACTGTATCCAGCAAAACTCTCAATTAACATTGATGGAGAAACCAAGATATTCCATGACAAAACCAAATTTACACAATATCTTTCTACAAATCC  3516
  UID44_ AAGATCCTGGACTGATGTCATACAGACCCTAAGAGAACACAAATGCCAGCCCAGGTTACTGTATCCAGCAAAACTCTCAATTAACATTGATGGAGAAACCAAGATATTCCATGACAAAACCAAATTTACACAATATCTTTCTACAAATCC  3516
 UID341_ AAGATCCTGGACTGATGTCATACAGACCCTAAGAGAACACAAATGCCAGCCCAGGTTACTGTATCCAGCAAAACTCTCAATTAACATTGATGGAGAAACCAAGATATTCCATGACAAAACCAAATTTACACAATATCTTTCTACAAATCC  3516
 UID125_ AAGATCCTGGACTGATGTCATACAGACCCTAAGAGAACACAAATGCCAGCCCAGGTTACTGTATCCAGCAAAACTCTCAATTAACATTGATGGAGAAACCAAGATATTCCATGACAAAACCAAATTTACACAATATCTTTCTACAAATCC  3516
 UID308_ AAGATCCTGGACTGATGTCATACAGACCCTAAGAGAACACAAATGCCAGCCCAGGTTACTGTATCCAGCAAAACTCTCAATTAACATTGATGGAGAAACCAAGATATTCCATGACAAAACCAAATTTACACAATATCTTTCTACAAATCC  3516
    L1-3 AAGATCCTGGACTGATGTCATACAGACCCTAAGAGAACACAAATGCCAGCCCAGGTTACTGTATCCAGCAAAACTCTCAATTAACATTGATGGAGAAACCAAGATATTCCATGACAAAACCAAATTTACACAATATCTTTCTACAAATCC  1638
 UID225_ AAGATCCTGGACTGATGTCATACAGACCCTAAGAGAACACAAATGCCAGCCCAGGTTACTGTATCCAGCAAAACTCTCAATTAACATTGATGGAGAAACCAAGATATTCCATGACAAAACCAAATTTACACAATATCTTTCTACAAATCC  3516
   ruler ......4060......4070......4080......4090......4100......4110......4120......4130......4140......4150......4160......4170......4180......4190......4200

Kirilyuk et al.                                                                                                                                  Fig. S4A



         ********************************************************************************************* *** ****************************************************
 UID132_ AGCACTACAAAGGATAATAAATGGTAAAGCCCAACATAAGGAGGCAAGCTATACCCTAGAAGAAGCAAGAAACTAATCGTCTTGGCAACAAAACAAA-GAGAATGAAAGCACACAAACATAACCTCACATCCAAATATGAATATAAAGGG  4268
 UID711_ AGCACTACAAAGGATAATAAATGGTAAAGCCCAACATAAGGAGGCAAGCTATACCCTAGAAGAAGCAAGAAACTAATCGTCTTGGCAACAAAACAAA-GAGAATGAAAGCACACAAACATAACCTCACATCCAAATATGAATATAAAGGG  3665
  UID26_ AGCACTACAAAGGATAATAAATGGTAAAGCCCAACATAAGGAGGCAAGCTATACCCTAGAAGAAGCAAGAAACTAATCGTCTTGGCAACAAAACAAA-GAGAATGAAAGCACACAAACATAACCTCACATCCAAATATGAATATAAAGGG  3665
  UID44_ AGCACTACAAAGGATAATAAATGGTAAAGCCCAACATAAGGAGGCAAGCTATACCCTAGAAGAAGCAAGAAACTAATCGTCTTGGCAACAAAACAAA-GAGAATGAAAGCACACAAACATAACCTCACATCCAAATATGAATATAAAGGG  3665
 UID341_ AGCACTACAAAGGATAATAAATGGTAAAGCCCAACATAAGGAGGCAAGCTATACCCTAGAAGAAGCAAGAAACTAATCGTCTTGGCAACAAAACAAA-GAGAATGAAAGCACACAAACATAACCTCACATCCAAATATGAATATAAAGGG  3665
 UID125_ AGCACTACAAAGGATAATAAATGGTAAAGCCCAACATAAGGAGGCAAGCTATACCCTAGAAGAAGCAAGAAACTAATCGTCTTGGCAACAAAACAAA-GAGAATGAAAGCACACAAACATAACCTCACATCCAAATATGAATATAAAGGG  3665
 UID308_ AGCACTACAAAGGATAATAAATGGTAAAGCCCAACATAAGGAGGCAAGCTATACCCTAGAAGAAGCAAGAAACTAATCGTCTTGGCAACAAAACAAA-GAGAATGAAAGCACACAAACATAACCTCACATCCAAATATGAATATAAAGGG  3665
    L1-3 AGCACTACAAAGGATAATAAATGGTAAAGCCCAACATAAGGAGGCAAGCTATACCCTAGAAGAAGCAAGAAACTAATCGTCTTGGCAACAAAAAAAAAGAGAATGAAAGCACACAAACATAACCTCACATCCAAATATGAATATAAAGGG  1788
 UID225_ AGCACTACAAAGGATAATAAATGGTAAAGCCCAACATAAGGAGGCAAGCTATACCCTAGAAGAAGCAAGAAACTAATCGTCTTGGCAACAAAACAAA-GAGAATGAAAGCACACAAACATAACCTCACATCCAAATATGAATATAAAGGG  3665
   ruler ......4210......4220......4230......4240......4250......4260......4270......4280......4290......4300......4310......4320......4330......4340......4350

         ******************************************************************************************************************************************************
 UID132_ AAACAATAATCACTATTCCTTAATATCTCTCAATATCAATGGCCTCAACTCCCCAATAAAAAGACATAGATTAACAAACTGGATACGCAACGAGGACCCTGCATTCTGCTGCCTACAGGAAACACACCTCAGAGACAAAGACAGACACTA  4418
 UID711_ AAACAATAATCACTATTCCTTAATATCTCTCAATATCAATGGCCTCAACTCCCCAATAAAAAGACATAGATTAACAAACTGGATACGCAACGAGGACCCTGCATTCTGCTGCCTACAGGAAACACACCTCAGAGACAAAGACAGACACTA  3815
  UID26_ AAACAATAATCACTATTCCTTAATATCTCTCAATATCAATGGCCTCAACTCCCCAATAAAAAGACATAGATTAACAAACTGGATACGCAACGAGGACCCTGCATTCTGCTGCCTACAGGAAACACACCTCAGAGACAAAGACAGACACTA  3815
  UID44_ AAACAATAATCACTATTCCTTAATATCTCTCAATATCAATGGCCTCAACTCCCCAATAAAAAGACATAGATTAACAAACTGGATACGCAACGAGGACCCTGCATTCTGCTGCCTACAGGAAACACACCTCAGAGACAAAGACAGACACTA  3815
 UID341_ AAACAATAATCACTATTCCTTAATATCTCTCAATATCAATGGCCTCAACTCCCCAATAAAAAGACATAGATTAACAAACTGGATACGCAACGAGGACCCTGCATTCTGCTGCCTACAGGAAACACACCTCAGAGACAAAGACAGACACTA  3815
 UID125_ AAACAATAATCACTATTCCTTAATATCTCTCAATATCAATGGCCTCAACTCCCCAATAAAAAGACATAGATTAACAAACTGGATACGCAACGAGGACCCTGCATTCTGCTGCCTACAGGAAACACACCTCAGAGACAAAGACAGACACTA  3815
 UID308_ AAACAATAATCACTATTCCTTAATATCTCTCAATATCAATGGCCTCAACTCCCCAATAAAAAGACATAGATTAACAAACTGGATACGCAACGAGGACCCTGCATTCTGCTGCCTACAGGAAACACACCTCAGAGACAAAGACAGACACTA  3815
    L1-3 AAACAATAATCACTATTCCTTAATATCTCTCAATATCAATGGCCTCAACTCCCCAATAAAAAGACATAGATTAACAAACTGGATACGCAACGAGGACCCTGCATTCTGCTGCCTACAGGAAACACACCTCAGAGACAAAGACAGACACTA  1938
 UID225_ AAACAATAATCACTATTCCTTAATATCTCTCAATATCAATGGCCTCAACTCCCCAATAAAAAGACATAGATTAACAAACTGGATACGCAACGAGGACCCTGCATTCTGCTGCCTACAGGAAACACACCTCAGAGACAAAGACAGACACTA  3815
   ruler ......4360......4370......4380......4390......4400......4410......4420......4430......4440......4450......4460......4470......4480......4490......4500

         ********************************* *********************************************************** ********************************************************
 UID132_ CCTCAGAGTGAAAGGCTGGAAAACAACTTTCCAAGCAAATGGTCAGAAGAAGCAAGCTGGAGTAGCCATTCTAATATCAAATAAAATCAATTTCCAACTAAAAGTCATCAAAAAAGATAAGGAAGGACACTTCATATTCATCAAAGGAAA  4568
 UID711_ CCTCAGAGTGAAAGGCTGGAAAACAACTTTCCAAGCAAATGGTCAGAAGAAGCAAGCTGGAGTAGCCATTCTAATATCAAATAAAATCAATTTCCAACTAAAAGTCATCAAAAAAGATAAGGAAGGACACTTCATATTCATCAAAGGAAA  3965
  UID26_ CCTCAGAGTGAAAGGCTGGAAAACAACTTTCCAAGCAAATGGTCAGAAGAAGCAAGCTGGAGTAGCCATTCTAATATCAAATAAAATCAATTTCCAACTAAAAGTCATCAAAAAAGATAAGGAAGGACACTTCATATTCATCAAAGGAAA  3965
  UID44_ CCTCAGAGTGAAAGGCTGGAAAACAACTTTCCAAGCAAATGGTCAGAAGAAGCAAGCTGGAGTAGCCATTCTAATATCAAATAAAATCAATTTCCAACTAAAAGTCATCAAAAAAGATAAGGAAGGACACTTCATATTCATCAAAGGAAA  3965
 UID341_ CCTCAGAGTGAAAGGCTGGAAAACAACTTTCCAAGCAAATGGTCAGAAGAAGCAAGCTGGAGTAGCCATTCTAATATCAAATAAAATCAATTTCCAACTAAAAGTCATCAAAAAAGATAAGGAAGGACACTTCATATTCATCAAAGGAAA  3965
 UID125_ CCTCAGAGTGAAAGGCTGGAAAACAACTTTCCAAGCAAATGGTCAGAAGAAGCAAGCTGGAGTAGCCATTCTAATATCAAATAAAATCAATTTCCAACTAAAAGTCATCAAAAAAGATAAGGAAGGACACTTCATATTCATCAAAGGAAA  3965
 UID308_ CCTCAGAGTGAAAGGCTGGAAAACAACTTTCCAAGCAAATGGTCAGAAGAAGCAAGCTGGAGTAGCCATTCTAATATCAAATAAAATCAATTTTCAACTAAAAGTCATCAAAAAAGATAAGGAAGGACACTTCATATTCATCAAAGGAAA  3965
    L1-3 CCTCAGAGTGAAAGGCTGGAAAACAACTTTCCAGGCAAATGGTCAGAAGAAGCAAGCTGGAGTAGCCATTCTAATATCAAATAAAATCAATTTCCAACTAAAAGTCATCAAAAAAGATAAGGAAGGACACTTCATATTCATCAAAGGAAA  2088
 UID225_ CCTCAGAGTGAAAGGCTGGAAAACAACTTTCCAAGCAAATGGTCAGAAGAAGCAAGCTGGAGTAGCCATTCTAATATCAAATAAAATCAATTTCCAACTAAAAGTCATCAAAAAAGATAAGGAAGGACACTTCATATTCATCAAAGGAAA  3965
   ruler ......4510......4520......4530......4540......4550......4560......4570......4580......4590......4600......4610......4620......4630......4640......4650

