Short Identity and synteny results

Syntenic genes are represented in yellow
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ARGTCAGCCTTTGCGTCATCCGCGAACTTGCGARATGGGARAGCGCTAG—
AGAACCAGCTTTGCGTCARCTTCGAGCTTGCARARTGGCCGGGCGATCGG
CARACTAGGCCTGCTGCATGCCCTGCGCTGGARGATGARTGCGGCGAGGG
CTCTCGGGGCCGCAGCATATTATGCATCCGGCTTGTTGTTTTGCGAGGCG
aaaal,agccctgegteaace, cgaacctGecaaaalgg.bg.Gegatggg
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CCGCAAGCGCCTAGCCCTTCCCCCTTGTGGGGAGGGGTTAGGGAGGGGCC
CCCCGGGCGCCTAGCCCCTCCCACCTGTGGGGAGGGGETTEGGGAGGGGCC
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GTGCCACAGCGTAGCCCCTCCC-CTTGTGTGGAGGGGTTGGGGAGGGG
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TCATCCARCCGCCGTGGGCAGCGTGGCARTCACGCGAT
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» sral8

sra08
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Consensus
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CTCAACCCCAGGCTTACCCCTCCCCARCCCCTCCCCACAAGGGGGAGGGG
ACCCCGCCCCARACCCCTCCTCACARGGGGGAGGGG
ACCCCGCCCCARCCCCTCCCCACARGGGGGAGGGG
ceeessssssseessdlllc . LCCCARCCCCTCCCCACARGGGGGAGGGE

51 60 70 80 90 100

I I
CTTAACTTGCCTTACCGTCACCGCGTCGCCATCGTTTTGGCGCGGAGAGT
CTTAACCTGCCGCACCGTTTCGTAARTATCTCGGCGTTTCGGGCGTAAGT
CTTARCTTGCCGCACCCGCTTTCCAGATTTTCGACGTTTCGGGAG-GAGC
CTTAACELTGCCgcACCgtctc, .ca,. . .becteggegTTeghg, G, gAGE
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GGGTGCATCGGTCARTTGAARATCCGCGTATCGGTGGTT
GATAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTT
GACTGARARTCCGCGTGTCGGTGGTT
cesesssssssogeb, a.c.g. . gALTGARAATCCGCGTETCGGTGGTT
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CAAATCCGCTTATGGGCACCATTTTCTTTTTTGGGGGG
CAAATCCGCCTCCGGGCACCATTTCTTTC
CGAATCCGCCTCTGGGCACCATCCCCTCTTCTC
CaAATCCGCcTctGGGCACCATELceTEbE .basess.

Left

Right

sra08

cfal

smc00359

R. etli

kupchl

RHE_CHO00862

R. leguminosarum

cheW

RL3290

Left

Right

srals

smc04432

tRNA-phe

A.tumefaciens

AGR_C_892

tRNA-phe

M. loti

mll6432

mll6433




» sra2l

sra2l
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TARACGGTARGATATACARTCACGGCATTGTGATCGCAGCTTTGGCGCAG
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GAACGCATGCAACGCCGCARTGTTCCGGAAGCCCGCACGCGCGCGGTCTC
- =-=-=-CGGARATCCTGACCGGCGCGCTGCC
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GCGGCTTGTCGCCGCCCTTGCCGCCCCTGCCATGATCCGGTAGGGARGGC
GCCGCTTCTTTTCGCGCTTGCCGCCACCGCCATGAT=======GGATGTG
GCcGCTTeTegeCGCeCTTGCCGCCaCcGCCATGAT, . ... . JGGARaGge
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TGCATGCCGCCCARAAGTGTGCAGCGGTTTTGGGATAACGACATGCATGA
TGCTTGTCGCCCARAAGTGTGCAGCGGTTTTGGGACARCGACATGCATCA
TGCATGTCGCCCARARGTGTGCAGCGGTTTTGGGAGARCGACATGGATCA
TGCATGTAGCCCARAAGTGTGCAGCGGTTTTGGGGGCACGACATGCATAR
TGCaTGtcGCCCARARGTGTGCAGCGGTTTTGGGagaACGACATGCATCA
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T---AACGACCTACAGCGCGGCGCGCTTTATGTCCTAGGCC
AG-CAAGGACCTGARGCGCGTCGCGCTTTAGA
ARACAARGAGCTARAGCGCATCGCC
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TTCCGGTTCGGATCGGACTTCGAACCCCGCGGGCARCCGCGGGGTTTTTC
GAARTCGGAACCCGGCGGGCARCCGCCGGGTTTTTT
TCCACARTCAGGARGACCCCGCTGGARACAGCGGGGTTTTTC
CCGCAATTATGARGACCCCGCTGGARACAGCGGGGTTTTTC
taatgaaalCCCchC: aGCgGGGTTTTTe
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TTTTGGCGATTACCAGAAC
CATTTGCTAGTACARGCTGCACTACTATGCGAGCGAGT
GTTTTTGATG
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R.neliloti
A.tunefaciens
H.loti
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GGGTGCATCGGTCARTTGAARATCCGCGTATCGGTGGTT
GATAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTT
GACTGARARTCCGCGTGTCGGTGGTT
cesesssssssogeb, a.c.g. . gALTGARAATCCGCGTETCGGTGGTT
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CAAATCCGCTTATGGGCACCATTTTCTTTTTTGGGGGG
CAAATCCGCCTCCGGGCACCATTTCTTTC
CGAATCCGCCTCTGGGCACCATCCCCTCTTCTC
CaAATCCGCcTctGGGCACCATELceTEbE .basess.
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M. loti
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GGTAACCACGCTTATARGCGGTTGTGARTGTGACGATTCAGCARCACAT
CGGTCGCARGACARATCGACGTTCCARTTTGTGACGATTCAGCARCACAT
TTGTGACGATTCAGCARCAGTT

