Supplemental Figure S4. Phylogenetic relationship among the OsbZIP proteins based on (a) bZIP
domain (b) basic and hinge regions (c) leucine zipper defined from the first leucine. The unrooted tree
was generated using ClustalX program by neighbor-joining method. Bootstrap values from 1,000
replicates are indicated at each node. Members of group Ill and VI are coloured orange and blue

respectively.
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