         ***************************** ********************************* **************************************************************************************
 UID132_ AATCCACCAAGATGAACTCTCAATCCTAAATATCTATGCCCCAAATACAAGGGCACCTACATACGTAAAAGAAACCTTACTAAAGCTCAAAACACACATTGCACCTCACACAATAATAGTGGGAGATTTCAACACCCCACTCTCATCAAT  4718
 UID711_ AATCCACCAAGATGAACTCTCAATCCTAAATATCTATGCCCCAAATACAAGGGCACCTACATACGTAAAAGAAACCTTACTAAAGCTCAAAACACACATTGCACCTCACACAATAATAGTGGGAGATTTCAACACCCCACTCTCATCAAT  4115
  UID26_ AATCCACCAAGATGAACTCTCAATCCTAAATATCTATGCCCCAAATACAAGGGCACCTACATACGTAAAAGAAACCTTACTAAAGCTCAAAACACACATTGCACCTCACACAATAATAGTGGGAGATTTCAACACCCCACTCTCATCAAT  4115
  UID44_ AATCCACCAAGATGAACTCTCAATCCTAAATATCTATGCCCCAAATACAAGGGCACCTACATACGTAAAAGAAACCTTACTAAAGCTCAAAACACACATTGCACCTCACACAATAATAGTGGGAGATTTCAACACCCCACTCTCATCAAT  4115
 UID341_ AATCCACCAAGATGAACTCTCAATCCTAAGTATCTATGCCCCAAATACAAGGGCACCTACATATGTAAAAGAAACCTTACTAAAGCTCAAAACACACATTGCACCTCACACAATAATAGTGGGAGATTTCAACACCCCACTCTCATCAAT  4115
 UID125_ AATCCACCAAGATGAACTCTCAATCCTAAATATCTATGCCCCAAATACAAGGGCACCTACATACGTAAAAGAAACCTTACTAAAGCTCAAAACACACATTGCACCTCACACAATAATAGTGGGAGATTTCAACACCCCACTCTCATCAAT  4115
 UID308_ AATCCACCAAGATGAACTCTCAATCCTAAATATCTATGCCCCAAATACAAGGGCACCTACATACGTAAAAGAAACCTTACTAAAGCTCAAAACACACATTGCACCTCACACAATAATAGTGGGAGATTTCAACACCCCACTCTCATCAAT  4115
    L1-3 AATCCACCAAGATGAACTCTCAATCCTAAATATCTATGCCCCAAATACAAGGGCACCTACATACGTAAAAGAAACCTTACTAAAGCTCAAAACACACATTGCACCTCACACAATAATAGTGGGAGATTTCAACACCCCACTCTCATCAAT  2238
 UID225_ AATCCACCAAGATGAACTCTCAATCCTAAATATCTATGCCCCAAATACAAGGGCACCTACATACGTAAAAGAAACCTTACTAAAGCTCAAAACACACATTGCACCTCACACAATAATAGTGGGAGATTTCAACACCCCACTCTCATCAAT  4115
   ruler ......4660......4670......4680......4690......4700......4710......4720......4730......4740......4750......4760......4770......4780......4790......4800

Kirilyuk et al.                                                                                                                                  Fig. S4A



         ************************************  ****************************************************************************************************************
 UID132_ GGACAGATCATGGAAACAGAAATTAAACAGTGATGTTGACAGACTAAGAGAAGTCATGAGCCAAATGGACTTAACGGATATTTATAGAACATTCTATCCTAAAGCAAAAGGATATACCTTCTTCTCAGCTCCTCATGGTACTTTCTCCAA  4868
 UID711_ GGACAGATCATGGAAACAGAAATTAAACAGTGATGTCGACAGACTAAGAGAAGTCATGAGCCAAATGGACTTAACGGATATTTATAGAACATTCTATCCTAAAGCAAAAGGATATACCTTCTTCTCAGCTCCTCATGGTACTTTCTCCAA  4265
  UID26_ GGACAGATCATGGAAACAGAAATTAAACAGTGATGTCGACAGACTAAGAGAAGTCATGAGCCAAATGGACTTAACGGATATTTATAGAACATTCTATCCTAAAGCAAAAGGATATACCTTCTTCTCAGCTCCTCATGGTACTTTCTCCAA  4265
  UID44_ GGACAGATCATGGAAACAGAAATTAAACAGTGATGTCGACAGACTAAGAGAAGTCATGAGCCAAATGGACTTAACGGATATTTATAGAACATTCTATCCTAAAGCAAAAGGATATACCTTCTTCTCAGCTCCTCATGGTACTTTCTCCAA  4265
 UID341_ GGACAGATCATGGAAACAGAAATTAAACAGTGATGTCGACAGACTAAGAGAAGTCATGAGCCAAATGGACTTAACGGATATTTATAGAACATTCTATCCTAAAGCAAAAGGATATACCTTCTTCTCAGCTCCTCATGGTACTTTCTCCAA  4265
 UID125_ GGACAGATCATGGAAACAGAAATTAAACAGTGATGTCAACAGACTAAGAGAAGTCATGAGCCAAATGGACTTAACGGATATTTATAGAACATTCTATCCTAAAGCAAAAGGATATACCTTCTTCTCAGCTCCTCATGGTACTTTCTCCAA  4265
 UID308_ GGACAGATCATGGAAACAGAAATTAAACAGTGATGTCGACAGACTAAGAGAAGTCATGAGCCAAATGGACTTAACGGATATTTATAGAACATTCTATCCTAAAGCAAAAGGATATACCTTCTTCTCAGCTCCTCATGGTACTTTCTCCAA  4265
    L1-3 GGACAGATCATGGAAACAGAAATTAAACAGTGATGTCGACAGACTAAGAGAAGTCATGAGCCAAATGGACTTAACGGATATTTATAGAACATTCTATCCTAAAGCAAAAGGATATACCTTCTTCTCAGCTCCTCATGGTACTTTCTCCAA  2388
 UID225_ GGACAGATCATGGAAACAGAAATTAAACAGTGATGTCGACAGACTAAGAGAAGTCATGAGCCAAATGGACTTAACGGATATTTATAGAACATTCTATCCTAAAGCAAAAGGATATACCTTCTTCTCAGCTCCTCATGGTACTTTCTCCAA  4265
   ruler ......4810......4820......4830......4840......4850......4860......4870......4880......4890......4900......4910......4920......4930......4940......4950

         ****************************** **************** ********************************************** **************************************** **************
 UID132_ AATTGACCATATAATTGGTCAAAAAACGGGCCTCAACAGGTACAGAAAGATAGAAATAATCCCATGCGTGCTATCGGACCACCACGGCCTAAAACTGGTCTTCAATAACAATAAGGGAAGAATGCCCACATATACGTGGAAATTGAACAA  5018
 UID711_ AATTGACCATATAATTGGTCAAAAAACGGGCCTCAACAGGTACAGAAAGATAGAAATAATCCCATGCGTGCTATCGGACCACCACGGCCTAAAACTGGTCTTCAATAACAATAAGGGAAGAATGCCCACATATACGTGGAAATTGAACAA  4415
  UID26_ AATTGACCATATAATTGGTCAAAAAACGGGCCTCAACAGGTACAGAAAGATAGAAATAATCCCATGCGTGCTATCGGACCACCACGGCCTAAAACTGGTCTTCAATAACAATAAGGGAAGAATGCCCACATATACGTGGAAATTGAACAA  4415
  UID44_ AATTGACCATATAATTGGTCAAAAAACGGGCCTCAACAGGTACAGAAAGATAGAAATAATCCCATGCGTGCTATCGGACCACCACGGCCTAAAACTGGTCTTCAATAACAATAAGGGAAGAATGCCCACATATACTTGGAAATTGAACAA  4415
 UID341_ AATTGACCATATAATTGGTCAAAAAACGGGCCTCAACAGGTACAGAATGATAGAAATAATCCCATGCGTGCTATCGGACCACCACGGCCTAAAACTGGTCTTCAATAACAATAAGGGAAGAATGCCCACATATACGTGGAAATTGAACAA  4415
 UID125_ AATTGACCATATAATTGGTCAAAAAACGGGCCTCAACAGGTACAGAAAGATAGAAATAATCCCATGCGTGCTATCGGACCACCACGGCCTAAAACTGGTCTTCAATAACAATAAGGGAAGAATGCCCACATATACGTGGAAATTGAACAA  4415
 UID308_ AATTGACCATATAATTGGTCAAAAAACGGGCCTCAACAGGTACAGAAAGATAGAAATAATCCCATGCGTGCTATCGGACCACCACGGCCTAAAACTGGTCTTCAATAACAATAAGGGAAGAATGCCCACATATACGTGGAAATTGAACAA  4415
    L1-3 AATTGACCATATAATTGGTCAAAAAACGGGGCTCAACAGGTACAGAAAGATAGAAATAATCCCATGCGTGCTATCGGACCACCACGGCCTAAAATTGGTCTTCAATAACAATAAGGGAAGAATGCCCACATATACGTGGAAATTGAACAA  2538
 UID225_ AATTGACCATATAATTGGTCAAAAAACGGGCCTCAACAGGTACAGAAAGATAGAAATAATCCCATGCGTGCTATCGGACCACCACGGCCTAAAACTGGTCTTCAATAACAATAAGGGAAGAATGCCCACATATACGTGGAAATTGAACAA  4415
   ruler ......4960......4970......4980......4990......5000......5010......5020......5030......5040......5050......5060......5070......5080......5090......5100

         ******************** ************************************ ********************* ***************************************************** ****************
 UID132_ TGCTCTACTCAATGATAACCTGGTCAAGGAAGAAATAAAGAAAGAAATTAAAAACTTCTTAGAATTTAATGAAAATGAAGATACAACATACTCAAACTTATGGGACACAATGAAAGCTGTGCTAAGAGGAAAACTCATAGCGCTGAGTGC  5168
 UID711_ TGCTCTACTCAATGATAACCTGGTCAAGGAAGAAATAAAGAAAGAAATTAAAAACTTTTTAGAATTTAATGAAAATGAAGATACAACATACTCAAACTTATGGGACACAATGAAAGCTGTGCTAAGAGGAAAACTCATAGCGCTGAGTGC  4565
  UID26_ TGCTCTACTCAATGATAACCTGGTCAAGGAAGAAATAAAGAAAGAAATTAAAAACTTTTTAGAATTTAATGAAAATGAAGATACAACATACTCAAACTTATGGGACACAATGAAAGCTGTGCTAAGAGGAAAACTCATAGCGCTGAGTGC  4565
  UID44_ TGCTCTACTCAATGATAACCTGGTCAAGGAAGAAATAAAGAAAGAAATTAAAAACTTTTTAGAATTTAATGAAAATGAAGATACAACATACTCAAACTTATGGGACACAATGAAAGCTGTGCTAAGAGGAAAACTCATAGCGCTGAGTGC  4565
 UID341_ TGCTCTACTCAATGATAACCTGGTCAAGGAAGAAATAAAGAAAGAAATTAAAAACTTTTTAGAATTTAATGAAAATGAAGATACAACATACTCAAACTTATGGGACACAATGAAAGCTGTGCTAAGAGGAAAACTCATAGCGCTGAGTGC  4565
 UID125_ TGCTCTACTCAATGATAACCGGGTCAAGGAAGAAATAAAGAAAGAAATTAAAAACTTTTTAGAATTTAATGAAAATGAAGATACAACATACTCAAACTTATGGGACACAATGAAAGCTGTGCTAAGAGGAAAATTCATAGCGCTGAGTGC  4565
 UID308_ TGCTCTACTCAATGATAACCTGGTCAAGGAAGAAATAAAGAAAGAAATTAAAAACTTTTTAGAATTTAATGAAAATGAAGATACAACATACTCAAACTTATGGGACACAATGAAAGCTGTGCTAAGAGGAAAACTCATAGCGCTGAGTGC  4565
    L1-3 TGCTCTACTCAATGATAACCTGGTCAAGGAAGAAATAAAGAAAGAAATTAAAAACTTTTTAGAATTTAATGAAAATGAAAATACAACATACTCAAACTTATGGGACACAATGAAAGCTGTGCTAAGAGGAAAACTCATAGCGCTGAGTGC  2688
 UID225_ TGCTCTACTCAATGATAACCTGGTCAAGGAAGAAATAAAGAAAGAAATTAAAAACTTTTTAGAATTTAATGAAAATGAAGATACAACATACTCAAACTTATGGGACACAATGAAAGCTGTGCTAAGAGGAAAACTCATAGCGCTGAGTGC  4565
   ruler ......5110......5120......5130......5140......5150......5160......5170......5180......5190......5200......5210......5220......5230......5240......5250

         ************************************* ****************************************************************************************************************
 UID132_ CTGCAGAAAGAAACAGGAAAGAGCATATGTCAGCAGCTTGACAGCACACCTAAAAGCTCTAGAACAAAAAGAAGCAAATACACCCAGGAGGAGTAGAAGGCAGGAAATAATCAAACTCAGAGCTGAAATCAACCAAGTAGAAACAAAAAG  5318
 UID711_ CTGCAGAAAGAAACAGGAAAGAGCATATGTCAGCAGCTTGACAGCACACCTAAAAGCTCTAGAACAAAAAGAAGCAAATACACCCAGGAGGAGTAGAAGGCAGGAAATAATCAAACTCAGAGCTGAAATCAACCAAGTAGAAACAAAAAG  4715
  UID26_ CTGCAGAAAGAAACAGGAAAGAGCATATGTCAGCAGCTTGACAGCACACCTAAAAGCTCTAGAACAAAAAGAAGCAAATACACCCAGGAGGAGTAGAAGGCAGGAAATAATCAAACTCAGAGCTGAAATCAACCAAGTAGAAACAAAAAG  4715
  UID44_ CTGCAGAAAGAAACAGGAAAGAGCATATGTCAGCAGCTTGACAGCACACCTAAAAGCTCTAGAACAAAAAGAAGCAAATACACCCAGGAGGAGTAGAAGGCAGGAAATAATCAAACTCAGAGCTGAAATCAACCAAGTAGAAACAAAAAG  4715
 UID341_ CTGCAGAAAGAAACAGGAAAGAGCATATGTCAGCAGCTTGACAGCACACCTAAAAGCTCTAGAACAAAAAGAAGCAAATACACCCAGGAGGAGTAGAAGGCAGGAAATAATCAAACTCAGAGCTGAAATCAACCAAGTAGAAACAAAAAG  4715
 UID125_ CTGCAGAAAGAAACAGGAAAGAGCATATGTCAGCAGCTTGACAGCACACCTAAAAGCTCTAGAACAAAAAGAAGCAAATACACCCAGGAGGAGTAGAAGGCAGGAAATAATCAAACTCAGAGCTGAAATCAACCAAGTAGAAACAAAAAG  4715
 UID308_ CTGCAGAAAGAAACAGGAAAGAGCATATGTCAGCAGCTTGACAGCACACCTAAAAGCTCTAGAACAAAAAGAAGCAAATACACCCAGGAGGAGTAGAAGGCAGGAAATAATCAAACTCAGAGCTGAAATCAACCAAGTAGAAACAAAAAG  4715
    L1-3 CTGCAGAAAGAAACAGGAAAGAGCATATGTCAGCAGCATGACAGCACACCTAAAAGCTCTAGAACAAAAAGAAGCAAATACACCCAGGAGGAGTAGAAGGCAGGAAATAATCAAACTCAGAGCTGAAATCAACCAAGTAGAAACAAAAAG  2838
 UID225_ CTGCAGAAAGAAACAGGAAAGAGCATATGTCAGCAGCTTGACAGCACACCTAAAAGCTCTAGAACAAAAAGAAGCAAATACACCCAGGAGGAGTAGAAGGCAGGAAATAATCAAACTCAGAGCTGAAATCAACCAAGTAGAAACAAAAAG  4715
   ruler ......5260......5270......5280......5290......5300......5310......5320......5330......5340......5350......5360......5370......5380......5390......5400

