
PaIso   1 -MALLSSSLSSQIPTGSHPLTH-----TQCIPHFSTTINAGISAGKPRSFYLRWGKGSNKIIACVGEG-TTSLPYQSAEKTDSLSAPTLVKREFPPGFWK
PaLAS   1 -MALLSSSLSSQIPTGAHHLTLNAYANTQCIPHFFSTLNAGTSAGKRSSLYLRWGKGSNKIIACVGE--------------DSLSAPTLVKREFPPGFWK
PtLAS   1 -MALPSSSLSSQIHTG---------ATTQCIPHFHGSLNAGTSAGKRRSLYLRWGKGPSKIVACAGQ--------------DPFSVPTLVKREFPPGFWK
 AgAS   1 -MAMPSSSLSSQIPTAAHHLTAN----AQSIPHFSTTLNAGSSASKRRSLYLRWGKGSNKIIACVGEGGATSVPYQSAEKNDSLSSSTLVKREFPPGFWK
 GbLS   1 MAGVLFANLPCSLQLSPKVPFR---QSTNILIPFHKRSSFGFNAQHCVRSHLRLRWNCVGIHASAAETRPDQLP-------QEERFVSRLNADYHPAVWK

PaIso  94 DHVIDSLTSSHKVSAAEE-------KRMETLISEIKNIFRSMGYGETNPSAYDTAWVARIPAVDGSEHPEFPETLEWILQNQLKDGSWGEGFYFLAYDRI
PaLAS  86 DHVIDSLTSSHKVAASDE-------KRIETLISEIKNMFRSMGYGDTNPSAYDTAWVARIPAVDGSEQPEFPETLEWILQNQLKDGSWGEGFYFLAYDRI
PtLAS  77 DHVIESLMPSYKVAPSDE-------KRIETLITEIKNMFRSMGYGETNPSAYDTAWVARIPAVDGSEKPQFPETLEWILQNQLKDGSWGEEFYFLAYDRI
 AgAS  96 DDLIDSLTSSHKVAASDE-------KRIETLISEIKNMFRCMGYGETNPSAYDTAWVARIPAVDGSDNPHFPETVEWILQNQLKDGSWGEGFYFLAYDRI
 GbLS  91 DDFIDSLTSPNSHATSKSSVDETINKRIQTLVKEIQCMFQSMGDGETNPSAYDTAWVARIPSIDGSGAPQFPQTLQWILNNQLPDGSWGEECIFLAYDRV

PaIso 187 LATLACIITLTLWRTGETQIRKGIEFFKTQAGKIEDEADSHRPSGFEIVFPAMLKEAKVLGLDLPYELPFIKQIIEKREAKLERLPTNILYALPTTLLYS
PaLAS 179 LATLACIITLTLWRTGEIQVQKGIEFFKTQAGKIEDEADSHRPSGFEIVFPAMLKEAKVLGLDLPYELPFIKQIIEKREAKLERLPTNILYALPTTLLYS
PtLAS 170 LATLACIITLTIWQTGDTQVQKGIEFFKTQAGKIEEEADSHRPSGFEIVFPAMLKEAKALGLALPYELPFIQQIIEKREAKLQRLPPDLLYALPTTLLYS
 AgAS 189 LATLACIITLTLWRTGETQVQKGIEFFRTQAGKMEDEADSHRPSGFEIVFPAMLKEAKILGLDLPYDLPFLKQIIEKREAKLKRIPTDVLYALPTTLLYS
 GbLS 191 LNTLACLLTLKIWNKGDIQVQKGVEFVRKHMEEMKDEADNHRPSGFEVVFPAMLDEAKSLGLDLPYHLPFISQIHQKRQKKLQKIPLNVLHNHQTALLYS

PaIso 287 LEGLQEIVDWEKIIKLQSKDGSFLTSPASTAAVFMRTGNKKCLEFLNFVLKKFGNHVPCHYPLDLFERLWAVDTVERLGIDHHFKEEIKDALDYVYSHWD
PaLAS 279 LEGLQEIVDWQKIIKLQSKDGSFLSSPASTAAVFMRTGNKKCLEFLNFVLKKFGNHVPCHYPLDLFERLWAVDTIERLGIDRHFKEEIKDALDYVYSHWD
PtLAS 270 LEGLQEIVDWEKIMKLQSKDGSFLSSPASTAAVFMRTGNKKCLEFLNFVLKKFGNHVPCHYPLDLFERLWAVDTVERLGIDHHFKEEIKDALDYVYSHWD
 AgAS 289 LEGLQEIVDWQKIMKLQSKDGSFLSSPASTAAVFMRTGNKKCLDFLNFVLKKFGNHVPCHYPLDLFERLWAVDTVERLGIDRHFKEEIKEALDYVYSHWD
 GbLS 291 LEGLQDVVDWQEITNLQSRDGSFLSSPASTACVFMHTQNKRCLHFLNFVLSKFGDYVPCHYPLDLFERLWAVDTVERLGIDRYFKKEIKESLDYVYRYWD

