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Figure S4. Proportion of species specific sequences as a function of genome size.
Each point indicates an individual bacterial genome colored by its parent taxonomic group (see legend on left). No statistically significant correlation was observed for the 
complete dataset of genomes. Amongst the individual groups only ‘Other bacterial groups’ (r = 0.79, p<0.001, N=17) and Cyanobacteria (r=0.80, p<0.01, N=8) showed any 
significant correlation between genome size and proportion of species specific genes.