Kirilyuk et al.                                                                                                                                  Fig. S4A



         **************************************************************************************************** *************************************************
 UID132_ GACCATAGAAAGAATCAACAGGACCAAAAGTTGGTTCTTTGAGAAAATCAACAAGATAGATAAACCCTTAGCCAGACTAACGAGAGGACACAGAGAGTGCATCCAAATTAACAAAATCAGAAATGAAAAGGGAGACATAACTACAGATTC  5468
 UID711_ GACCATAGAAAGAATCAACAGGACCAAAAGTTGGTTCTTTGAGAAAATCAACAAGATAGATAAACCCTTAGCCAGACTAACGAGAGGACACAGAGAGTGCGTCCAAATTAACAAAATCAGAAATGAAAAGGGAGACATAACTACAGATTC  4865
  UID26_ GACCATAGAAAGAATCAACAGGACCAAAAGTTGGTTCTTTGAGAAAATCAACAAGATAGATAAACCCTTAGCCAGACTAACGAGAGGACACAGAGAGTGCGTCCAAATTAACAAAATCAGAAATGAAAAGGGAGACATAACTACAGATTC  4865
  UID44_ GACCATAGAAAGAATCAACAGGACCAAAAGTTGGTTCTTTGAGAAAATCAACAAGATAGATAAACCCTTAGCCAGACTAACGAGAGGACACAGAGAGTGCGTCCAAATTAACAAAATCAGAAATGAAAAGGGAGACATAACTACAGATTC  4865
 UID341_ GACCATAGAAAGAATCAACAGGACCAAAAGTTGGTTCTTTGAGAAAATCAACAAGATAGATAAACCCTTAGCCAGACTAACGAGAGGACACAGAGAGTGCGTCCAAATTAACAAAATCAGAAATGAAAAGGGAGACATAACTACAGATTC  4865
 UID125_ GACCATAGAAAGAATCAACAGGACCAAAAGTTGGTTCTTTGAGAAAATCAACAAGATAGATAAACCCTTAGCCAGACTAACGAGAGGACACAGAGAGTGCGTCCAAATTAACAAAATCAGAAATGAAAAGGGAGACATAACTACAGATTC  4865
 UID308_ GACCATAGAAAGAATCAACAGGACCAAAAGTTGGTTCTTTGAGAAAATCAACAAGATAGATAAACCCTTAGCCAGACTAACGAGAGGACACAGAGAGTGCGTCCAAATTAACAAAATCAGAAATGAAAAGGGAGACATAACTACAGATTC  4865
    L1-3 GACCATAGAAAGAATCAACAGGACCAAAAGTTGGTTCTTTGAGAAAATCAACAAGATAGATAAACCCTTAGCCAGACTAACGAGAGGACACAGAGAGTGCGTCCAAATTAACAAAATCAGAAATGAAAAGGGAGACATAACTACAGATTC  2988
 UID225_ GACCATAGAAAGAATCAACAGGACCAAAAGTTGGTTCTTTGAGAAAATCAACAAGATAGATAAACCCTTAGCCAGACTAACGAGAGGACACAGAGAGTGCGTCCAAATTAACAAAATCAGAAATGAAAAGGGAGACATAACTACAGATTC  4865
   ruler ......5410......5420......5430......5440......5450......5460......5470......5480......5490......5500......5510......5520......5530......5540......5550

         *********************************************************** ******************* **********************************************************************
 UID132_ AGAGGAAATTCAAAAAATCATCAGATCTTACTATAAAAACCTATATTCAACAAAATTTGAAAATCTTCAGGAAATGGACTATTTCCTAGACAGATACCAGGTATCAAAGTTAAATCAGGAACAGATAAACCAGTTAAACAACCCCATAAC  5618
 UID711_ AGAGGAAATTCAAAAAATCATCAGATCTTACTATAAAAACCTATATTCAACAAAATTTGAAAATCTTCAGGAAATGGACAATTTCCTAGACAGATACCAGGTATCAAAGTTAAATCAGGAACAGATAAACCAGTTAAACAACCCCATAAC  5015
  UID26_ AGAGGAAATTCAAAAAATCATCAGATCTTACTATAAAAACCTATATTCAACAAAATTTGAAAATCTTCAGGAAATGGACAATTTCCTAGACAGATACCAGGTATCAAAGTTAAATCAGGAACAGATAAACCAGTTAAACAACCCCATAAC  5015
  UID44_ AGAGGAAATTCAAAAAATCATCAGATCTTACTATAAAAACCTATATTCAACAAAATTTGAAAATCTTCAGGAAATGGACTATTTCCTAGACAGATACCAGGTATCAAAGTTAAATCAGGAACAGATAAACCAGTTAAACAACCCCATAAC  5015
 UID341_ AGAGGAAATTCAAAAAATCATCAGATCTTACTATAAAAACCTATATTCAACAAAATTTGAAAATCTTCAGGAAATGGACTATTTCCTAGACAGATACCAGGTATCAAAGTTAAATCAGGAACAGATAAACCAGTTAAACAACCCCATAAC  5015
 UID125_ AGAGGAAATTCAAAAAATCATCAGATCTTACTATAAAAACCTATATTCAACAAAATTTGAAAATCTTCAGGAAATGGACAATTTCCTAGACAGATACCAGGTATCAAAGTTAAATCAGGAACAGATAAACCAGTTAAACAACCCCATAAC  5015
 UID308_ AGAGGAAATTCAAAAAATCATCAGATCTTACTATAAAAACCTATATTCAACAAAATTTGAAAATCTTCAGGAAATGGACAATTTCCTAGACAGATACCAGGTATCAAAGTTAAATCAGGAACAGATAAACCAGTTAAACAACCCCATAAC  5015
    L1-3 AGAGGAAATTCAAAAAATCATCAGATCTTACTATAAAAACCTATATTCAACAAAATTTGAAAATCTTCAGGAAATGGACTATTTCCTAGACAGATACCAGGTATCAAAGTTAAATCAGGAACAGATAAACCAGTTAAACAACCCCATAAC  3138
 UID225_ AGAGGAAATTCAAAAAATCATCAGATCTTACTATAAAAACCTATATTCAACAAAATTTGGAAATCTTCAGGAAATGGACTATTTCCTAGACAGATACCAGGTATCAAAGTTAAATCAGGAACAGATAAACCAGTTAAACAACCCCATAAC  5015
   ruler ......5560......5570......5580......5590......5600......5610......5620......5630......5640......5650......5660......5670......5680......5690......5700

         ******************************************************************************************************************************************************
 UID132_ TCCTAAGGAAATAGAAGCAGTCATTAAAGGTCTCCCAACCAAAAAGAGCCCAGGTCCAGATGGGTTTAGTGCAGAATTCTATCAAACCTTCATAGAAGACCTCATACCAATATTATCCAAACTATTCCACAAAATTGAAACAGATGGAGC  5768
 UID711_ TCCTAAGGAAATAGAAGCAGTCATTAAAGGTCTCCCAACCAAAAAGAGCCCAGGTCCAGATGGGTTTAGTGCAGAATTCTATCAAACCTTCATAGAAGACCTCATACCAATATTATCCAAACTATTCCACAAAATTGAAACAGATGGAGC  5165
  UID26_ TCCTAAGGAAATAGAAGCAGTCATTAAAGGTCTCCCAACCAAAAAGAGCCCAGGTCCAGATGGGTTTAGTGCAGAATTCTATCAAACCTTCATAGAAGACCTCATACCAATATTATCCAAACTATTCCACAAAATTGAAACAGATGGAGC  5165
  UID44_ TCCTAAGGAAATAGAAGCAGTCATTAAAGGTCTCCCAACCAAAAAGAGCCCAGGTCCAGATGGGTTTAGTGCAGAATTCTATCAAACCTTCATAGAAGACCTCATACCAATATTATCCAAACTATTCCACAAAATTGAAACAGATGGAGC  5165
 UID341_ TCCTAAGGAAATAGAAGCAGTCATTAAAGGTCTCCCAACCAAAAAGAGCCCAGGTCCAGATGGGTTTAGTGCAGAATTCTATCAAACCTTCATAGAAGACCTCATACCAATATTATCCAAACTATTCCACAAAATTGAAACAGATGGAGC  5165
 UID125_ TCCTAAGGAAATAGAAGCAGTCATTAAAGGTCTCCCAACCAAAAAGAGCCCAGGTCCAGATGGGTTTAGTGCAGAATTCTATCAAACCTTCATAGAAGACCTCATACCAATATTATCCAAACTATTCCACAAAATTGAAACAGATGGAGC  5165
 UID308_ TCCTAAGGAAATAGAAGCAGTCATTAAAGGTCTCCCAACCAAAAAGAGCCCAGGTCCAGATGGGTTTAGTGCAGAATTCTATCAAACCTTCATAGAAGACCTCATACCAATATTATCCAAACTATTCCACAAAATTGAAACAGATGGAGC  5165
    L1-3 TCCTAAGGAAATAGAAGCAGTCATTAAAGGTCTCCCAACCAAAAAGAGCCCAGGTCCAGATGGGTTTAGTGCAGAATTCTATCAAACCTTCATAGAAGACCTCATACCAATATTATCCAAACTATTCCACAAAATTGAAACAGATGGAGC  3288
 UID225_ TCCTAAGGAAATAGAAGCAGTCATTAAAGGTCTCCCAACCAAAAAGAGCCCAGGTCCAGATGGGTTTAGTGCAGAATTCTATCAAACCTTCATAGAAGACCTCATACCAATATTATCCAAACTATTCCACAAAATTGAAACAGATGGAGC  5165
   ruler ......5710......5720......5730......5740......5750......5760......5770......5780......5790......5800......5810......5820......5830......5840......5850

         *********************************************************************** ******************************** *********************************************
 UID132_ CCTACCGAATTCCTTCTACGAATCTACAATTACTCTTATACCTAAACCACACAAAGACACAACAAAGAAAGAGAACTTCAGACCAATTTCCCTTATGAATATCGACGCAAAAATACTCAATAAAATTCTGGCAAACCGAATTCAAGAGCA  5918
 UID711_ CCTACCGAATTCCTTCTACGAATCTACAATTACTCTTATACCTAAACCACACAAAGACACAACAAAGAAAGAGAACTTCAGACCAATTTCCCTTATGAATATCGACGCAAAAATACTCAATAAAATTCTGGCAAACCGAATTCAAGAGCA  5315
  UID26_ CCTACCGAATTCCTTCTACGAATCTACAATTACTCTTATACCTAAACCACACAAAGACACAACAAAGAAAGAGAACTTCAGACCAATTTCCCTTATGAATATCGCCGCAAAAATACTCAATAAAATTCTGGCAAACCGAATTCAAGAGCA  5315
  UID44_ CCTACCGAATTCCTTCTACGAATCTACAATTACTCTTATACCTAAACCACACAAAGACACAACAAAGAAAGAGAACTTCAGACCAATTTCCCTTATGAATATCGACGCAAAAATACTCAATAAAATTCTGGCAAACCGAATTCAAGAGCA  5315
 UID341_ CCTACCGAATTCCTTCTACGAATCTACAATTACTCTTATACCTAAACCACACAAAGACACAACAAAGAAAGAGAACTTCAGACCAATTTCCCTTATGAATATCGACGCAAAAATACTCAATAAAATTCTGGCAAACCGAATTCAAGAGCA  5315
 UID125_ CCTACCGAATTCCTTCTACGAATCTACAATTACTCTTATACCTAAACCACACAAAGACACAACAAAGAAAGAGAACTTCAGACCAATTTCCCTTATGAATATCGACGCAAAAATACTCAATAAAATTCTGGCAAACCGAATTCAAGAGCA  5315
 UID308_ CCTACCGAATTCCTTCTACGAATCTACAATTACTCTTATACCTAAACCACACAAAGACACAACAAAGAAAGAGAACTTCAGACCAATTTCCCTTATGAATATCGACGCAAAAATACTCAATAAAATTCTGGCAAACCGAATTCAAGAGCA  5315
    L1-3 CCTACCGAATTCCTTCTACGAATCTACAATTACTCTTATACCTAAACCACACAAAGACACAACAAAGAAAGGGAACTTCAGACCAATTTCCCTTATGAATATCGACGCAAAAATACTCAATAAAATTCTGGCAAACCGAATTCAAGAGCA  3438
 UID225_ CCTACCGAATTCCTTCTACGAATCTACAATTACTCTTATACCTAAACCACACAAAGACACAACAAAGAAAGAGAACTTCAGACCAATTTCCCTTATGAATATCGACGCAAAAATACTCAATAAAATTCTGGCAAACCGAATTCAAGAGCA  5315
   ruler ......5860......5870......5880......5890......5900......5910......5920......5930......5940......5950......5960......5970......5980......5990......6000

