Exemple of Artemis Comparison Tool (ACT) results

Syntenic genes are in yellow

» ffs=4.58

ACT: sequencel_BA000012.embl vs sequence2_AL591688.embl

> (|
2 4414400
§

4415200 441600

Teft Right
sra05=ffs=4.5S SMc02904 dnaX
R. etli RHE_CHO00127 dnaX
R. leguminosarum rl0135 dnaX
258400 259200 zsm & A.tumefaciens AGR_C_148 dnaX
M. loti mll5502 dnaX
» tmRNA
ACT: sequencel_AE007869.embl vs sequence2_AL591688.embl
O
2004800 2006400 |goo7zomoaooo- [20088
Left Right
sra49 = tmRNA SMc01449 SMc01450
daaa00 lasecoo " besss  [sssiaadlmions e A.tumefaciens | AGR_C_3711 | AGR_C_3712
(&) M. loti mill1468 mill1469
» mpB
ACT: sequencel_BA000012.embl vs sequence2_AL591688.embl
‘m |1304800 1305600 IA%'
1306857
Left Right
sra50=tmRNA mraZ SMc01856
R. etli mraZ RHE_CHO02857
R. leguminosarum mraZ RL3317
100 2355200 2356000 m’o 2357600 235840 A.tumefaciens mraZ AGR_C 3823
= - M. loti mir1566 mil1569
» sra02
ACT: sequencel_AE007869.embl vs sequence2_AL591688.embl
Left Right
sra02 SMc02756 ahcY
R. etli RHE_CH00030 ahcY
R. leguminosarum RL0O030 ahcY
44000 44800 3600 —— laes00 47200 d A.tumefaciens AGR C 44 ahcY
M. loti mll5087 ahcY




» sra03

ACT: sequencel_BA000012.embl vs sequence2_AL5916
=)

2648000 2648800 2

-

2645600

48237..2648426
id: 61%

Left Right
sra03 polA SMc02851
R. etli polA RHE_CHO00150
R. leguminosarum polA R0O0176
199200 200000 200800 |30160H1F A.tumefaciens AGR_C_168 AGR _C_167
M. loti polA mll3297
» sral04
ACT: sequencel _AE007869.embl vs sequence2_AL591688.embl
127200 BSOOO 128800 129600
S Left Right
240800 241600 242400 243200 244000 sra04 smc02886 tRNA_Ser
5t o iz A.tumefaciens AGR_C_196 tRNA_Ser
» sra06
ID=1022b98882d0fe74bef56007b55ff91d&rm=mode5&SEQ=1.gz vs prebuilt
waqoo 121600 122
<
Left Right
sra06 rpsO pnp
R. etli rpsO pnp.
R. leguminosarum rpsO pnp.
PR I P i A.tumefaciens rpsO pnp
M. loti rpsO pnp
» sra09
ACT: sequencel_AE007869.embl vs sequence2_AL591688.¢
22 Pl -
Left Right
sra09 infC rpmE
R. etli infC rpmE
316000 316800 317600 @w R. leguminosarum infC rpmE
A.tumefaciens infC rpmE
» sral3
=1022b98882d0fe74bef56007b55f91d&rm=mode5&SEQ=1.gz vs prebuilt
glsinoo 598400 599200 m 601600
Left Right
sral3 metZ SMc02218
R. etli metZ ded
|| R. leguminosarum metZ mlr5652
578400 579200 smmﬁm A.tumefaciens metZ ded
M. loti met”Z pnp




