Additional file 1- Neighbor-joining trees

All trees were made with MEGA using sequences cut with the TM-domain from the reference set as
model. The sequences were aligned with the ClustalW-algorithm and the standard parameters used in
the batch mode variant. The trees are neighbor-joining trees that were bootstrapped 500 times. The
bootstrap values in the trees are given in percent. The annotation after the sequence name contains
information about the sequence, such as doublets and domain hits. The domains are given with their
Pfam id (i.e. 7tm_1 for the Rhodopsin tamily transmembrane domain). The xN (ie x2) always refers to
the object closest before it. If it is directly after the name it denotes the number of copies of the
sequence and if it is after a domain name it stands for the number of hits with that domain. Domain
searches were made with the HMMER package and the Pfam library of local domains (Pfam_lIs). An e-
value cutoff at 0.01 were applied.



GPR126/1-261 ] CUB, GPS, Pentaxin
L GPRe4/1-262 ]GPS
GPR112/1-252 GPS
GPR114/1-265 ]
6 2 GPR56/1-266  |GPS
56 GPR97/1-264
GPR128/1-297 GPS
3 jgilBrafl1]185705|gw.79.119.1/1-248 ] 7tm 1, GPS
71 jgi|Brafl1|175334|gw.549.14.1//1-259 ] GPS
27 jgi|Brafl1|186087|gw.65.198.1//1-254 ] GPS
joilBrafl1|78276|fgenesh2 pg.s/1-255 ] x2, Cadherin X2, Dicty_CAR, GPS
52 jgi|Brafi1|80826|fgenesh2 pg.s/1-189 ]F5_F8 type C, GPS
o jgi|Brafi1|100768|fgenesh2 pg./1-220 ] GPS
jgilBrafl1|123414lestExt fgene/1-256 ] Gal_Lectin X2, GPS
35 joi|Brafl1|70546|fgenesh2 pg.s/1-248 ] GPS, LRRNT
6 ———————— gilBrafl1|254419|e gw.683.18./1-264 ]GPS
jgilBrafl1|253470]e gw.648.57./1-257 ] GPS
jgilBrafi1|233220]e gw.301.63./1-255 ]x2, GPS
jgi|Brafl1/66878|fgenesh2 pg.s/1-257 ] x2, GPS, I-set 3, ig X2, SEA
jgi|Brafi1|112585|fgenesh2 pg./1-215 ]GPS
jgilBrafi1|133112|estExt fgene/1-261 ] x2, Dicty CAR, Soratomedin_B

jgi|Brafi1|104443|fgenesh2 pg./1-249 ]x2, Somatomedin_B x2
51 joi|Brafl1|102026|fgenesh2 pg./1-247  ]x2
27 jgi|Brafi1|98689|fgenesh2 pg.s/1-247 ] x2, Kringle, Lectin_C, Somatonedin_B
3 98 jgi|Brafl1/88946|fgenesh2 pg.s/1-217 ] Aldo_ket red, CUB, Ldl_recept a
{ ADH_exp_2

37
48 jgilBrafi1|132198|estExt fgene/1-246 ] CUB, Ldl_recept_a
> {ggjgi|8raﬂ1|66597|fgenesh2 pg.s/1-244 Kingle x2, Ldl_recept a
jgi|Brafl1|79805|fgenesh2 pg.s/1-244 ] Kringle x2
43 joi|Brafl1|86956|fgenesh2 pg.s/1-192 ]SRCR
{jgﬁmmﬂlme%mfgeneshz pg.s/1-246  ]x2, Kringle, Ldl_recept_a

LEC1/1-248 7]Gal_Lectin, GPS, HRM, Latrophilin, OLF

89

ADH_exp_1

67
85 LEC3/1-257 ] Gal Lectin, GPS, HRM, OLF
LEC2/1-248 ] Gal Lectin, GPS, HRM, Latrophilin, OLF
ETL/1-248 ]GPS

1 54| ————————— CDO7/1-250 ]EGF, EGF_CAx4, GPS Figure 1. Adhesion (ADH)

5 EMR/1-256  JEGF.CA GPS All transcripts have the 7tm_2
0| EMRU/1-253 JEGF_CAX5, GPS
o EMR2/1-253 JEGF, EGF_CA 4, GPS domain in addition to the domains

% EMR3/1-253 ]EGF_CA, GPS . . .

