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LDAKKYVEFVVVLDHGMYTKYKDDLDKIKTRIYEIVNTMNEIYIPLNIRVALVRLEIWSNGDLINVSSAANVTLDSFRNWRVTDLLRRKSHDNAQLLTTTD |

-DPYKYIEFFVVVDQGTVTKNNGDLDKIKARMYELANIVNEIFRYLYMHVALVGLEIWSNGDKITVKPDVDYTLNSFAEWRKTDLLTRKKHDNAQLLTAID
—NPFRYVELFIVVDQGMVTKNNGDLDKIKARMYELANIVNEILRYLYMHAALVGLEIWSNGDKITVKPDVDYTLNSFAEWRKTDLLTRKKHDNAQLLTAID
—DPFKYVETVVVVDKAMVTKYNGDLDKIKTKMYEAANNMNEMYRYMFFRVVMVGLIIWTEEDKITVKPDVDYTLNAFAEWRKTYLLAEKKHDNAQLITGID
—NPFRFVELFLVVDKAMVTKNNGDLDKIKTRMYEIVNTVNEIYRYMYIHVALVGLEIWSNEDKITVKPEAGYTLNAFGEWRKTDLLTRKKHDNAQLLTAID

LNAKKYVKLFLVADYVMYLKYGRNLTAVRTRMYDTVNVITPIYHRMNIHVALVGLEIWSNRDKIIVQSSPDVTLDLFAKWRATDLLRRKSHDNAQLLTGIN A

LNAKKYVKLFLVADYIMYLKYGRNLTAVRTRMYDIVNVITPIYHRMNIHVALVGLEIWSNTDKIIVQSSADVILDLFAKWRATDLLSRKSHDNAQLLTGIN
LNAKKYVKFFLVADHIMYLKYGRNLTTLRTRMEDTVNIVNQILQRINIHVALIGIEIWSKEDKIIVQSVPDVTLKLFATWRESVLLKRKNHDNAHLLTGIN
LNAKKYVKLVMVADYIMYLKYDRNLTTVRTRMYDIVNVINVIYQRMNIHVALVGLEIWSNKDKEFILRSAADVILKLFATWRETDLLKRKSHDNAQLLTGIN
LNSPKYIKLVIVADYIMFLKYGRSLITIRTRIYEIVNILNVIYRVLNIYTALLGLEIWNNGDKINVLPETKVTLDLFGKWRERDLLNRRKHDNAQLLTDIN

LKSKKYVELVIVADYIMFWKYDRSLSTIRTRIYEIVNTLNVIYRFLNIYTALVAVEIWSKGDLINVTSSAYDTLDSFGEWRERDLLNRKRHDNAQLLTGIN |
**PRRYVKLAIVADRRMYMKHQKNLK***PWVFQMVNSVHQIYRSMNVLIALVYLNIWKKNDKITVQSASDVTLDLFAEWRETVLLRRKKHDEAHLLTAID-

——PRRYVKLAIVADHRMYTKHKKNLK-——-PWVEFQMVNSVHQIYRSMNVLIALVYLNIWKKNDKITAQSASNVTLDLFGNWRETVLLKRKRHD
——PRRYIKLAIVVDHGIVTKHHGNLKKIRKWIYQLVNTINNIYRSLNILVALVYLEIWSKONKITVQSASNVTLDLFGDWRESVLLKQRSHD

QLLTAID
QLLTTID

——TKRYVELVIVADHGMFMKHN---ETLRTWVFQMVNTINEIYIPLNIRFALVGLEIWSNGDKITVQSSAHNTLHLFGNWRKRVLLKRKKHDNAQLLTSID T

LNNFRYIELVIVADYRMFTKYNRKLTEVKTWVYEIVNTLNEIYRYLYIRVALVGLEIWSNGDLSNVTLSADDTLDSFGEWRKRDLLRRKSHGNAQLLTAID
LOAEKYIEFYVIVDNRMYRYYNYDKPAIKIRVYEMINAVNTKFRPLKIHIALIGLEIWSNEDKFEVKPAASVTLKSFREWRQTVLLPRKRNDNAQLLTGIN
—NHYKYIELVILADYRMVTKNNGDLGKIRTKIYEIVNILNEIFRYLYIRIALVGIEIWSNADLSNVTLSADDTLASFGTWRGTVLLKRKSHDNAQLLTAID

LDAKKYVEFVVVLDHGMYKKYKDDLDKIKRRIYEIVNTMNEMFIPLNIEVALTGLEIWSKGDKINVTSESWFTLILFTNWRGADLLKRKSHDNAQLLTNTD'