Kirilyuk et al.                                                                                                                                  Fig. S4A



         ******************************************************************************************************************************************************
 UID132_ CATCAAAACAATCATCCACCATGATCAAGTAGGCTTCATCCCAGGCATGCAGGGATGGTTTAATATACGGAAAACCATCAACGTGATCCATTATATAAACAAACTGAAAGAACAGAACCACATGATCATTTCATTAGATGCTGAGAAAGC  6068
 UID711_ CATCAAAACAATCATCCACCATGATCAAGTAGGCTTCATCCCAGGCATGCAGGGATGGTTTAATATACGGAAAACCATCAACGTGATCCATTATATAAACAAACTGAAAGAACAGAACCACATGATCATTTCATTAGATGCTGAGAAAGC  5465
  UID26_ CATCAAAACAATCATCCACCATGATCAAGTAGGCTTCATCCCAGGCATGCAGGGATGGTTTAATATACGGAAAACCATCAACGTGATCCATTATATAAACAAACTGAAAGAACAGAACCACATGATCATTTCATTAGATGCTGAGAAAGC  5465
  UID44_ CATCAAAACAATCATCCACCATGATCAAGTAGGCTTCATCCCAGGCATGCAGGGATGGTTTAATATACGGAAAACCATCAACGTGATCCATTATATAAACAAACTGAAAGAACAGAACCACATGATCATTTCATTAGATGCTGAGAAAGC  5465
 UID341_ CATCAAAACAATCATCCACCATGATCAAGTAGGCTTCATCCCAGGCATGCAGGGATGGTTTAATATACGGAAAACCATCAACGTGATCCATTATATAAACAAACTGAAAGAACAGAACCACATGATCATTTCATTAGATGCTGAGAAAGC  5465
 UID125_ CATCAAAACAATCATCCACCATGATCAAGTAGGCTTCATCCCAGGCATGCAGGGATGGTTTAATATACGGAAAACCATCAACGTGATCCATTATATAAACAAACTGAAAGAACAGAACCACATGATCATTTCATTAGATGCTGAGAAAGC  5465
 UID308_ CATCAAAACAATCATCCACCATGATCAAGTAGGCTTCATCCCAGGCATGCAGGGATGGTTTAATATACGGAAAACCATCAACGTGATCCATTATATAAACAAACTGAAAGAACAGAACCACATGATCATTTCATTAGATGCTGAGAAAGC  5465
    L1-3 CATCAAAACAATCATCCACCATGATCAAGTAGGCTTCATCCCAGGCATGCAGGGATGGTTTAATATACGGAAAACCATCAACGTGATCCATTATATAAACAAACTGAAAGAACAGAACCACATGATCATTTCATTAGATGCTGAGAAAGC  3588
 UID225_ CATCAAAACAATCATCCACCATGATCAAGTAGGCTTCATCCCAGGCATGCAGGGATGGTTTAATATACGGAAAACCATCAACGTGATCCATTATATAAACAAACTGAAAGAACAGAACCACATGATCATTTCATTAGATGCTGAGAAAGC  5465
   ruler ......6010......6020......6030......6040......6050......6060......6070......6080......6090......6100......6110......6120......6130......6140......6150

         ****************************************************** ************** ********************************************************************************
 UID132_ ATTTGACAAAATTCAACACCCCTTCATGATAAAAGTCCTGGAAAGAATAGGAATTCAAGGCCCATACCTAAACATAGTAAAAGCCATATACAGCAAACCAGTTGCTAACATTAAACTAAATGGAGAGAAACTTGAAGCAATCCCACTAAA  6218
 UID711_ ATTTGACAAAATTCAACACCCCTTCATGATAAAAGTCCTGGAAAGAATAGGAATTCAAGGCCCATACCTAAACATAGTAAAAGCCATATACAGCAAACCAGTTGCTAACATTAAACTAAATGGAGAGAAACTTGAAGCAATCCCACTAAA  5615
  UID26_ ATTTGACAAAATTCAACACCCCTTCATGATAAAAGTCCTGGAAAGAATAGGAATTCAAGGCCCATACCTAAACATAGTAAAAGCCATATACAGCAAACCAGTTGCTAACATTAAACTAAATGGAGAGAAACTTGAAGCAATCCCACTAAA  5615
  UID44_ ATTTGACAAAATTCAACACCCCTTCATGATAAAAGTCCTGGAAAGAATAGGAATTCAAGGCCCATACCTAAACATAGTAAAAGCCATATACAGCAAACCAGTTGCTAACATTAAACTAAATGGAGAGAAACTTGAAGCAATCCCACTAAA  5615
 UID341_ ATTTGACAAAATTCAACACCCCTTCATGATAAAAGTCCTGGAAAGAATAGGAATTCAAGGCCCATACCTGAACATAGTAAAAGCCATATACAGCAAACCAGTTGCTAACATTAAACTAAATGGAGAGAAACTTGAAGCAATCCCACTAAA  5615
 UID125_ ATTTGACAAAATTCAACACCCCTTCATGATAAAAGTCCTGGAAAGAATAGGAATCCAAGGCCCATACCTAAACATAGTAAAAGCCATATACAGCAAACCAGTTGCTAACATTAAACTAAATGGAGAGAAACTTGAAGCAATCCCACTAAA  5615
 UID308_ ATTTGACAAAATTCAACACCCCTTCATGATAAAAGTCCTGGAAAGAATAGGAATTCAAGGCCCATACCTAAACATAGTAAAAGCCATATACAGCAAACCAGTTGCTAACATTAAACTAAATGGAGAGAAACTTGAAGCAATCCCACTAAA  5615
    L1-3 ATTTGACAAAATTCAACACCCCTTCATGATAAAAGTCCTGGAAAGAATAGGAATTCAAGGCCCATACCTAAACATAGTAAAAGCCATATACAGCAAACCAGTTGCTAACATTAAACTAAATGGAGAGAAACTTGAAGCAATCCCACTAAA  3738
 UID225_ ATTTGACAAAATTCAACACCCCTTCATGATAAAAGTCCTGGAAAGAATAGGAATTCAAGGCCCATACCTAAACATAGTAAAAGCCATATACAGCAAACCAGTTGCTAACATTAAACTAAATGGAGAGAAACTTGAAGCAATCCCACTAAA  5615
   ruler ......6160......6170......6180......6190......6200......6210......6220......6230......6240......6250......6260......6270......6280......6290......6300

         ****************************************************************************************************** ***********************************************
 UID132_ ATCAGGGACTAGACAAGGCTGCCCACTCTCTCCCTACTTATTCAATATAGTTCTTGAAGTTCTAGCCAGAGCAATCAGACAACAAAAGGAGATCAAAGGGATACAGATCGGAAAAGAAGAGGTCAAAATATCACTATTTGCAGATGATAT  6368
 UID711_ ATCAGGGACTAGACAAGGCTGCCCACTCTCTCCCTACTTATTCAATATAGTTCTTGAAGTTCTAGCCAGAGCAATCAGACAACAAAAGGAGATCAAAGGGATACAGATCGGAAAAGAAGAGGTCAAAATATCACTATTTGCAGATGATAT  5765
  UID26_ ATCAGGGACTAGACAAGGCTGCCCACTCTCTCCCTACTTATTCAATATAGTTCTTGAAGTTCTAGCCAGAGCAATCAGACAACAAAAGGAGATCAAAGGGATACAGATCGGAAAAGAAGAGGTCAAAATATCACTATTTGCAGATGATAT  5765
  UID44_ ATCAGGGACTAGACAAGGCTGCCCACTCTCTCCCTACTTATTCAATATAGTTCTTGAAGTTCTAGCCAGAGCAATCAGACAACAAAAGGAGATCAAAGGGATACAGATCGGAAAAGAAGAGGTCAAAATATCACTATTTGCAGATGATAT  5765
 UID341_ ATCAGGGACTAGACAAGGCTGCCCACTCTCTCCCTACTTATTCAATATAGTTCTTGAAGTTCTAGCCAGAGCAATCAGACAACAAAAGGAGATCAAAGGGATACAGATCGGAAAAGAAGAGGTCAAAATATCACTATTTGCAGATGATAT  5765
 UID125_ ATCAGGGACTAGACAAGGCTGCCCACTCTCTCCCTACTTATTCAATATAGTTCTTGAAGTTCTAGCCAGAGCAATCAGACAACAAAAGGAGATCAAAGGGATACAGATCGGAAAAGAAGAGGTCAAAATATCACTATTTGCAGATGATAT  5765
 UID308_ ATCAGGGACTAGACAAGGCTGCCCACTCTCTCCCTACTTATTCAATATAGTTCTTGAAGTTCTAGCCAGAGCAATCAGACAACAAAAGGAGATCAAAGGGATACAGATCGGAAAAGAAGAGGTCAAAATATCACTATTTGCAGATGATAT  5765
    L1-3 ATCAGGGACTAGACAAGGCTGCCCACTCTCTCCCTACTTATTCAATATAGTTCTTGAAGTTCTAGCCAGAGCAATCAGACAACAAAAGGAGATCAAAGGGATGCAGATCGGAAAAGAAGAGGTCAAAATATCACTATTTGCAGATGATAT  3888
 UID225_ ATCAGGGACTAGACAAGGCTGCCCACTCTCTCCCTACTTATTCAATATAGTTCTTGAAGTTCTAGCCAGAGCAATCAGACAACAAAAGGAGATCAAAGGGATACAGATCGGAAAAGAAGAGGTCAAAATATCACTATTTGCAGATGATAT  5765
   ruler ......6310......6320......6330......6340......6350......6360......6370......6380......6390......6400......6410......6420......6430......6440......6450

         *********** ****************** ************************************************************************************************************* *********
 UID132_ GATAGTATATTCAAGTGATCCCAAAAGTTCCACCAGAGAACTACTAAAGCTGATAAACAACTTCAGCAAAGTGGCTGGGTATAAAATTAACTCAAATAAATCAGTTGCCTTCCTCTATACAAAAGAGAAACAAGCCGAGAAAGAAATTAG  6518
 UID711_ GATAGTATATTTAAGTGATCCCAAAAGTTCCACCAGAGAACTACTAAAGCTGATAAACAACTTCAGCAAAGTGGCTGGGTATAAAATTAACTCAAATAAATCAGTTGCCTTCCTCTATACAAAAGAGAAACAAGCCGAGAAAGAAATTAG  5915
  UID26_ GATAGTATATTTAAGTGATCCCAAAAGTTCCACCAGAGAACTACTAAAGCTGATAAACAACTTCAGCAAAGTGGCTGGGTATAAAATTAACTCAAATAAATCAGTTGCCTTCCTCTATACAAAAGAGAAACAAGCCGAGAAAGAAATTAG  5915
  UID44_ GATAGTATATTTAAGTGATCCCAAAAGTTCCACCAGAGAACTACTAAAGCTGATAAACAACTTCAGCAAAGTGGCTGGGTATAAAATTAACTCAAATAAATCAGTTGCCTTCCTCTATACAAAAGAGAAACAAGCCGAGAAAGAAATTAG  5915
 UID341_ GATAGTATATTTAAGTGATCCCAAAAGTTCTACCAGAGAACTACTAAAGCTGATAAACAACTTCAGCAAAGTGGCTGGGTATAAAATTAACTCAAATAAATCAGTTGCCTTCCTCTATACAAAAGAGAAACAAGCCGAGAAAGAAATTAG  5915
 UID125_ GATAGTATATTTAAGTGATCCCAAAAGTTCCACCAGAGAACTACTAAAGCTGATAAACAACTTCAGCAAAGTGGCTGGGTATAAAATTAACTCAAATAAATCAGTTGCCTTCCTCTATACAAAAGAGAAACAAGCCGAGAAAGAAATTAG  5915
 UID308_ GATAGTATATTTAAGTGATCCCAAAAGTTCCACCAGAGAACTACTAAAGCTGATAAACAACTTCAGCAAAGTGGCTGGGTATAAAATTAACTCAAATAAATCAGTTGCCTTCCTCTATACAAAAGAGAAACAAGCCGAGATAGAAATTAG  5915
    L1-3 GATAGTATATTTAAGTGATCCCAAAAGTTCCACCAGAGAACTACTAAAGCTGATAAACAACTTCAGCAAAGTGGCTGGGTATAAAATTAACTCAAATAAATCAGTTGCCTTCCTCTATACAAAAGAGAAACAAGCCGAGAAAGAAATTAG  4038
 UID225_ GATAGTATATTTAAGTGATCCCAAAAGTTCTACCAGAGAACTACTAAAGCTGATAAACAACTTCAGCAAAGTGGCTGGGTATAAAATTAACTCAAATAAATCAGTTGCCTTCCTCTATACAAAAGAGAAACAAGCCGAGAAAGAAATTAG  5915
   ruler ......6460......6470......6480......6490......6500......6510......6520......6530......6540......6550......6560......6570......6580......6590......6600