N CPRILLL260 }GPS viewed in the picture. There are two

E GPR115/1-262 expansions (ADH_exp_1 and
o7 GPR110/1-264 ]GPS, SEA
& GPR116/1-265 ]GPS, ig, SEA ADH_exp_2).
Y GPR113/1-261 ]GPS, HRM
31 GPR133/1-251 ] Dicty_CAR, GPS
8 b2 GPR144/1-254 ] GPS, Pentaxin
jgi|Brafl1|{125960|estExt fgene/1-242 x2, TNFR_c6
14 joi|Brafl1|118346|estExt fgene/1-260
B 2 BAI2/1-281 ] GPS,HRM, TSP_1x4
100 ‘_[ BAI1/1-248 ]GPS, HRM, TSP_1x5
97 L BAI3/1-281 ]GPS, HRM, TSP_1 x4
jgi|Brafl1|132284|estExt fgene/1-243 ] GPS, TSP_1
7{ VLGRL/1-258 ] Calxheta x15, EPTP, GPS
CELSR1/1-244 7] Cadherin x8, Dicty_CAR, EGF x6, GPS, HRM, Laninin_EGF, Lanrinin_G_1 X2, Laminin_G_2 x2
= CELSR2/1-244 7 Cadherin x8, EGF x6, EGF_2, GPS, HRM, Laminin_EGF, Laninin_G_1 %2, Larrinin_G_2 x2
66 CELSR3/1-243 ] Cadherin 38, EGF x6, GPS, HRM, Laninin_ EGF, Larvinin_G_152, Laminin_G_2 2
GPR125/1-298 ]GPS,ig
0 [ joilBrafi1|247075|e gw.484.29./1-258 ] GPS, HRM, ig
72| [ GPR123/1-299
sol— GPR124/1-311 JGPS
—_—



100

41

99

100

jgi|Brafl1|269437|estExt Genew/1-276 |x2
FzD4/1-277

FZD10/1-296
FZD9/1-298

joi|Brafl1|122955|estExt fgene/1-274
100

70 99

80

100

joi|Brafl1]122712|estExt fgene/1-309 |x2
joi|Brafi1|123755|estExt fgene/1-307

FZD5/1-277
FzD8/1-318

jgi|Brafl1]115664|estExt fgene/1-303 ]x2
9 —— FZD2/1-296

Figure 2. Frizzled (FZD)
100 |— FZD1/1-303 .
All transcripts have the
53L—— FZD7/1-296

Frizzled and Fz domain.
FzD3/1-297
FzD6/1-297

0.1

Figure 3. Occular albinism (OA)

All transcripts have the Ocular_alb

domain.

100

70

joi|Brafl1]125390|estExt fgene/1-338 |x2
SMO/1-307

100

100 | P51810/1-404

100 Q6NTI7/1-424

P70259/1-405
1

00 | Q549B6/1-405

[ Q63229/1-400

100 L Q6GNW6/1-400

[ Q6P108/1-412

100l Q6PBA1/1-396

joi|Brafl1]221755[e gw.89.119./1-310

0.1

r jgi|Brafl1|120527|estExt fgene/1-381 | zf-C2H2
100 L jgi|Brafl1[121594|estExt fgene/1-340



54

13

i9

joi

66 | 66

— —— GRM6/1-262

% lj GRM7/1-262
48— GRM4/1-262

08 GRM1/1-250
99 —|: GRM5/1-250 Figure 4. Glutamate (GLU)
 joi|Brafi1|216284|e gw.65.62.1/1-262 ]x2 | All transcripts have the 7tm_3

igi|Brafl1|67395|fgenesh2 pg.s/1-244 domain.
jgi|Brafl1|173668|gw.99.79.1/5/1-259 X2
i|Brafi1|66509|fgenesh2 pg.s/1-271

245 4|:GRM 2/33-254 ANF_receptor, NCD3G
95 GRM3/33-254

|Brafl1|90957|fgenesh2 pg.s/1-272

GRM8/1-262

= joi|Brafi1]90959|fgenesh2 pg.s/1-283 ] ANF_receptor
68 CASR/1-252 T
_: GPRC6A/1-248
30 78 TAS1R3/1-253 ANF_receptor, NCD3G
43_ TAS1R1/1-253
71 TAS1R2/1-254
72 jgi|Brafl1|83160|fgenesh2 pg.s/1-267 ] ANF_receptor x5
4' jgi|Brafl1|132774|estExt fgene/1-260 |x2
70 jgi|Brafl1|83158|fgenesh2 pg.s/1-365 |ANF_receptorx3
H GPRC5B/1-244
) GPRC5C/1-258
43 GPRC5A/1-245
78 GPRC5D/1-247
joi|Brafl1|109477|fgenesh2 pg./1-266