» sral6

el_AE007869.embl vs sequence2_AL591688.embl

503400 503700 504000 504300 504600

|

Left Right
|701700 ‘:Elozooo 702300 702600 70290( sral6 smc03003 mcpE
A.tumefaciens AGR_C 905 AGR_C_907
» sral9
38882d0fe74bef56007b55ff91d&rm=mode5&SEQ=1.gz vs prebuilt?CGIS
824800 825600 826400 827200 828000
Teft Right
sral9 tRNA_Gln SMc00810
R. etli tRNA_Gln ppxl
A.tumefaciens AGR _C 1096 | AGR_C_1098
» sra2l)
("\ 00 ACT: sequencel_AE007869.emb
660000 660300 6606
13 matches selected
Left Right
sra20) SMc00831 gleD
R. etli RHE_CHO00807 gleD
A.tumefaciens AGR _C_1186 gleD
R. leguminosarum RL0OS63 gleD
» sra22
ACT: sequencel_BA000012.embl vs sequence2_AL591688.embl
mm) 4042400 4043200 4044000 -Laom!
Left Right
953600 954400 9576( sra2?2 SMc00981 SMc00982
h‘?‘ i’ M. loti msr5103 mll5S101
» sra23
ACT: sequencel_AE007869.embl vs sequence2_AL591688.embl
1795300 795600 795900 796200 796501
Teft Right
W sra23 smc00023 Smc
) A.tumefaciens AGR_C_1464 | AGR_C_1466




» sra25

ACT: sequencel_AE007869.embl vs sequence2_AL591688.embl
O

|822000

|822300

mem— Left Right
wo ‘_W'asoo 1049100 1049400 sra25 smc00034 smc00096
&) A.tumefaciens AGR_C_1508 cysAl
» sra26
ACT: sequencel_AE007869.embl vs sequence2_AL591688.er
EEvssoo
Left Right
sra26 smc02369 pepN
R. etli RHE_CHO01297 |pepN
= 1119200 1120000 1120800 |1121600 1122400 R. leguminosarum RL1445 pepN
&) A.tumefaciens pleC AGR_C_892
» sra27
ACT: sequencel_BA000012.embl vs sequence2_AL591688.embl
6391500 |6392100 6392400 |639270:
Teft Right
sra27 smc02391 smc02392
|1144200 1144500 |1144800 |1145100 1145400 A-tumefaCienS AGR_C_]859 AGR_C_I864
‘—Ch - M. loti mil7718 msr7720
» sra29
‘GISESSID=1022b98_88-2d0fe74bef56007b55ff91d&rm=modeS&SEQ=l‘gz
io 1509600 1510400 1511200 1512000
Left Right
sra29 rpsF smc00569
R. etli rpsF RHE_CHO01441
- R. leguminosarum rpsF RL1556
1236000 1236800 1237600 1238400 ﬁﬁsszoo A,tumefac'iens rpsF AGR_C 2023
&) M. loti rpsF milr7847
» sra32
B ACT: sequencel_AE007869.embl vs sequence2_AL591688.embl
100 1273600 1% l%l m e
i 1275200 1276000 1276800
5319
Left Right
sra32 SMc01933 proS
R. etli RHE_CHO01622 proS
R. leguminosarum RLI718 proS
130 1396800 1397600 139940%«)% A.tumefaciens AGR_C_2369 proS
O M. loti rpsF proS