Kirilyuk et al.                                                                                                                                  Fig. S4A



         **************************************************** ******************************************** ****************************************************
 UID132_ GGAAACGACACCCTTCATAATAGACCCAAATAATATAAAGTACCTCGGTGTGACTTTAACCAAGCAAGTAAAAGATCTGTACAATAAGAACTTCAAGTCACTGAAGAAAGAAATTGAAGAAGACCTCAGAAGATGGAAAGATCTCCCATG  6668
 UID711_ GGAAACGACACCCTTCATAATAGACCCAAATAATATAAAGTACCTCGGTGTGACTTTAACCAAGCAAGTAAAAGATCTGTACAATAAGAACTTCAAGACACTGAAGAAAGAAATTGAAGAAGACCTCAGAAGATGGAAAGATCTCCCATG  6065
  UID26_ GGAAACGACACCCTTCATAATAGACCCAAATAATATAAAGTACCTCGGTGTGACTTTAACCAAGCAAGTAAAAGATCTGTACAATAAGAACTTCAAGACACTGAAGAAAGAAATTGAAGAAGACCTCAGAAGATGGAAAGATCTCCCATG  6065
  UID44_ GGAAACGACACCCTTCATAATAGACCCAAATAATATAAAGTACCTCGGTGTGACTTTAACCAAGCAAGTAAAAGATCTGTACAATAAGAACTTCAAGACACTGAAGAAAGAAATTGAAGAAGACCTCAGAAGATGGAAAGATCTCCCATG  6065
 UID341_ GGAAACGACACCCTTCATAATAGACCCAAATAATATAAAGTACCTCGGTGTGACTTTAACCAAGCAAGTAAAAGATCTGTACAATAAGAACTTCAAGACACTGAAGAAAGAAATTGAAGAAGACCTCAGAAGATGGAAAGATCTCCCATG  6065
 UID125_ GGAAACGACACCCTTCATAATAGACCCAAATAATATAAAGTACCTCGGTGTGACTTTAACCAAGCAAGTAAAAGATCTGTACAATAAGAACTTCAAGACACTGAAGAAAGAAATTGAAGAAGACCTCAGAAGATGGAAAGATCTCCCATG  6065
 UID308_ GGAAACGACACCCTTCATAATAGACCCAAATAATATAAAGTACCTCGGTGTGACTTTAACCAAGCAAGTAAAAGATCTGTACAATAAGAACTTCAAGACACTGAAGAAAGAAATTGAAGAAGACCTCAGAAGATGGAAAGATCTCCCATG  6065
    L1-3 GGAAACGACACCCTTCATAATAGACCCAAATAATATAAAGTACCTCGGTGTGGCTTTAACCAAGCAAGTAAAAGATCTGTACAATAAGAACTTCAAGACACTGAAGAAAGAAATTGAAGAAGACCTCAGAAGATGGAAAGATCTCCCATG  4188
 UID225_ GGAAACGACACCCTTCATAATAGACCCAAATAATATAAAGTACCTCGGTGTGACTTTAACCAAGCAAGTAAAAGATCTGTACAATAAGAACTTCAAGACACTGAAGAAAGAAATTGAAGAAGACCTCAGAAGATGGAAAGATCTCCCATG  6065
   ruler ......6610......6620......6630......6640......6650......6660......6670......6680......6690......6700......6710......6720......6730......6740......6750

         ******************************************************************************************************************************************************
 UID132_ CTCATGGATTGGCAGGATTAATATAGTAAAAATGGCCATTTTACCAAAAGCAATCTACAGATTCAATGCAATCCCCATCAAAATACCAATCCAATTCTTCAAAGAGTTAGACAGAACAATTTGCAAATTCATCTGGAATAACAAAAAACC  6818
 UID711_ CTCATGGATTGGCAGGATTAATATAGTAAAAATGGCCATTTTACCAAAAGCAATCTACAGATTCAATGCAATCCCCATCAAAATACCAATCCAATTCTTCAAAGAGTTAGACAGAACAATTTGCAAATTCATCTGGAATAACAAAAAACC  6215
  UID26_ CTCATGGATTGGCAGGATTAATATAGTAAAAATGGCCATTTTACCAAAAGCAATCTACAGATTCAATGCAATCCCCATCAAAATACCAATCCAATTCTTCAAAGAGTTAGACAGAACAATTTGCAAATTCATCTGGAATAACAAAAAACC  6215
  UID44_ CTCATGGATTGGCAGGATTAATATAGTAAAAATGGCCATTTTACCAAAAGCAATCTACAGATTCAATGCAATCCCCATCAAAATACCAATCCAATTCTTCAAAGAGTTAGACAGAACAATTTGCAAATTCATCTGGAATAACAAAAAACC  6215
 UID341_ CTCATGGATTGGCAGGATTAATATAGTAAAAATGGCCATTTTACCAAAAGCAATCTACAGATTCAATGCAATCCCCATCAAAATACCAATCCAATTCTTCAAAGAGTTAGACAGAACAATTTGCAAATTCATCTGGAATAACAAAAAACC  6215
 UID125_ CTCATGGATTGGCAGGATTAATATAGTAAAAATGGCCATTTTACCAAAAGCAATCTACAGATTCAATGCAATCCCCATCAAAATACCAATCCAATTCTTCAAAGAGTTAGACAGAACAATTTGCAAATTCATCTGGAATAACAAAAAACC  6215
 UID308_ CTCATGGATTGGCAGGATTAATATAGTAAAAATGGCCATTTTACCAAAAGCAATCTACAGATTCAATGCAATCCCCATCAAAATACCAATCCAATTCTTCAAAGAGTTAGACAGAACAATTTGCAAATTCATCTGGAATAACAAAAAACC  6215
    L1-3 CTCATGGATTGGCAGGATTAATATAGTAAAAATGGCCATTTTACCAAAAGCAATCTACAGATTCAATGCAATCCCCATCAAAATACCAATCCAATTCTTCAAAGAGTTAGACAGAACAATTTGCAAATTCATCTGGAATAACAAAAAACC  4338
 UID225_ CTCATGGATTGGCAGGATTAATATAGTAAAAATGGCCATTTTACCAAAAGCAATCTACAGATTCAATGCAATCCCCATCAAAATACCAATCCAATTCTTCAAAGAGTTAGACAGAACAATTTGCAAATTCATCTGGAATAACAAAAAACC  6215
   ruler ......6760......6770......6780......6790......6800......6810......6820......6830......6840......6850......6860......6870......6880......6890......6900

         ******************************************************************************************************************************************************
 UID132_ CAGGATAGCTAAAGCTATCCTCAACAATAAAAGGACTTCAGGGGGAATCACTATCCCTGAACTCAAGCAGTATTACAGAGCAATAGTGATAAAAACTGCATGGTATTGGTACAGAGACAGACAGATAGACCAATGGAATAGAATTGAAGA  6968
 UID711_ CAGGATAGCTAAAGCTATCCTCAACAATAAAAGGACTTCAGGGGGAATCACTATCCCTGAACTCAAGCAGTATTACAGAGCAATAGTGATAAAAACTGCATGGTATTGGTACAGAGACAGACAGATAGACCAATGGAATAGAATTGAAGA  6365
  UID26_ CAGGATAGCTAAAGCTATCCTCAACAATAAAAGGACTTCAGGGGGAATCACTATCCCTGAACTCAAGCAGTATTACAGAGCAATAGTGATAAAAACTGCATGGTATTGGTACAGAGACAGACAGATAGACCAATGGAATAGAATTGAAGA  6365
  UID44_ CAGGATAGCTAAAGCTATCCTCAACAATAAAAGGACTTCAGGGGGAATCACTATCCCTGAACTCAAGCAGTATTACAGAGCAATAGTGATAAAAACTGCATGGTATTGGTACAGAGACAGACAGATAGACCAATGGAATAGAATTGAAGA  6365
 UID341_ CAGGATAGCTAAAGCTATCCTCAACAATAAAAGGACTTCAGGGGGAATCACTATCCCTGAACTCAAGCAGTATTACAGAGCAATAGTGATAAAAACTGCATGGTATTGGTACAGAGACAGACAGATAGACCAATGGAATAGAATTGAAGA  6365
 UID125_ CAGGATAGCTAAAGCTATCCTCAACAATAAAAGGACTTCAGGGGGAATCACTATCCCTGAACTCAAGCAGTATTACAGAGCAATAGTGATAAAAACTGCATGGTATTGGTACAGAGACAGACAGATAGACCAATGGAATAGAATTGAAGA  6365
 UID308_ CAGGATAGCTAAAGCTATCCTCAACAATAAAAGGACTTCAGGGGGAATCACTATCCCTGAACTCAAGCAGTATTACAGAGCAATAGTGATAAAAACTGCATGGTATTGGTACAGAGACAGACAGATAGACCAATGGAATAGAATTGAAGA  6365
    L1-3 CAGGATAGCTAAAGCTATCCTCAACAATAAAAGGACTTCAGGGGGAATCACTATCCCTGAACTCAAGCAGTATTACAGAGCAATAGTGATAAAAACTGCATGGTATTGGTACAGAGACAGACAGATAGACCAATGGAATAGAATTGAAGA  4488
 UID225_ CAGGATAGCTAAAGCTATCCTCAACAATAAAAGGACTTCAGGGGGAATCACTATCCCTGAACTCAAGCAGTATTACAGAGCAATAGTGATAAAAACTGCATGGTATTGGTACAGAGACAGACAGATAGACCAATGGAATAGAATTGAAGA  6365
   ruler ......6910......6920......6930......6940......6950......6960......6970......6980......6990......7000......7010......7020......7030......7040......7050

         ****************************************************************************************************************************************** **** ******
 UID132_ CCCAGAAATGAACCCACACACCTATGGTCACTTGATTTTTGACAAAGGAGCCAAAACCATCCAATGGAAAAAAGATAGCATTTTCAGCAAATGGTGCTGGTTCAACTGGAGGGCAACATGTAGAAGAATGCAGATCGATCCATGCTTATC  7118
 UID711_ CCCAGAAATGAACCCACACACCTATGGTCACTTGATTTTTGACAAAGGAGCCAAAACCATCCAATGGAAAAAAGATAGCATTTTCAGCAAATGGTGCTGGTTCAACTGGAGGGCAACATGTAGAAGAATGCAGATCGATCCATCCTTATC  6515
  UID26_ CCCAGAAATGAACCCACACACCTATGGTCACTTGATTTTTGACAAAGGAGCCAAAACCATCCAATGGAAAAAAGATAGCATTTTCAGCAAATGGTGCTGGTTCAACTGGAGGGCAACATGTAGAAGAATGCAGATCGATCCATGCTTATC  6515
  UID44_ CCCAGAAATGAACCCACACACCTATGGTCACTTGATTTTTGACAAAGGAGCCAAAACCATCCAATGGAAAAAAGATAGCATTTTCAGCAAATGGTGCTGGTTCAACTGGAGGGCAACATGTAGAAGAATGCAGATCGATCCATGCTTATC  6515
 UID341_ CCCAGAAATGAACCCACACACCTATGGTCACTTGATTTTTGACAAAGGAGCCAAAACCATCCAATGGAAAAAAGATAGCATTTTCAGCAAATGGTGCTGGTTCAACTGGAGGGCAACATGTAGAAGAATGCAGATCGATCCATGCTTATC  6515
 UID125_ CCCAGAAATGAACCCACACACCTATGGTCACTTGATTTTTGACAAAGGAGCCAAAACCATCCAATGGAAAAAAGATAGCATTTTCAGCAAATGGTGCTGGTTCAACTGGAGGGCAACATGTAGAAGAATGCAGATCGATCCATGCTTATC  6515
 UID308_ CCCAGAAATGAACCCACACACCTATGGTCACTTGATTTTTGACAAAGGAGCCAAAACCATCCAATGGAAAAAAGATAGCATTTTCAGCAAATGGTGCTGGTTCAACTGGAGGGCAACATGTAGAAGAATGCAGATCGACCCATGCTTATC  6515
    L1-3 CCCAGAAATGAACCCACACACCTATGGTCACTTGATTTTTGACAAAGGAGCCAAAACCATCCAATGGAAAAAAGATAGCATTTTCAGCAAATGGTGCTGGTTCAACTGGAGGGCAACATGTAGAAGAATGCAGATCGATCCATGCTTATC  4638
 UID225_ CCCAGAAATGAACCCACACACCTATGGTCACTTGATTTTTGACAAAGGAGCCAAAACCATCCAATGGAAAAAAGATAGCATTTTCAGCAAATGGTGCTGGTTCAACTGGAGGGCAACATGTAGAAGAATGCAGATCGATCCATGCTTATC  6515
   ruler ......7060......7070......7080......7090......7100......7110......7120......7130......7140......7150......7160......7170......7180......7190......7200
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         ********************* ********************************************************************************************************************************
 UID132_ ACCCTGTACAAAGCTTAAGTCGAAGTGGATCAAGGACCTCCACATCAAACCAGACACACTCAAACTAATAGAAGAAAAACTAGGGAAGCATCTGGAACACATGGGCACTGGAAAAAATTTCCTGAACAAAACACCAATGGCTTATGCTCT  7268
 UID711_ ACCCTGTACAAAGCTTAAGTCCAAGTGGATCAAGGACCTCCACATCAAACCAGACACACTCAAACTAATAGAAGAAAAACTAGGGAAGCATCTGGAACACATGGGCACTGGAAAAAATTTCCTGAACAAAACACCAATGGCTTATGCTCT  6665
  UID26_ ACCCTGTACAAAGCTTAAGTCCAAGTGGATCAAGGACCTCCACATCAAACCAGACACACTCAAACTAATAGAAGAAAAACTAGGGAAGCATCTGGAACACATGGGCACTGGAAAAAATTTCCTGAACAAAACACCAATGGCTTATGCTCT  6665
  UID44_ ACCCTGTACAAAGCTTAAGTCGAAGTGGATCAAGGACCTCCACATCAAACCAGACACACTCAAACTAATAGAAGAAAAACTAGGGAAGCATCTGGAACACATGGGCACTGGAAAAAATTTCCTGAACAAAACACCAATGGCTTATGCTCT  6665
 UID341_ ACCCTGTACAAAGCTTAAGTCCAAGTGGATCAAGGACCTCCACATCAAACCAGACACACTCAAACTAATAGAAGAAAAACTAGGGAAGCATCTGGAACACATGGGCACTGGAAAAAATTTCCTGAACAAAACACCAATGGCTTATGCTCT  6665
 UID125_ ACCCTGTACAAAGCTTAAGTCGAAGTGGATCAAGGACCTCCACATCAAACCAGACACACTCAAACTAATAGAAGAAAAACTAGGGAAGCATCTGGAACACATGGGCACTGGAAAAAATTTCCTGAACAAAACACCAATGGCTTATGCTCT  6665
 UID308_ ACCCTGTACAAAGCTTAAGTCGAAGTGGATCAAGGACCTCCACATCAAACCAGACACACTCAAACTAATAGAAGAAAAACTAGGGAAGCATCTGGAACACATGGGCACTGGAAAAAATTTCCTGAACAAAACACCAATGGCTTATGCTCT  6665
    L1-3 ACCCTGTACAAAGCTTAAGTCGAAGTGGATCAAGGACCTCCACATCAAACCAGACACACTCAAACTAATAGAAGAAAAACTAGGGAAGCATCTGGAACACATGGGCACTGGAAAAAATTTCCTGAACAAAACACCAATGGCTTATGCTCT  4788
 UID225_ ACCCTGTACAAAGCTTAAGTCGAAGTGGATCAAGGACCTCCACATCAAACCAGACACACTCAAACTAATAGAAGAAAAACTAGGGAAGCATCTGGAACACATGGGCACTGGAAAAAATTTCCTGAACAAAACACCAATGGCTTATGCTCT  6665
   ruler ......7210......7220......7230......7240......7250......7260......7270......7280......7290......7300......7310......7320......7330......7340......7350