{ X2, ANF_receptor, NCD3G
99 jgi|Brafl1|216139|e gw.65.71.1/1-226

100 ———— GPR158/1-258

L GPR158L1/1-258

92

GABABL/1-270

98

50

28

38

0.2

joi|Brafl1|73985|fgenesh2 pg.s/1-288 |x2

99 jgi|Brafl1|84865|fgenesh2 pg.s/1-280
L —|: ANF_receptor
39 joi|Brafi1]96886|fgenesh2 pg.s/1-184

64 GABBR1/1-273
jgi|Brafl1]133930|gw.108.1.1/4/1-264
joi|Brafl1|79159|fgenesh2 pg.s/1-284 ]x2, ANF_receptor (bad hit)

jgi|Brafl1|231870|e gw.286.22./1-255 |x2
—’ ANF_receptor
72 GABBR2/1-270

:| ANF_receptor




jgi|Brafl1|89688|fgenesh2 pg.s/1-193 ]x2
jgi|Brafl1|174388|gw.397.29.1//28-286  ]x2, HRM
jgi|Brafi1|91171|fgenesh2 pg.s/26-229 [HRM

joi|Brafl1]100980|fgenesh2 pg./26-270 :|HRM
100 'jgi|Brafl1|239746|e gw.372.11./26-280

CRHR1/1-255
100 CRHR2/1-254

97

jgi|Brafl1/101988|fgenesh2 pg./19-264 ]HRM
o8 8 joi|Brafl1/66998|fgenesh2 pg.s/18-264 ]x2, HRM
100 jgi|Brafl1|110555|fgenesh2 pg./20-276 | x2
48:|Braﬂl|66929|fgenesh2 pg.s/21-275 X2, HRM
joi|Brafl1|241491|e gw.397.20./22-277
% —————— CALCR/1-254 HRM
64 89l CALCRL/1-254
57 GCGR/1-270 T
69 GIPR/1-266
% GLP1R/1-269
GLP2R/1-269 Figure 5. Secretin (SEC)
52 GHRHR/1-258  |HRM All transcripts have the
= —1 [ SCTR/1-257 7tm_2 domain.
70 VIPR2/1-260
‘{72 PACAP/1-258

4L VIPR1/1-257 N

99— PTHR1/1-272 }HRM
PTHR2/1-270
59 | —— jgi|Brafl1|144236|gw.98.19.1/9/28-296 | x2, HRM
95| —— igilBrafl1|155247|gw.98.54.1/1/1-225
72{ jgi|Brafi1|223952|e gw.98.115./26-289 ]x2, HRM
jgi|Brafl1|88337|fgenesh2 pg.s/28-294

jgi|Brafl1]112695|fgenesh2 pg./2-178

9 [ joi|Brafl1]144497|gw.95.18.1/1/2-258

—
01



Rhodopsin alfa

lo

B

jgilBrafl1/80656lfgenesh2 pg.s/1-422  ]x2
jgilBrafl1]175719]gw.478.42.1//1-338 %2
jgilBrafi1(56805|fgenesh2 pm.s/1-327 ]2, AnphiAmR9
jgilBrafi1|229080]e gw.259.203/1-319 ]2

pm.s/1-300 ]

pg.s/1-387  JAnphiAnR6

joilBrafi1|5991
igilBrafia|7.
jgilBral1|175620|gw.460.34.1//1-357  JAmphiAnR4
jgilBrafl1|256365e gw.791.6.1/1-315 ]2
igilBrafl1|78027[fgenesh2 pg.s/1-324 ]2, AnphianRS
jgilBrafl1[218348le gw.74.287./1-366 ] AmphiATR11
igilBrafl1/68140]fgenesh2 pg.s/1-310 ] Homeobox
100! jgilBrafi1|82560lfgenesh2 pg.s/1-304
DRD4/1-336

32

jgiBrafi1[61026|fgenesh2 pm.s/1-261
jgilBrafl1|199625] gw.3.59.1//1-367 %2
DRD2/1-363