» sra33

ACT: sequencel_BA000012.embl vs sequence2_AL591688.embl

Left Right
sra33 celR2 rpmG
R. etli celR2 rpmG
R. leguminosarum RL1730 rpmG
|1409600 1410400 1411200 <“12000 1412800 1413¢ A.IumefaCienS celR2 AGR_C 2230
O M. loti celR2 mll0858
» sra35
74bef56007b55/91d&rm=mode5&SEQ=1.gz vs prebuilt?CGISESSID=1022b988:
=
0500 1750800 1751100 u751400 1751700 1752
Left Right
sra35 nusG rplK
R. etli nusG rplK
R. leguminosarum nusG rplK
1461600 1461900 A.tumefaciens nusG rplK
- M. loti nusG rplK
» sra36
“prebuilt?CGISESSID=d6eab5bcf0f09349ad 1e0aa0d56¢118&rm —mode5 &SE
Ty
_/
1550000 P Taeosor T TtRereon e ivecaco s Tisesza0  [iser
’é ~> 1858899..1860073
rrcent id: %
Left Right
sra36 rplL rpoB
R. etli rplL rpoB
e rezato 1463200 R. leguminosarum |rplL rpoB
=) A.tumefaciens rplL rpoB
» sra39
ebuilt?CGISESSID=1022b98882d0fe 74bef56007b5 5ff91d&rm=mode5&SEQ=1.gz vs prebuilt?CGISESSID=102
p—
|2705600 2706400 ]3707200 2708000 2708800 2709600 2710400 | 2711200
Left Right
sra39 SMc01242 gevT
R. etli RHE_CHO02240 govT
? m | R leguminos.arum RL2571 govT
1669600 1670400 1671200 1672000 1672800 1673600 1675200 A.tumefaclens AGR_C_2705 gch
M. loti mll0880 govT

» sradl

ACT: sequencel_AE007869.embl vs sequence2_AL591688.embl

ry
L/
BGR T
160800 2161600 2162400 [2163200 2164000 21%

163170,

1696800 1697600 1698400 1699200 1700000 17




» srads

ACT: sequencel_AE007869.embl vs sequence2_AL591688.embl
(=)

BEH]>
1832000 1832800 |183360

133875

1834400 1835200

popme 0
\J

Teft Right
sra45 SMc00487 SMc00538
R. etli RHE_CHO02303
Sien Tmmn B2 (e lspios  [mzas | R. leguminosarum|  RL2613 | RL2614
=) A.tumefaciens AGR_C_3399
» srad6
ACT: sequencel_AE007869.embl vs sequence2_AL591688.er
0 1726400 (1727200 m;‘j 1728800 1729600
13..1728562
Left Right
sra46 SMc00165 SMc00164
q R. etli RHE_CHO02368 aroG
1958400 1999200 2000000 2000800 2001600 R. leguminosarum RL2681 RL2682
R e ——— A.tumefaciens | AGR_C 3195 | AGR_C 3197
» sra51
ACT: sequencel_AE007869.embl vs sequence2_AL591688.embl
T 7T 7 v M T Y i
0..2173988
s
Teft Right
sra51 SMc01584 CcSpA3
R. etli RHE_CHO03004 cspAS
mﬂm(; %}1600 252240( R. leguminosarum RL3448 CcSpA
=) A.tumefaciens | AGR_C _4001p cSpA
» sra54
ACT: sequencel_AE007869.embl vs sequence2_AL591688.«
02400 Maiosog _[ii0econ  [adorson  Taavason jasos
Left Right
sras4 SMc00655 ctrA
Qszom 2920800 2977600 2922400 2923200 R. etli RHE_CHO03333 ctrA
4 A.tumefaciens AGR_C 4415 ctrA
» sra55
ACT: sequencel_AE007869.embl vs sequence2_AL591688.embl
2407200 2408000 E-:oMqosm
Teft Right
e 523200 oplsioce Bin  Toaen o sras5 SMc00652 SMc00651
€ A.tumefaciens AGR_C 4423 | AGR_C_4424




» sra56

ACT: sequencel_BA000012.embl vs sequence2_A
=

—
]
3164000 3164800
——

0 3161600

3 => 3164294..3164468
‘cent id: 76%

Left Right
sra56 smc00530 nifS
R. etli RHE_CH03492 | RHE_CH03493
I — R. leguminosarum RL4003 RL4004
8800 2969600 2970400 000 29728¢ A.tumefaciens Linear Chom. Atu3734
e bty M. loti mird028 [mil4029
» sra58
ACT: sequencel_AE007869.embl vs sequence2_AL591688.eml
Left Right
sras1 pgm glegX1
EL T . U — R etli RHE_CHOI194 | RHE_CHOI195

R. leguminosarum

RL3112A