.ggt..c.a..c..at,,.cg.t.... LTGTGACGATTCAGCAACAcaT
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TTCCTGCTACGGTTTGCTACTATCCGGACCGGGTCGATTATGTCCATTTC
TTT-TACGACGTTTGGCGTATGGTGGCGCCAGGGCGARTTTGTCCATTTC
TTT-TACGATGARTGGCGTATGGTGGCGATGGGGCGAATTTGTCCATTTC
TTt . TaCgAcG,.bTgGCgtaTggtghcgecghGgCGAATLTGTCCATTTC
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CCGCCACAAAATGAGAGCAGCGATA
CCGCCACAAAGAGGGCGCAGCGCTAT
CCGCCACAR
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GGGARARTGGCGGACGCATGGARARGGGCCCCGTGATGCTTGCGGCAGTC
GTTGACCGCAGCATARTAGAGTCCTGTCTGCCGGCGGCATTG
CCTTGCGGCAGTC
eecesseefeeBesCECAreesBBeePesesCloqqe . LgCLLGCGGCAgTC
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GAGACAATGGCAGAGGCCTACCCGGTATGGTCGGCCCGTCGCCACARATC
GGAACAGTGGCAACCGACGACAGGCCCGGGCTTTGCCCGARTTGARAATC
CTTGCAGTGACAAAGGCCGACGCGTGTCGGCTGGCCGGTGACGACGARAT
g..aCAgTGgCRaaghcCgAC, cG. .. . GGctggelegt .ac,acafifitc
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GCACGTTGCCGCACAGGCARCCGCCTGGGARTCG
GCACGGCGCCGCARAGACAGCCGCCTGTAT
GCACACCGCCGCACAGGCAACTGCCGGT
GCACg,cGCCGCAcAGECAaCeGCCLG . ..., .
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GTCGTTCTCCAATCTCGCCGGATCCARGGTCCGGCAGCTTGTCARTACGA
TCATTCTCCAATCTCGCCGGATACARGGTCCGGCAGCTTGTAGCGTTTG
LTCaTTCTCCARTCTCGCCGGATaCARGGTCCGGCAGCTTGTaaagacga
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TGCAAGTATTCGCGCACCGCTTATGTART-GGCTARAAGGCGTTTTTCAC
GGCAATTGT=--CTTGCCCTTTATGTARGAGGCCARAAGGGACTTTTCAG
gGCAAgTaT, . .CgcaCCccTTATGTAAg . GGCcARAAGGeacTTTTCAe
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CCCATTTGCCAAGCGGARARTTGCTTTTCCGCARTTTCATTCARTGCTCT

CCCARTTGGCAAGCGGARATTTGCATTTCCGCARGTTTTGA
CCCAaTTGeCAAGCGGARRATTGCATTTCCGCARETTcaga,seveeess
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GCCGGTAGCGCTCTAARACAGCCGGCGTCTCATCGACCCGGCTGACGCA
GCCGGTAGCGCTCARARACAGCCGGCGTCTCATCGACCCGGCTG-GCCG
GCCGGTAGCGCTCARARACAGCCGGCGTCTCATCGACCCGGCTG-GCCG
AGCCGGTARGCGTCATATGCAGCCGGTGTCCCATCGACCCGGCTGAGACG
+GCCGGTAgegcTCaaRaaCAGCCGGeGTCLCATCGACCCGGCTG, geCy
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CCGCARGGTTCARARGCCAGACTTCARAGGGGAGATGGGGCGATACCCAR
TACCAGGTTCAGTCCAGARAAC-----AGGGGAGATGGGGCGCCATCTCC
TATCAGGTTCAGTCTAGARAAC-----AGGGGAGATGGGGCGCCATCTCC
TATCAGGTTCAGTCAAGARAAC-----AGGGGAGATGGGGCACCACCCAR
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