DRD3/1-355

48 ADRA2C/1-379
JE ADRA2A/1-390
ADRA2B/1-394
HTR2B/1-329
% HTR2C/1-318

HTR5A/1-301
ADRB1/1-322

I~

ADRB2/1-296
ADRB3/1-312
igilBrafl1[854
ADRA1D/1-309
ADRA1B/1-306
ADRA1A/1-303
CHRM5/1-435
CHRM3/1-441
CHRM1/1-375
CHRM2/1-401
99 L cHRM4/1-402
jgi|Brafi
HTR7/1-306
igilBrafl1|214670fe gw.58.1.1//1-295
igilBrafl1{60377[igenesh2 pm.s/1-284
jgilBrafl1|227418le gw.245.80./1-354 ]2
HTR1A/1-367
HTR1B/1-323

pg.s/1-317

90

pg.s/1-402 ]x2

HTR1D/1-321

HTR1E/1-325

HTR1F/1-327

jgilBrafl1[84875(igenesh2 pg.s/1-291 ] Lectin C
jgilBraflL|175493]gw.294.40.1//1-281 ] AnphiAmR 1

DRD1/1-311

DRD5/1-314

HRH2/1-273

HTR6/1-297

jgilBrafl1{124175[estExt fgene/1-289  ]x2, Glyco_transt_29, Met_10, MTS
jgilBrafl1109620]fgenesh? pg./1-281

100! jgilBrafi1|175032]gw. 641.31.1//1-295

jgilBrafiL|244802]e gw.447.29./1-268 ]2

HTRA4/1-296
TAAR1/1-283
TAARS5/1-273
TAAR9/1-280
TAAR6/1-281
TAARS/1-281

e gw.525.10./1-259

jgilBrafl:
ADORA3/1-273

igilBrafl1|139338|gw.302.17.1//1-268 ]2
jgilBrafl1]208397]e gw.35.55.1/1-268 ]2

ADORA1/1-282
32 ADORA2B/1-286

100 jgilBrafia] Pg.s/1-346
igilBrafl1/o384 pg.s/1-281
jgilBrafi1|247861je gw.500.17./1-283
HRH4/1-335

jgilBrafi1]147775|gw.390.18.1//1-324 ] AmphiAmR3
jgilBrafl1|157101]gw.3090.22.1//1-329  ]x2

Qw.370.27./1-314 ]2
jgilBrafi1|1 fgene/1-277 ]2, Galactosyi_ T
jgilBraf1|226273(e gw.235.32./1-280 ] AnphiAmR7
pg.s/1-271

jgilBrafl

54 jgilBrafl1

jgilBrafl1|118320]estExt fgene/1-408

o7 — jgilBrafi1|72977|fgenesh2 pg.s/1-366 ]2
[Jg\lBraﬂllSlQSS\'geneshZ pg.s/1-368

jgilBrafl1|101576{fgenesh2 pg./1-368

jgilBrafi1{79533(fgenesh2 pg.s/1-376

02

Figure 6. Amine (AMIN
All transcripts have the
7tm_1 domain. Previously
known AMIN-receptors are
marked with their name.

jgilBrafi1|75275]fgenesh2 pg.s/1-378 ] Dynarrin_N, MMR_HSR1, Pkinase, Pkinase_Tyr



25

joi|Brafl1|72030|fgenesh2 pg.s/1-265
jgilBrafi1|75509|fgenesh2 pg.s/1-263 ]x2
jgi|Brafl1]119893|estExt fgene/1-265
joi|Brafi1|109884|fgenesh2 pg./1-265
jgi|Brafl1|109885|fgenesh? pg./1-265

84

Y3 [ jgi|Brafl1]103469|fgenesh2 pg./1-266 ]x2
jgi|Brafl1]103470|fgenesh2 pg./1-265 ]x2

31 joi|Brafl1|78446|fgenesh2 pg.s/1-254

*ABLjgi|Braf|1|109259|fgenesh2 pg./1-213  ]x2
E jgi|Brafl1|71467|fgenesh2 pg.s/1-264 ]x2

R7 joi|Brafl1|225039|e gw.105.80./1-261

jgilBrafi1|158490|gw.44.91.1/1/1-241

jgi|Brafi1|76808|fgenesh2 pg.s/1-264 ]x2

jgi|Brafl1|66305|fgenesh2 pg.s/1-265
jgilBrafl1]240660|e gw.384.71./1-245

MEC exp_1

98

jgi|Brafl1]221452|e gw.88.318./1-261
jgi|Brafl1|71174|fgenesh2 pg.s/1-269 ]x2
a4 jgi|Brafl1|245172]e gw.449.82./1-253 ]x2
jgi|Brafl1|96427|fgenesh2 pg.s/1-269 x2
jgi|Brafi198285|fgenesh2 pg.s/1-238 ]x2
jgi|Brafi1|98284[fgenesh2 pg.s/1-269 ]x2
jgi|Brafi1|74652|fgenesh2 pg.s/1-269
jgi|Brafi1|124065|estExt fgene/1-276
EDG7/1-266