         ****************************************************************************************************************** ***********************************
 UID132_ AAGATCAAGAATTGACAAATGGGATCTCATAAAACTGCAAAGCTTCTGTAAGGCAAAGGACACTGTGGTTAGGACAAAACGGCAACCAACAGATTGGGAAAAGATCTTTACCAACCCTACAACAGATAGAGGCCTTATATCCAAAATATA  7418
 UID711_ AAGATCAAGAATTGACAAATGGGATCTCATAAAACTGCAAAGCTTCTGTAAGGCAAAGGACACTGTGGTTAGGACAAAACGGCAACCAACAGATTGGGAAAAGATCTTTACCAACCCTACAACAGATAGAGGCCTTATATCCAAAATATA  6815
  UID26_ AAGATCAAGAATTGACAAATGGGATCTCATAAAACTGCAAAGCTTCTGTAAGGCAAAGGACACTGTGGTTAGGACAAAACGGCAACCAACAGATTGGGAAAAGATCTTTACCAATCCTACAACAGATAGAGGCCTTATATCCAAAATATA  6815
  UID44_ AAGATCAAGAATTGACAAATGGGATCTCATAAAACTGCAAAGCTTCTGTAAGGCAAAGGACACTGTGGTTAGGACAAAACGGCAACCAACAGATTGGGAAAAGATCTTTACCAACCCTACAACAGATAGAGGCCTTATATCCAAAATATA  6815
 UID341_ AAGATCAAGAATTGACAAATGGGATCTCATAAAACTGCAAAGCTTCTGTAAGGCAAAGGACACTGTGGTTAGGACAAAACGGCAACCAACAGATTGGGAAAAGATCTTTACCAACCCTACAACAGATAGAGGCCTTATATCCAAAATATA  6815
 UID125_ AAGATCAAGAATTGACAAATGGGATCTCATAAAACTGCAAAGCTTCTGTAAGGCAAAGGACACTGTGGTTAGGACAAAACGGCAACCAACAGATTGGGAAAAGATCTTTACCAATCCTACAACAGATAGAGGCCTTATATCCAAAATATA  6815
 UID308_ AAGATCAAGAATTGACAAATGGGATCTCATAAAACTGCAAAGCTTCTGTAAGGCAAAGGACACTGTGGTTAGGACAAAACGGCAACCAACAGATTGGGAAAAGATCTTTACCAACCCTACAACAGATAGAGGCCTTATATCCAAAATATA  6815
    L1-3 AAGATCAAGAATTGACAAATGGGATCTCATAAAACTGCAAAGCTTCTGTAAGGCAAAGGACACTGTGGTTAGGACAAAACGGCAACCAACAGATTGGGAAAAGATCTTTACCAACCCTACAACAGATAGAGGCCTTATATCCAAAATATA  4938
 UID225_ AAGATCAAGAATTGACAAATGGGATCTCATAAAACTGCAAAGCTTCTGTAAGGCAAAGGACACTGTGGTTAGGACAAAACGGCAACCAACAGATTGGGAAAAGATCTTTACCAACCCTACAACAGATAGAGGCCTTATATCCAAAATATA  6815
   ruler ......7360......7370......7380......7390......7400......7410......7420......7430......7440......7450......7460......7470......7480......7490......7500

         ************************************************************************************************* ****************************************************
 UID132_ CAAAGAACTCAAGAAGTTAGACCGCAGGGAAACAAATAACCCTATTAAAAAATGGGGTTCAGAGCTAAACAAAGAATTCACAGCTGAGGAATGCCGAATGGCTGAGAAACACCTAAAGAAATGTTCAACATCTTTAGTCATAAGGGAAAT  7568
 UID711_ CAAAGAACTCAAGAAGTTAGACCGCAGGGAAACAAATAACCCTATTAAAAAATGGGGTTCAGAGCTAAACAAAGAATTCACAGCTGAGGAATGCCGAATGGCTGAGAAACACCTAAAGAAATGTTCAACATCTTTAGTCATAAGGGAAAT  6965
  UID26_ CAAAGAACTCAAGAAGTTAGACCGCAGGGAAACAAATAACCCTATTAAAAAATGGGGTTCAGAGCTAAACAAAGAATTCACAGCTGAGGAATGCCGACTGGCTGAGAAACACCTAAAGAAATGTTCAACATCTTTAGTCATAAGGGAAAT  6965
  UID44_ CAAAGAACTCAAGAAGTTAGACCGCAGGGAAACAAATAACCCTATTAAAAAATGGGGTTCAGAGCTAAACAAAGAATTCACAGCTGAGGAATGCCGAATGGCTGAGAAACACCTAAAGAAATGTTCAACATCTTTAGTCATAAGGGAAAT  6965
 UID341_ CAAAGAACTCAAGAAGTTAGACCGCAGGGAAACAAATAACCCTATTAAAAAATGGGGTTCAGAGCTAAACAAAGAATTCACAGCTGAGGAATGCCGAATGGCTGAGAAACACCTAAAGAAATGTTCAACATCTTTAGTCATAAGGGAAAT  6965
 UID125_ CAAAGAACTCAAGAAGTTAGACCGCAGGGAAACAAATAACCCTATTAAAAAATGGGGTTCAGAGCTAAACAAAGAATTCACAGCTGAGGAATGCCGAATGGCTGAGAAACACCTAAAGAAATGTTCAACATCTTTAGTCATAAGGGAAAT  6965
 UID308_ CAAAGAACTCAAGAAGTTAGACCGCAGGGAAACAAATAACCCTATTAAAAAATGGGGTTCAGAGCTAAACAAAGAATTCACAGCTGAGGAATGCCGAATGGCTGAGAAACACCTAAAGAAATGTTCAACATCTTTAGTCATAAGGGAAAT  6965
    L1-3 CAAAGAACTCAAGAAGTTAGACCGCAGGGAAACAAATAACCCTATTAAAAAATGGGGTTCAGAGCTAAACAAAGAATTCACAGCTGAGGAATGCCGAATGGCTGAGAAACACCTAAAGAAATGTTCAACATCTTTAGTCATAAGGGAAAT  5088
 UID225_ CAAAGAACTCAAGAAGTTAGACCGCAGGGAAACAAATAACCCTATTAAAAAATGGGGTTCAGAGCTAAACAAAGAATTCACAGCTGAGGAATGCCGAATGGCTGAGAAACACCTAAAGAAATGTTCAACATCTTTAGTCATAAGGGAAAT  6965
   ruler ......7510......7520......7530......7540......7550......7560......7570......7580......7590......7600......7610......7620......7630......7640......7650

         **************************************** ** ******************************************* **************************************************************
 UID132_ GCAAATCAAAACAACCCTGAGATTTCACCTCACACCAGTGCGATTGGCTAAGATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGGTTGTGGAGAAAGAGGAACACTCCTCCATTGTTGGTGGGATTGCAGACTGGTAAAACCATTCTG  7718
 UID711_ GCAAATCAAAACAACCCTGAGATTTCACCTCACACCAGTGAGAATGGCTAAGATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGGATGTGGAGAAAGAGGAACACTCCTCCATTGTTGGTGGGATTGCAGACTGGTAAAACCATTCTG  7115
  UID26_ GCAAATCAAAACAACCCTGAGATTTCACCTCACACCAGTGCGATTGGCTAAGATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGGTTGTGGAGAAAGAGGAACACTCCTCCATTGTTGGTGGGATTGCAGACTGGTAAAACCATTCTG  7115
  UID44_ GCAAATCAAAACAACCCTGAGATTTCACCTCACACCAGTGCGATTGGCTAAGATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGGTTGTGGAGAAAGAGGAACACTCCTCCATTGTTGGTGGGATTGCAGACTGGTAAAACCATTCTG  7115
 UID341_ GCAAATCAAAACAACCCTGAGATTTCACCTCACACCAGTGCGATTGGCTAAGATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGGTTGTGGAGAAAGAGGAACACTCCTCCATTGTTGGTGGGATTGCAGACTGGTAAAACCATTCTG  7115
 UID125_ GCAAATCAAAACAACCCTGAGATTTCACCTCACACCAGTGCGATTGGCTAAGATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGGTTGTGGAGAAAGAGGAACACTCCTCCATTGTTGGTGGGATTGCAGACTGGTAAAACCATTCTG  7115
 UID308_ GCAAATCAAAACAACCCTGAGATTTCACCTCACACCAGTGCGATTGGCTAAGATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGGTTGTGGAGAAAGAGGAACACTCCTCCATTGTTGGTGGGATTGCAGACTGGTAAAACCATTCTG  7115
    L1-3 GCAAATCAAAACAACCCTGAGATTTCACCTCACACCAGTGCGATTGGCTAAGATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGGTTGTGGAGAAAGAGGAACACTCCTCCATTGTTGGTGGGATTGCAGACTGGTAAAACCATTCTG  5238
 UID225_ GCAAATCAAAACAACCCTGAGATTTCACCTCACACCAGTGCGATTGGCTAAGATCAAAAACTCAGGTGACAGCAGATGCTGGCGAGGTTGTGGAGAAAGAGGAACACTCCTCCATTGTTGGTGGGATTGCAGACTGGTAAAACCATTCTG  7115
   ruler ......7660......7670......7680......7690......7700......7710......7720......7730......7740......7750......7760......7770......7780......7790......7800
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         ******************************************************************************************************************************************************
 UID132_ GAAATCAGTCTGGAGGTTCCTCAGAAAATTGGACATTGAACTGCCTGAGGATCCAGCTATACCTCTCTTGGGCATATACCCAAAAGATGCCTCAACATATAAAAGAGACACGTGCTCCACTATGTTCATCGCAGCCTTATTTATAATAGC  7868
 UID711_ GAAATCAGTCTGGAGGTTCCTCAGAAAATTGGACATTGAACTGCCTGAGGATCCAGCTATACCTCTCTTGGGCATATACCCAAAAGATGCCTCAACATATAAAAGAGACACGTGCTCCACTATGTTCATCGCAGCCTTATTTATAATAGC  7265
  UID26_ GAAATCAGTCTGGAGGTTCCTCAGAAAATTGGACATTGAACTGCCTGAGGATCCAGCTATACCTCTCTTGGGCATATACCCAAAAGATGCCTCAACATATAAAAGAGACACGTGCTCCACTATGTTCATCGCAGCCTTATTTATAATAGC  7265
  UID44_ GAAATCAGTCTGGAGGTTCCTCAGAAAATTGGACATTGAACTGCCTGAGGATCCAGCTATACCTCTCTTGGGCATATACCCAAAAGATGCCTCAACATATAAAAGAGACACGTGCTCCACTATGTTCATCGCAGCCTTATTTATAATAGC  7265
 UID341_ GAAATCAGTCTGGAGGTTCCTCAGAAAATTGGACATTGAACTGCCTGAGGATCCAGCTATACCTCTCTTGGGCATATACCCAAAAGATGCCTCAACATATAAAAGAGACACGTGCTCCACTATGTTCATCGCAGCCTTATTTATAATAGC  7265
 UID125_ GAAATCAGTCTGGAGGTTCCTCAGAAAATTGGACATTGAACTGCCTGAGGATCCAGCTATACCTCTCTTGGGCATATACCCAAAAGATGCCTCAACATATAAAAGAGACACGTGCTCCACTATGTTCATCGCAGCCTTATTTATAATAGC  7265
 UID308_ GAAATCAGTCTGGAGGTTCCTCAGAAAATTGGACATTGAACTGCCTGAGGATCCAGCTATACCTCTCTTGGGCATATACCCAAAAGATGCCTCAACATATAAAAGAGACACGTGCTCCACTATGTTCATCGCAGCCTTATTTATAATAGC  7265
    L1-3 GAAATCAGTCTGGAGGTTCCTCAGAAAATTGGACATTGAACTGCCTGAGGATCCAGCTATACCTCTCTTGGGCATATACCCAAAAGATGCCTCAACATATAAAAGAGACACGTGCTCCACTATGTTCATCGCAGCCTTATTTATAATAGC  5388
 UID225_ GAAATCAGTCTGGAGGTTCCTCAGAAAATTGGACATTGAACTGCCTGAGGATCCAGCTATACCTCTCTTGGGCATATACCCAAAAGATGCCTCAACATATAAAAGAGACACGTGCTCCACTATGTTCATCGCAGCCTTATTTATAATAGC  7265
   ruler ......7810......7820......7830......7840......7850......7860......7870......7880......7890......7900......7910......7920......7930......7940......7950

