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WGRNQLNGASNTLAAGRNYFAVN I TSANLASVGQK IEGVHTLAGSKATLSVWLRSTVAGKRLGVRIYQSFGTGGSPSAAVSTIITPTPLTLSTTW 297
WGRNQLNGASNTLAAGRNYFAVN I TAGSLASVGQKIEGVHTLAGGKATLSVWLRSTVAGKRLGVRIYQSFGTGGSPSAAVST I ITPTPLTLSATF 343
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QKYTLTFDVPSVSGKT IGTNNNDHLYVVFDITNTDSYGGALSGQTGQIELAYPQLEKGSVATEFEFRAPGVEKALCEWYLKAGVVALRGNGTGSA 392
QKYTLTFDVPSVSGKTLGTNNNDYLYLVFDIAG-DAYGTALSGQTAQIEFAFPQLEKGSVATDFELRSPGVEKALCEWYLKAGVVALRGNGTGRA 437
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GAGTF ISHEMRAAPAITFANTIYYYNCSGINYASYPTGVEVLVNATGTFAFYSTY IMSAEL 458
GAGTFISHEMRAAPAITFANTIYYYNCSGINYASHTTGVEVLVNATGTFAFYSTY IMSAEL 498
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GAGTFISHEMRAAPAITFANTIYYYNCSGINYASYPTGVEVLVNATGTFAFYSTY IMSAEL 512
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Phage Duplication Phagovar
Xop4ll -0--Q--0--0--0--

Xp10 ~-0--0--0--0--0--

OoP1 —-0--0--0-- (A)
OPyc - O--0--0--0--0--0-- (A, C)
0Py, ~-0--0--0-- (B)

0Py, ~-0--0--0--0-- (A, B, D)

OPinac - D--O--D--O--O--O- (A, B, C, D)