35

2]

43 EDG5/1-258 . . ..

17 EDGL/1-268 endothelial differentiation

EDG8/1-273 . .
* EDG2/1L.265 and cannabinoid (MEC)
" EDGAL-200 All transcripts have the 7tm_1
56 GPR3/1-260

2 %] -— GPR/1-260 domain. There are two

GPR12/1-260

2 ————————— MC2R/1-255
MC1R/1-263
88
s MC4R/1-261 MEC—eXp—z)
= MCSR/1-262

66 MC3R/1-264

77 CNR2/1-269

jgi|Brafi1|236098]e gw.332.64./1-292 ]x2

jgi|Brafl1]121640|estExt fgene/1-232 ]x2
joi|Brafl1|108661|fgenesh2 pg./1-215

joi|Brafl1|70214|fgenesh2 pg.s/1-282 subl
jgi|Brafl1|101393|fgenesh2 pg./1-286 X2

jgi|Brafl1|70974|fgenesh2 pg.s/1-225

jai|Brafl1]103731|fgenesh2 pg./1-275
jgi|Brafl1]103890|fgenesh2 pg./1-276 ]x2

95 sub2
72 jgi|Brafl1|94121|fgenesh2 pg.s/1-280

77

52

80

98 jgi|Brafl1|96202|fgenesh2 pg.s/1-280
joi|Brafl1|76603[fgenesh2 pg.s/1-261
jgi|Brafl1|100346|fgenesh2 pg./1-262
joi|Brafl1|72183|fgenesh2 pg.s/1-278
jgi|Brafi1|88276|fgenesh2 pg.s/1-284 ]x2
jgi|Brafi1|101124|fgenesh2 pg./1-213
jgi|Brafl1|85378|fgenesh2 pg.s/1-288
jgi|Brafl1|95836|fgenesh2 pg.s/1-188
jgi|Brafl1|73473|fgenesh2 pg.s/1-291 ]x2
joi|Brafl1|82653|fgenesh2 pg.s/1-294
jgi|Brafl1|107702|fgenesh2 pg./1-294 ]Spc97_Spc98
jgi|Braf1|67616[fgenesh2 pg.s/1-291  ]x2
63— jgilBrafi1/67651|fgenesh2 pg.s/1-293 ]2

94

14
sub3

0.1

EDG6/1-264 . .
Tl |n EDGH1-261 Figure 7. Melanocortin,

expansions (MEC_exp_1 and

MEC_exp_2



100

95

100 jgi|Brafl1|81577|fgenesh2 pg.s/1-274 7

—e

100

100

81
73

100 [ jgi|Brafl1|105463|fgenesh2 pg./1-264 7

L jgi|Brafl1|84162|fgenesh2 pg.s/1-276

100 - joi|Brafl1|96441|fgenesh2 pg.s/1-274

jgi|Brafl1|105464|fgenesh2 pg./1-265
joi|Brafl1|91799|fgenesh2 pg.s/1-276 o
Sul

joi|Brafl1|68215|fgenesh2 pg.s/1-275

joi|Brafl1|68447|fgenesh2 pg.s/1-275

joi|Brafi1|99223|fgenesh2 pg.s/1-274 ]7tm 1x2

sub2

joi|Brafl1|100163|fgenesh2 pg./1-274 MTN_exp_1

joi|Brafl1|81579|fgenesh2 pg.s/1-274
jgi|Brafl1|96451|fgenesh2 pg.s/1-274

joi|Brafl1|89991|fgenesh2 pg.s/1-274

joi|Brafl1|75971|fgenesh2 pg.s/1-275

93

100

68
66

— j0i|Brafl1|106456|fgenesh2 pg./1-269

joi|Brafl1|68906|fgenesh2 pg.s/1-267 |x2

jgi|Brafi1|106355|fgenesh2 pg./1-271 ] 7tm 4
joi|Brafl1|106354|fgenesh2 pg./1-271

jgi|Brafl1|81578|fgenesh2 pg.s/1-269

100l joi|Brafl1|111633|fgenesh2 pg./1-276

100

jgi|Brafi1|64249|fgenesh2 pg.s/1-273 ] 7m 4

100 jgi|Brafl1|251362]e gw.580.7.1/1-253

joi|Brafl1|64133|fgenesh2 pg.s/1-269
L jgi|Brafl1|242676|e gw.413.5.1/1-251

100 MTNR1B/1-271

GPR50/1-269

96

—A
0.1

jgi|Brafl1]138984|gw.748.1.1/1/1-258

joi|Brafl1|66923|fgenesh2 pg.s/1-272

29

jgi|Brafl1|73899|fgenesh2 pg.s/1-266

100

jgi|Brafi1|69283|fgenesh2 pg.s/1-266 ]x2

Figure 8. Melatonin (MTNR)
All transcripts have the 7tm_1 domain. There are three expansions (MTN_exp_1, MTN_exp_2 and