FE—KKFIELVVVVDHSMVTKYNNDSTAIRTWIYEMLNTVNEIYLPFNIRVALVGLEFWENGDLINVTSTADDTLHSFGEWRASDLLNRKRHDHAQLLTNVT
——TKRYVELVIVADHRMFTKYNGNLKKIRKWIYQIVNTINEIYIPLNIRVALVRLEIWSNGDLIDVTSAANVTLKSFGNWRVINLLRRKSHDNAQLLTAID
LNNFRFIELVIVADYRMFTKENSNLNEVKTWVYEIVNTLNEIYRYLYVRVALVALEVWSNGDLSSVTLSAYDTLDSFGEWRKRDLLKRKSHDNAQLLTAID
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FDGDTVGLAYMRSMCQPRGSVGVIQEHSTINLLMAVTMAHEMGHNLGMSHDGNQCHCGAP SCIMADRLSHQP STQF SDCSEKY@RTYLINSRPQCILNEP ]
FNGPTIGYAYIGSMCHPKRSVGIVQDYSPINLVVAVIMAHEMGHNLGIHHDTGSCSCGDYPCIMGPTISNEPSKFEFSNCSYIQ@WDE IMNHNPECIINEP
FNGPTIGYAYIGSMCHPKRSVAIVEDYSPINLVVAVIMAHEMGHNLGIHHDTDFCSCGDYPCIMGPTISNEPSKFEFSNCSYIQ@WDE IMKENPQCILNEP
FRGSIIGYAYIGSMCHPKRSVGIIQDYSPINLVLAVIMAHEMGHNLGIHHDDGYCYCGGYPCIMGPSISPEPSKFEFSNCSYIQ@WDE IMNHNPECIDNEP
LDR-VIGLAYVGSMCHPKRSTGIIQDYSEINLVVAVIMAHEMGHNLGINHDSGYCSCGDYACIMRPEISPEPSTFFSNCSYFE@WDEF IMNHNPECILNEP
FNGPTAGLAYLGGICNTMYSAGIVQDHSKIHHLVATAMAHEMGHNLGMDHDKETCTCGTRPCVMAGTLS@EASFLESDCSQKEHREFLIKNMPQCILKKP ]
FNGPTAGLGYLGGICNTMYSAGIVQDHSKIHHLVATIAMAHEMGHNLGMDHDKDTCTCGTRPCVMAGALS@EASFLESDCSQKDHREFLIKNMPQCILKKP
FNGPTAGLAYLGGICKPMYSAGIVQDHNKIHHLVATAMAHEMGHNLGMDHDKDTCTCRAKACVMAGTLS@DASYLEFSDCSRQEHRAFLIKNMPQCILKKP
FNGPTAGLGYLGGICNPMYSAGIVQDHNKIHHLVATIAMAHEMGHNLGIDHDKDTCTCGAKSCVMAGTLS@EASYLEFSDCSRKEHQAFLIKDMPQCILKKP
FNGPTAGLGYVGSMCDPQYSAGIVQDHNKVNFLVALAMAHEMGHNLGMEHDETIHCTCGAKSCIMSGTLS@EASIREFSNCSREEHQKYLINKMPQCILNKP
FNGPSAGRGEFVGRMCQPKYSVGIVQDHSKIYLLVASAMAHEMGHNLGMDHDRIDCTCGAKSCIMSGILREETSYLFSDCSREEHRKYLINKMPQCILNKP
FDGPTIGRAHIASMCNSKLSVGIVQONYTEINLVNAIVMAHELGHNLGISHDGNQCNC--HTCIMSAVISNPPSERFSNCSEDYHQSFLTAYNPQCILNAP ]
FDGPTIGRAHVSSVCDPKRSTGIVONYTEINLVNAVIMAHELGHNLGMDHDGNQCNC--HACIMSAVINNPPSERFSGCSMGYYQTFLTAYNPQCILNAL
FDGPTIGKAYTASMCDPKRSVGIVQDYSPINLVVAVIMTHEMGHNLGIPHDGNSCTCGGFPCIMSPMISDPPSELEFSNCSKAYYQTFLTDHKPQCILNAP
FDGRTVGLAHVSSMCNQKLSTGVIQDHSAINLVMAVTMAHELGHNLGMDHDIKYCTCGAPACVMGNTLSEQPSYGESNCSONQYQTEIINYNPQCILNEP A
FNGTTIGLAHVASMCELKRSTGIVQDHSPINLLVAVTMAHEMGHNLGIRHDKKYCTCGGYSCIMSAVLSHQASKYFSNCSYNQYWNYINFYKPQCILNEP
LNGTAVGIAYPGSLCT-QRSVEVVQODYNRRMSLVASTMTHELGHNLGIHHDEASCICIPGPCIMLKKRTAPA-FQFSSCSIRDYQEYLLRDRPQCILNKP
FDGQTIGIANIASMCNQONKSVGVVMDYSPINLVVAVIMAHEMGHNLGINHDTGSCSCGGYSCIMAPEISDQP SKLESNCSKQAYQRYINYYKPQCILNEP
FDGSTIGRAHIGSMCHPYLSVGIIQDYSPVNLLVASTMAHEMGHNLGMHHDNDTCTCGAPSCVMAAAISKDPSKLESNCSQEYQRKYLIKNRPQCLLNKP ~
LDHSTLGITFVYGMCKSDRSVELILDYSNITEFNMAYITIAHEMGHSLGMLHDTKFCTCGAKPCIMEFGKESIPPPKEFSSCSYDQYNKYLLKYNPKCILDPP
LDEETLGLAPLGTMCDPKLSIGIVQDHSPINLLVAVTMAHELGHNLGMVHDENRCHCSTPACVMEAVLRQRPSYEFSDCSLNHYRTFIINYNPQCILNEP
FNGTIIGLAHVASMCDPK@STGIVQDYSSRNLVVAVIMAHEMGHNLGIRHDRENCTCHANSCIMSAVISDQOP SKYFSNCSHVQYWNY INDDEPQCILNEP
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PIIIc

PIII,

PIITa

PIIIb

PIIIc

PIII,