         ****** *********************************************************************** ********************* ******* *****************************************
 UID132_ CAGAAAATGGAAAGAACCCAGATGCCCTTCAACAGAGGAATGGATACAGAAAATGTGGTACATCTACACAATGGAATACTACTCAGCTATCAAAAACAACGAGTTTATGAAATTCGTAGGCAAATGGTTGGAACTGGAAAATATCATCCT  8018
 UID711_ CAGAAAATGGAAAGAACCCAGATGCCCTTCAACAGAGGAATGGATACAGAAAATGTGGTACATCTACACAATGGAATACTACTCAGCTATCAAAAACAACGAGTTTATGAAATTCGTAGGCAAATGGTTGGAACTGGAAAATATCATCCT  7415
  UID26_ CAGAAAATGGAAAGAACCCAGATGCCCTTCAACAGAGGAATGGATACAGAAAATGTGGTACATCTACACAATGGAATACTACTCAGCTATCAAAAACAACGAGTTTATGAAATTCGTAGGCAAATGGTTGGAACTGGAAAATATCATCCT  7415
  UID44_ CAGAAACTGGAAAGAACCCAGATGCCCTTCAACAGAGGAATGGATACAGAAAATGTGGTACATCTACACAATGGAATACTACTCAGCTATCAAAAACAACGAGTTTATAAAATTCGTAGGCAAATGGTTGGAACTGGAAAATATCATCCT  7415
 UID341_ CAGAAAATGGAAAGAACCCAGATGCCCTTCAACAGAGGAATGGATACAGAAAATGTGGTACATCTACACAATGGAATACTACTCAGCTATCAAAAACAACGAGTTTATGAAATTCGTAGGCAAATGGTTGGAACTGGAAAATATCATCCT  7415
 UID125_ CAGAAAATGGAAAGAACCCAGATGCCCTTCAACAGAGGAATGGATACAGAAAATGTGGTACATCTACACAATGGAATATTACTCAGCTATCAAAAACAACGAGTTTATGAAATTCGTAGGCAAATGGTTGGAACTGGAAAATATCATCCT  7415
 UID308_ CAGAAAATGGAAAGAACCCAGATGCCCTTCAACAGAGGAATGGATACAGAAAATGTGGTACATCTACACAATGGAATACTACTCAGCTATCAAAAACAACGAGTTTATGAAATTCGTAGGCAAATGGTTGGAACTGGAAAATATCATCCT  7415
    L1-3 CAGAAAATGGAAAGAACCCAGATGCCCTTCAACAGAGGAATGGATACAGAAAATGTGGTACATCTACACAATGGAATACTACTCAGCTATCAAAAACAACAAGTTTATGAAATTCGTAGGCAAATGGTTGGAACTGGAAAATATCATCCT  5538
 UID225_ CAGAAAATGGAAAGAACCCAGATGCCCTTCAACAGAGGAATGGATACAGAAAATGTGGTACATCTACACAATGGAATACTACTCAGCTATCAAAAACAACGAGTTTATGAAATTCGTAGGCAAATGGTTGGAACTGGAAAATATCATCCT  7415
   ruler ......7960......7970......7980......7990......8000......8010......8020......8030......8040......8050......8060......8070......8080......8090......8100

          **************************************************************************************** *********** ************************************************
 UID132_ GAGTGAACTAACCCAATCACAGAAAGACATACATGGTATGCACTCATTGATAAGTGGCTATTAGCCCAAATGCTTGAATTACCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATCAAAATGTGAATGCTTCACTCCTTCTTTA  8168
 UID711_ GAGTGAACTAACCCAATCACAGAAAGACATACATGGTATGCACTCATTGATAAGTGGCTATTAGCCCAAATGCTTGAATTACCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATCAAAATGTGAATGCTTCACTCCTTCTTTA  7565
  UID26_ GAGTGAACTAACCCAATCACAGAAAGACATACATGGTATGCACTCATTGATAAGTGGCTATTAGCCCAAATGCTTGAATTACCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATCAAAATGTGAATGCTTCACTCCTTCTTTA  7565
  UID44_ GAGTGAACTAACCCAATCACAGAAAGACATACATGGTATGCACTCATTGATAAGTGGCTATTAGCCCAAATGCTTGAATTACCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATCAAAATGTGAATGCTTCACTCCTTCTTTA  7565
 UID341_ GAGTGAACTAACCCAATCACAGAAAGACATACATGGTATGCACTCATTGATAAGTGGCTATTAGCCCAAATGCTTGAATTACCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATCAAAATGTGAATGCTTCACTCCTTCTTTA  7565
 UID125_ GAGTGAACTAACCCAATCACAGAAAGACATACATGGTATGCACTCATTGATAAGTGGCTATTAGCCCAAATGCTTGAATTACCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATCAAAATGTGAATGCTTCACTCCTTCTTTA  7565
 UID308_ AAGTGAACTAACCCAATCACAGAAAGACATACATGGTATGCACTCATTGATAAGTGGCTATTAGCCCAAATGCTTGAATTACCCTAGATTCCTAGAACAAATGAAACTCAAGACGGATGATCAAAATGTGAATGCTTCACTCCTTCTTTA  7565
    L1-3 GAGTGAACTAACCCAATCACAGAAAGACATACATGGTATGCACTCATTGATAAGTGGCTATTAGCCCAAATGCTTGAATTACCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATCAAAATGTGAATGCTTCACTCCTTCTTTA  5688
 UID225_ GAGTGAACTAACCCAATCACAGAAAGACATACATGGTATGCACTCATTGATAAGTGGCTATTAGCCCAAATGCTTGAATTACCCTAGATCCCTAGAACAAACGAAACTCAAGACGGATGATCAAAATGTGAATGCTTCACTCCTTCTTTA  7565
   ruler ......8110......8120......8130......8140......8150......8160......8170......8180......8190......8200......8210......8220......8230......8240......8250

         ********************************************************************************** *******************************************************************
 UID132_ AATGAGGAAAAAGAATACCCTTGGCAGGGAAGGGAGAGGCAAAGATTAAAACAGAGACTGAAGGAACACCCATTCAGAGCCTGTCCCACATTTGGCCCATACATATACAGCCACCCAATTGGACTAGATGGATGAAGCAAAGAAGTGCAG  8318
 UID711_ AATGAGGAAAAAGAATACCCTTGGCAGGGAAGGGAGAGGCAAAGATTAAAACAGAGACTGAAGGAACACCCATTCAGAGCCTGTCCCACATTTGGCCCATACATATACAGCCACCCAATTGGACTAGATGGATGAAGCAAAGAAGTGCAG  7715
  UID26_ AATGAGGAAAAAGAATACCCTTGGCAGGGAAGGGAGAGGCAAAGATTAAAACAGAGACTGAAGGAACACCCATTCAGAGCCTGTCCCACATTTGGCCCATACATATACAGCCACCCAATTGGACTAGATGGATGAAGCAAAGAAGTGCAG  7715
  UID44_ AATGAGGAAAAAGAATACCCTTGGCAGGGAAGGGAGAGGCAAAGATTAAAACAGAGACTGAAGGAACACCCATTCAGAGCCTGTCCCACATTTGGCCCATACATATACAGCCACCCAATTGGACTAGATGGATGAAGCAAAGAAGTGCAG  7715
 UID341_ AATGAGGAAAAAGAATACCCTTGGCAGGGAAGGGAGAGGCAAAGATTAAAACAGAGACTGAAGGAACACCCATTCAGAGCCTGTCCCACATTTGGCCCATACATATACAGCCACCCAATTGGACTAGATGGATGAAGCAAAGAAGTGCAG  7715
 UID125_ AATGAGGAAAAAGAATACCCTTGGCAGGGAAGGGAGAGGCAAAGATTAAAACAGAGACTGAAGGAACACCCATTCAGAGCCTGTCCCACATTTGGCCCATACATATACAGCCACCCAATTGGACTAGATGGATGAAGCAAAGAAGTGCAG  7715
 UID308_ AATGAGGAAAAAGAATACCCTTGGCAGGGAAGGGAGAGGCAAAGATTAAAACAGAGACTGAAGGAACACCCATTCAGAGCCTGTCCCACATTTGGCCCATACATATACAGCCACCCAATTGGACTAGATGGATGAAGCAAAGAAGTGCAG  7715
    L1-3 AATGAGGAAAAAGAATACCCTTGGCAGGGAAGGGAGAGGCAAAGATTAAAACAGAGACTGAAGGAACACCCATTCAGAGCCTGTCCCACATTTGGCCCATACATATACAGCCACCCAATTGGACTAGATGGATGAAGCAAAGAAGTGCAG  5838
 UID225_ AATGAGGAAAAAGAATACCCTTGGCAGGGAAGGGAGAGGCAAAGATTAAAACAGAGACTGAAGGAACACCCATTCAGAGCCTCTCCCACATTTGGCCCATACATATACAGCCACCCAATTGGACTAGATGGATGAAGCAAAGAAGTGCAG  7715
   ruler ......8260......8270......8280......8290......8300......8310......8320......8330......8340......8350......8360......8370......8380......8390......8400

Kirilyuk et al.                                                                                                                                  Fig. S4A



         ** ******************                                                                                                                                 
 UID132_ ACCGACAGGAGCCGGATGTAGATCGCTCCTGAGAGACACAGCCAGAATACAGCAAATACAGAGGCGAATGCCAGCAGCAAACCACTGAACTGAGAATAGGTCCCCTATTGAAGGAATCAGAGAAAGAACTGGAAGAGCTTGAAGGGGCTC  8468
 UID711_ ACCGACAGGAGCCGGATGTAGATCGCTCCTGAGAGACACAGCCAGAATACAGCAAATACAGAGGCGAATGCCAGCAGCAAACCACTGAACTGAGAATAGGTCCCCTATTGAAGGAATCAGAGAAAGAACTGGAAGAGCTTGAAGGGGCTC  7865
  UID26_ ACCGACAGGAGCCGGATGTAGATCGCTCCTGAGAGACACAGCCATAATACAGCAAATACAGAGGCGAATGCCAGCAGCAAACCACTGAACTGAGAATAGGTCCCCTATTGAAGGAATCAGAGAAAGAACTGGAAGAGCTTGAAGGGGCTC  7865
  UID44_ ACCGACAGGAGCCGGATGTAGATCGCTCCTGAGAGACACAGCCAGAATACAGCAAATACAGAGGCGAATGCCAGCAGCAAACCACTGAACTGAGAATAGGTCCCCTATTGAAGGAATCAGAGAAAGAACTGGAAGAGCTTGAAGGGGCTC  7865
 UID341_ ACCGACAGGAGCCGGATGTAGATCGCTCCTGAGAGACACAGCCAGAATACAGCAAATACAGAGGCGAATGCCAGCAGCAAACCACTGAACTGAGAATAGGTCCCCTATTGAAGGAATCAGAGAAAGAACTGGAAGAGCTTGAAGGGGCTC  7865
 UID125_ ACCGACAGGAGCCGGATGTAGATCGCTCCTGAGAGACACAGCCAGAATACAGCAAATACAGAGGCGAATGCCAGCAGCAAACCACTGAACTGAGAATAGGTCCCCTATTGAAGGAATCAGAGAAAGAACTGGAAGAGCTTGAAGGGGCTC  7865
 UID308_ ACCGACAGGAGCCGGATGTAGATCGCTCCTGAGAGACACAGCCAGAATACAGCAAATACAGAGGCGAATGCCAGCAGCAAACCACTGAACTGAGAATAGGTCCCCTATTGAAGGAATCAGAGAAAGAACTGGAAGAGCTTGAAGGGGCTC  7865
    L1-3 ACTGACAGGAGCCGGATGTAGC--------------------------------------------------------------------------------------------------------------------------------  5860
 UID225_ ACCGACAGGAGCCGGATGTAGATCGCTCCTGAGAGACACAGCCAGAATACAGCAAATACAGAGGCGAATGCCAGCAGCAAACCACTGAACTGAGAATAGGTCCCCTATTGAAGGAATCAGAGAAAGAACTGGAAGAGCTTGAAGGGGCTC  7865
   ruler ......8410......8420......8430......8440......8450......8460......8470......8480......8490......8500......8510......8520......8530......8540......8550

