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Figure S1. The Haplotypes of the Samples Analyzed for the 2 Mb Region of 
the LCT Region  
The haplotype structure in 13 populations tested composed of 9 different 
contiguous regions (separated by empty columns) spanning more than 2 Mb, 
constructed manually for the regions where there is total homozygosity. Then, 
with PHASE version 2.1 program, we fitted every individual genotypes into 
haplotype. Every row represents the most probable haplotype and every 
individual represented by two haplotypes plotted in two consecutive rows. 
Yellow box represent ancestral allele, red box represent derived alleles. Light 
green, dark green, and blue boxed represent the derived alleles correlate with 
LP.  
 