MTN_exp_3).

joi|Brafl1]104489|fgenesh2 pg./1-264 |x2

jgi|Brafl1|68845|fgenesh2 pg.s/1-248 7

I jgi|Brafi1|91092|fgenesh2 pg.s/1-276 ] Aldolase_lI

MTN_exp 2

MTN_exp_3



00— joi|Brafi1|86644|fgenesh2 pg.s/1-293
% L jgilBrafi1[201585| gw.7.244.1/1-276  ]x2

OPN_exp 1
{ joi|Brafi1|87094|fgenesh2 pg.s/1-293
8] 100 jgi|Brafl1|110003[igenesh2 pg./1-289
jgi|Brafi1]65959|fgenesh2 pg.s/1-287 |x2
jgi|Brafl1]86195|fgenesh2 pg.s/1-302 |x2
28 75 _i
M 85 OPN4/1-283
100 joi|Brafi1|71561|fgenesh2 pg.s/1-297
L jgi|Brafl1|110962|fgenesh2 pg./1-280
92 jgi|Brafi1|215180]e gw.61.242./1-262
OPN_exp 2
45 jgi|Brafi1|84844|fgenesh2 pg.s/1-198
77 ﬂraﬂﬂ%O%ﬁgeneshZ pg.s/1-298 |7tm 4
100 joi|Brafi1|91095|fgenesh2 pg.s/1-298 |2, 7tm 4 i
97 joi|Brafl1|90832|fgenesh2 pg.s/1-297 |x2
24 RRH/1-272
RGR/1-250
5| 2 joi|Brafl1|94083|fgenesh2 pg.s/1-272 Figure 9. Opsin
joi|Brafl1|241553]e gw.398.67./1-270 (OPN)
35 GPR136/1-273 All transcripts
33 — jgi|Brafl1]65045|fgenesh2 pg.s/1-300 |x2 have the 7tm_1
100 I jgi|Brafi1]210643|e gw.42.258./1-295 domain. There are
100 — OPN1LW/1-272 three expansions
99 L opNiMw/1-272 (OPN_exp_1,
_{ OPN1SW/1-272 OPN_exp_2 and
81 RHO/1-272 OPN_exp_3)
23 igi|Brafi1[185357|gw.52.125.1//1271 ]2
OPN3/1-271
41
= jgi|Brafl1|84894|fgenesh2 pg.s/1-291 |x2
jgi|Brafl1|70447|fgenesh2 pg.s/1-304 [x2
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Figure 10. GPR21-GPRS52 (OPN subgroup)
All transcripts have the 7tm_1 domian.
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Figure 11. Prostaglandin

PTGIR/1-282 (PTG)

All transcripts have the
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Figure 12. Super conserved receptor expressed in brain (SREB) (PTG subgroup)
All transcripts have the 7tm_1 domain.



Rhodopsin beta
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igilBrafi1j8404sffgenesh? pg.s/1-281
IglBraf1[173846/gw.668.13. /1-248
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Figure 14. Prokineticin (PK1-PK2) (beta subgroup)

All transcripts have the 7tm_1 domain and there is one expansions (PK1-PK2_exp_1).



Rhodopsin gamma
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Figure 15. Somatostatin,
opioid and galanin (SOG)

All transcripts have 7tm_1
domain and there is five
expansions (SOG_exp_1,
SOG_exp_2, SOG_exp_3,
SOG_exp_4 and SOG_exp_5).
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Rhodopsin delta
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joi|Brafl1[134702|gw.24.4.1/33/1-277 ]2, Ldl_recept a, LRRNT
jgilBrafi1/231009|e gw.277.1.1/1-277

0.2

joi|Brafl1]111766|fgenesh2 pg./1-278

Figure 16. Glycoprotein and leucine-rich-repeat-containing (GP-LGR)

All transcripts have the 7tm_1 domain in addition to what is annotated in the tree.