                                                                                                                                                               
 UID132_ GAGACCCCAAAAGTACAACAATGCCAAGCAACCAGAGCTTCCAGGGACTAAGCCACTACCTAAAGACTATACATGGACTGACCCTGGACTCTGACCCCATAGGTAGCAATGAATATCCTAGTAAGAGCACCAGTGGAAGGGGAAGCCCTG  8618
 UID711_ GAGACCCCAAAAGTACAACAATGCCAAGCAACCAGAGCTTCCAGGGACTAAGCCACTACCTAAAGACTATACATGGACTGACCCTGGACTCTGACCCCATAGGTAGCAATGAATATCCTAGTAAGAGCACCAGTGGAAGGGGAAGCCCTG  8015
  UID26_ GAGACCCCAAAAGTACAACAATGCCAAGCAACCAGAGCTTCCAGGGACTAAGCCACTACCTAAAGACTATACATGGACTGACCCTGGACTCTGACCCCATAGGTAGCAATGAATATCCTAGTAAGAGCACCAGTGGAAGGGGAAGCCCTG  8015
  UID44_ GAGACCCCAAAAGTACAACAATGCCAAGCAACCAGAGCTTCCAGGGACTAAGCCACTACCTAAAGACTATACATGGACTGACCCTGGACTCTGACCCCATAGGTAGCAATGAATATCCTAGTAAGAGCACCAGTGGAAGGGGAAGCCCTG  8015
 UID341_ GAGACCCCAAAAGTACAACAATGCCAAGCAACCAGAGCTTCCAGGGACTAAGCCACTACCTAAAGACTATACATGGACTGACCCTGGACTCTGACCCCATAGGTAGCAATGAATATCCTAGTAAGAGCACCAGTGGAAGGGGAAGCCCTG  8015
 UID125_ GAGACCCCAAAAGTACAACAATGCCAAGCAACCAGAGCTTCCAGGGACTAAGCCACTACCTAAAGACTATACATGGACTGACCTTGGACTCTGACCCCATAGGTAGCAATGAATATCCTAGTAAGAGCACCAGTGGAAGGGGAAGCCCTG  8015
 UID308_ GAGACCCCAAAAGTACAACAATGCCAAGCAACCAGAGCTTCCAGGGACTAAGCCACTACCTAAAGACTATACATGGACTGACCCTGGACTCTGACCCCATAGGTAGCAATGAATATCCTAGTAAGAGCACCAGTGGAAGGGGAAGCCCTG  8015
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------  5860
 UID225_ GAGACCCCAAAAGTACAACAATGCCAAGCAACCAGAGCTTCCAGGGACTAAGCCACTACCTAAAGACTATACATGGACTGACCCTGGACTCTGACCCCATAGGTAGCAATGAATATCCTAGTAAGAGCACCAGTGGAAGGGGAAGCCCTG  8015
   ruler ......8560......8570......8580......8590......8600......8610......8620......8630......8640......8650......8660......8670......8680......8690......8700

                                                                                                                                                               
 UID132_ GGTCCTGCTAAGACTGAACCCCC-AGTGAACTAGTCTAT-GGGGGGAGGGCGGCAATGGTGGGAGGGTTGGGAGGGGAACACCCATAAGGAAGGGGAGGGGGGAGGGGGATGTTTGCCCGGAAACCGGGAAAGGGAATAACACTCGAAAT  8766
 UID711_ GGTCCTGCTAAGACTGAACCCCCCAGTGAACTAGACTGTTGGGGGGAGGGCGGCAATGGGGGGAGGGTTGGGAGGGGAACACCCATAAGGAAGGGGAGGGGGGAGGGGGATGTTTGCCCGGAAACCGGGAAAAAAAAGAGAA---AAAAA  8162
  UID26_ GGTCCTGCTAAGACTGAACCCCC-AGTGAACTAGTCTAT-GGGGGGAGGGCGGCAATGGTGGGAGGGTTGGGAGGGGAACACCCATAAGGAAGGGGAGGGGGGAGGGGGATGTTTGCCCGGAAACCGGGAAAGGGAATAACACTCGAAAT  8163
  UID44_ GGTCCTGCTAAGACTGAACCCCC-AGTGAACTAGTCTAT-GGGGGGAGGGCGGCAATGGTGGGAGGGTTGGGAGGGGAACACCCATAAGGAAGGGGAGGGGGGAGGGGGATGTTTGCCCGGAAACCGGGAAAGGGAATAACACTCGAAAT  8163
 UID341_ GGTCCTGCTAAGACTGAACCCCC-AGTGAACTAGTCTAT-GGGGGGAGGGCGGCAATGGTGGGAGGGTTGGGAGGGGAACACCCATAAGGAAGGGGAGGGGGGAGGGGGATGTTTGCCCGGAAACCGGGAAAGGGAATAACACTTGAAAT  8163
 UID125_ GGTCCTGCTAAGACTGAACCCCC-AGTGAACTAGTCTAT-GGGGGGAGGGCGGCAATGGTGGGAGGGTTGGGAGGGGAACACCCATAAGGAAGGGGAGGGGGGAGGGGGATGTTTGCCCGGAAACCGGGAAAGGGAATAACACTCGAAAT  8163
 UID308_ GGTCCTGCTAAGACTGAACCCCC-AGTGAACTAGTCTAT-GGGGGGAGGGCGGCAATGGTGGGAGGGTTGGGAGGGGAACACCCATAAGGAAGGGGAGGGGGGAGGGGGATGCTTGCCCGGAAACCGGGAAAGGGAATAACACTCGAAAT  8163
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------  5860
 UID225_ GGTCCTGCTAAGACTGAACCCCC-AGTGAACTAGTCTAT-GGGGGGAGGGCGGCAATGGTGGGAGGGTTGGGAGGGGAACACCCATAAGGAAGGGGAGGGGGGAGGGGGATGTTTACCCGGAAACCGGGAAAGGGAATAACACTTGAAAT  8163
   ruler ......8710......8720......8730......8740......8750......8760......8770......8780......8790......8800......8810......8820......8830......8840......8850

                                                                                                                                                               
 UID132_ GTATATAAGAAATACTCAAGTTAATAAAAAAAAAATAAATAA-ATAAATAAATAAATAAATAAAAATATACAATCAAATAAATAAGAAGC-CTCGATGATATATTAAAGTT--TTCAGTGTCTATAACAAATT--TTTGTTATCAGAATA  8910
 UID711_ GAAAAAAAAAAAAA--------AAAAAAAAAAAAAAAAATATCATCCTTGAGTGAGGTAACCCAATCATAGAAAAACATACATGGTATGCACTCATTGATAAGTGGATATTAGCCCACATGCTCGAATTACCC--TAGATGCACAGAACA  8302
  UID26_ GTATATAAGAAATACTCAAGTTAATAAAAAAAAAAAAAAAAA------GAAAAAAAAAGAAAAAAAAAAGTGACCATTTTTGATGGAAGT-TGTATGGAAATCTTAATTGT--TTAACATTTTGAATTTTTTC--TACATATTTGAAATT  8302
  UID44_ GTATATAAGAAATACTCAAGTTAATAAAAAAAAAAAAAAAAA------AAACCAACAACAACAACAACAACAAAAAAACCCCACAGATACTAACCCTGACTACTATACCCA---GCAAAACTTTCAACCACAA--TAGAGGTGGAAAAAA  8302
 UID341_ GTATATAAGAAATACTCAAGTTAATAAAAAAAAAAAAAAAGA-AAAGAAAAAAAAAAAGAAATACAGGATAACACAGGAAAATAAGTAGGAGTCTTTAAAAAGGAAACACA---AAAATCCCTTAGAGAATTA--CAGGAAAACAAAAGC  8307
 UID125_ GTATATAAGAAATACTCAAGTTAATAAAAAAAAAAAAAAAAA--AAGAAAAAAAAAAAAAAAAAAAGAAATAGTTCTTTGGAGTGAATCCAATCTGGGTTGTCAGGATCTCAGCAGTCCAGTTCAGATGAATCGGCAAGTGGCAGCAAGT  8311
 UID308_ GTATATAAGAAATACTCAAGTTAATAAAAAAAAAAAAAAAAA------AAAACCAACCATCCATAGTCCACACCCAGCACGTCCACAGTAGAGTCTAAAGATGCAGGCTGC---TCATCACCATAGTAAAACGCAGAGACGGGTGGGCTC  8304
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------  5860
 UID225_ GTATATAAGAAATACTCAAGTTAATAAAAAAAAAAAATTAAAAAAAAAAAAAAAAAGGTATATGCCAACACCGCTGGGCTCAGAGCTTGAATCTTTTTTTTTTTTTTTTTTGGTTCTTTTTTTTGGAGCTGGGGACCGAACCCAGGGCCT  8313
   ruler ......8860......8870......8880......8890......8900......8910......8920......8930......8940......8950......8960......8970......8980......8990......9000
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 UID132_ ATC---ACACATTGGTAGTTTTTAAAGTTTAAATGAACC-TTATGTGTCAACTGGATGATCTATTTTGTGCTGTTTGGATAATGCTG-GTTGATATGACAAACT-------AATCAATGCTGTTTTAAATTATCTCCAACAGGTAATGGC  9048
 UID711_ CATGAAACTCAAGAGAGATGACCAAAATGCCGATGCTTCACTCTTTCTTTAAAAGGGGAACAAGAATACCCTTGGGAGGGAATAGGGAGGCAAAATTTAGAACTGAGGCTGAAGGAACACCCATTCAGAGCCTGCCTCACATGTGGCCCA  8452
  UID26_ TCC----TTTAAAAATAATTTTAAAAGTACCTGAACAAC-CAAACTGTCACATTGTAGGT---ACTTGTTTTTTTTAAAGATTTAATTAATTAATTAATTAATTATGAGATGTGTATTATATACATGAAGAGTCTATAGAAGGCAGAAGG  8444
  UID44_ ATAT---TTCAAGACAAATCC---AAATTTGAACAATAT-CTATCTACAAATCCAGCCCTATAGAAAATACTAGAAGGAAACTCCAA-TATAAGGAAGATAACTACTTCTAAGAAAACACAGGAAATAAATAATTTTATAA--CAGCTAA  8442
 UID341_ AAAC--AGGTAAAGGAATTGAAGAAAATTATACAGGAATTAAAACTGAGAGAGAAACAATAAAGAAAGCACAAAGGGAAATGTTCAGCAACTGAGCGGCAGGTC-----TCCTACAGTCCAGACACCATGCGGACCTGAAGGGACCAGGT  8450
 UID125_ GGATCTACTCACAAACACCACTCAAAACTCAGCGATGGC---AGTTCTATCCAGAAGAAACCACAAGGCTCTGCGAATTGGTCTGAGTTCACAGTTTGGGAACC-CAAATAATATAACACAGGCGTTAAACCAAATCCACA-ACAGAAGC  8456
 UID308_ ACAGAATCTGGTAGGGAGC-----ATGGTTGGGGATGCTGTGACTTGTGGTCCTGAC--TTGGATAGTTTTTAAGCACTGATTCCAGCAACAGACTGAACCACA-GAACAAAGCTTCTGTTCTCCACAGGGCACCAAACACGGAAGCTAA  8446
    L1-3 ------------------------------------------------------------------------------------------------------------------------------------------------------  5860
 UID225_ TGCGCTTCCTAGGCAAGCGCTCTACCACTGAGCTAAATC----CCCAACCCCTCAGAGCTTGAATCTTTCATTTGGAGTATTTGCATAGACTTTAAGGCTGATC------TGTAAGCCCTAATCTGTAAGTCTCCTGGATTTAAAATTAG  8453
   ruler ......9010......9020......9030......9040......9050......9060......9070......9080......9090......9100......9110......9120......9130......9140......9150

                                           
 UID132_ CACCTCCCTTCACCAAGTTCCTGCTTACCTT---  9079
 UID711_ TACGTATACT-GCCAGCAAAGTAGATA-------  8478
  UID26_ CATCAGATCT-CCTAAACTTAGAGTTATCCATG-  8476
  UID44_ AACAAAAATAGAAAAGGAGGAGGAGTAGGACGGG  8476
 UID341_ CAACAGTTCTCTGCACCCAAATCCTG--------  8476
 UID125_ TGCCTGTGAAAAGGACATGT--------------  8476
 UID308_ CACGTGCACAGGCCCAACATTTGTTTTCTC----  8476
    L1-3 ----------------------------------  5860
 UID225_ AGATTTTTGATCTTTGTTTTTTC-----------  8476
   ruler ......9160......9170......9180....
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