PaIso 387 -ERGIGWARENPIPDIDDTAMGLRILRLHGYNVSSDVLKTFRDENGEFFCFLGQTQRGVTDMLNVNRCSHVAFPGETIMQEAKLCTERYLRNALEDVGAF
PaLAS 379 -ERGIGWARENPVPDIDDTAMGLRILRLHGYNVSSDVLKTFRDENGEFFCFLGQTQRGVTDMLNVNRCSHVAFPGETIMEEAKTCTERYLRNALEDVGAF
PtLAS 370 -ERGIGWARENPVPDIDDTAMGLRILRLHGYNVSSDVLKTFRDENGEFFCFLGQTQRGVTDMLNVNRCSHVAFPGETIMEEAKLCTERYLRNALEDGGAS
 AgAS 389 -ERGIGWARENPVPDIDDTAMGLRILRLHGYNVSSDVLKTFRDENGEFFCFLGQTQRGVTDMLNVNRCSHVSFPGETIMEEAKLCTERYLRNALENVDAF
 GbLS 391 AERGVGWARCNPIPDVDDTAMGLRILRLHGYNVSSDVLENFRDEKGDFFCFAGQTQIGVTDNLNLYRCSQVCFPGEKIMEEAKTFTTNHLQNALAKNNAF

PaIso 486 DKWALKKNIRGEVEYALKYPWHRSMPRLEARSYIEHYGPNDVWLGKTMYMMPYISNLKYLELAKLDFNHVQSLHQKELRDLRRWWKSSGLSELKFTRERV
PaLAS 478 DKWALKKNIRGEVEYALKYPWHRSMPRLEARSYIEHYGPNDVWLGKTMYMMPYISNEKYLELAKLDFNHVQSLHQKELRDLRRWWTSSGFTELKFTRERV
PtLAS 469 DKWALKKNIRGEVEYALKYPWHRSMPRLEARSYIENYGPNDVWLGKTMYMMPNISNEKYLELAKLDFNRVQFFHRQELQDIRRWWNSSGFSQLGFTRERV
 AgAS 488 DKWAFKKNIRGEVEYALKYPWHKSMPRLEARSYIENYGPDDVWLGKTVYMMPYISNEKYLELAKLDFNKVQSIHQTELQDLRRWWKSSGFTDLNFTRERV
 GbLS 491 DKWAVKKDLPGEVEYAIKYPWHRSMPRLEARSYIEQFGSNDVWLGKTVYKMLYVSNEKYLELAKLDFNMVQALHQKETQHIVSWWRESGFNDLTFTRQRP

PaIso 586 TEIYFSAASFIFEPEFATCRDVYTKISIFTVILDDLYDAHGTLDNLELFSEGVKRWDLSLVDRMPQ-DMKICFTVLYNTVNEIAVEGRKRQGRDVLGYIR
PaLAS 578 TEIYFSPASFMFEPEFATCRAVYTKTSNFTVILDDLYDAHGTLDDLKLFSDSVKKWDLSLVDRMPQ-DMKICFMGFYNTFNEIAEEGRKRQGRDVLGYIR
PtLAS 569 AEIYFSPASFLFEPEFATCRAVYTKTSNFTVILDDLYDAHGTLDNLKLFSESVKRWDLSLVDQMPQ-DMKICFKGFYNTFNEIAEEGRKRQGRDVLSYIQ
 AgAS 588 TEIYFSPASFIFEPEFSKCREVYTKTSNFTVILDDLYDAHGSLDDLKLFTESVKRWDLSLVDQMPQ-QMKICFVGFYNTFNDIAKEGRERQGRDVLGYIQ
 GbLS 591 VEMYFSVAVSMFEPEFAACRIAYAKTSCLAVILDDLYDTHGSLDDLKLFSEAVRRWDISVLDSVRDNQLKVCFLGLYNTVNGFGKDGLKEQGRDVLGYLR

PaIso 685 NVLEILLAAHTKEAEWSAARYVPSFDEYIENASVSISLGTLVLISVLFTGEILTDDVLSKIGRGSRFLQLMGLTGRLVNDTKTYEAERGQGEVASAVQCY
PaLAS 677 NVWEIQLEAYTKEAEWSAARYVPSFDEYIDNASVSIALGTVVLISALFTGEILTDDVLSKIGRGSRFLQLMGLTGRLVNDTKTYEAERGQGEVASAVQCY
PtLAS 668 KVWEVQLEAYTKEAEWSAVRYVPSYDEYIGNASVSIALGTVVLISALFTGEILTDDILSKIGRDSRFLYLMGLTGRLVNDTKTYQAERGQGEVASAVQCY
 AgAS 687 NVWKVQLEAYTKEAEWSEAKYVPSFNEYIENASVSIALGTVVLISALFTGEVLTDEVLSKIDRESRFLQLMGLTGRLVNDTKTYQAERGQGEVASAIQCY
 GbLS 691 KVWEGLLASYTKEAEWSAAKYVPTFNEYVENAKVSIALATVVLNSIFFTGELLPDYILQQVDLRSKFLHLVSLTGRLINDTKTYQAERNRGELVSSVQCY

PaIso 785 MKEHPEISEEEALKHVYTVMENALDELNREFVNNR-DVPDSCRRLVFETARIMQLFYMEGDGLTLSHEMEIKEHVKNCLFQPVA
PaLAS 777 MKDHPEISEEEALKHVYTVMENALDELNREFVNNR-EVPDSCRRLVFETARIMQLFYMDGDGLTLSHETEIKEHVKNCLFQPVA
PtLAS 768 MKDHPEISEEEALKHVYTIMDNALDELNREFVNNR-DVPDTCRRLVFETARIMQLFYMDGDGLTLSHNMEIKEHVKNCLFQPVA
 AgAS 787 MKDHPKISEEEALQHVYSVMENALEELNREFVNN--KIPDIYKRLVFETARIMQLFYMQGDGLTLSHDMEIKEHVKNCLFQPVA
 GbLS 791 MRENPECTEEEALSHVYGIIDNALKELNWELANPASNAPLCVRRLLFNTARVMQLFYMYRDGFGIS-DKEMKDHVSRTLFDPVA


